PCT/AU2013/000273

. 5624511
SEQUENCE LISTING

* <110> HOSPIRA ADELAIDE PTY LTD

<120> Method of producing a recombinant peptide
<130> 39357pPCT

<160> 20

<170> PatentIn version 3.5

<210> 1

<211> 8

<212> PRT

<213> Artificial sequence

<220>
<223> wherein Xaa jis any amino acid except arginine or lysine, and Xbb is
arginine or lysine.

<220> .

<221> misc_feature

<222> (1)..(3) .

<223> Xaa can be any naturally occurring amino acid
<220>

<221> misc_feature

<222> (5)..(5) ,

<223> Xaa can be any naturally occurring amino acid
<400> 1

iaa Xaa Xaa Asn éaa Asn Xbb

<210> 2

<211> 37

<212> PRT

<213> Homo sapiens
<400> 2

glu val val Pro gro GIn val Leu Ser Glu Pro Asn Glu Glu A;a Gly
1
Ala Ala Leu Ser Pro Leu Pro Glu val Pro Pro Trp Thr Gly Glu val
20 25 30
ser Pro ééa GIn Arg

<210> 3

<211> 73

<212> PRT

<213> Bos primigenius
<400> 3

?et Lys Glu val gys Ser Leu Leu Leu Agp Leu GIn Leu Leu Leu Glu
| 1 .
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PCT/AU2013/000273

562451_1
Lys val Lys égn Pro Glu Asn Leu Egs Leu Ser Arg Met ggs Thr Phe

asp Phe Tyr val Pro Lys val asn Ala Thr Glu Leu Lys His Leu Lys
35 40 45
Ala Leu Leu Glu Glu Leu Lys LelU Leu Glu Glu val Leu Asn Leu Ala
50 55 60

Pro Ser Lys Asn Leu Asn val Asp Arg
65 70

<210> 4

<211> 5

<212> PRT |

<213> Artificial Sequence

<220> . . )

<223> Enteropeptidase (enterokinase) peptide cleavage site
<400> 4

ésp Asp Asp Asp %ys

<210> §

<211> 8

<212> PRT .

<213> Artificial sequence

<220> . i _

<223> Tobacco etch virus protease peptide cleavage site. where X is any
amino acid. .

<220>

<221> mwisc_feature
222> (2)..(3) . .
<223> Xaa can be any naturally occurring amino acid

<220>

<221> misc_feature

<222> (5)..(5) ) )

<223> xaa can be any naturally occurring amino acid. xbb is Gly or ser.
<400> 5

?1u Xaa Xaa Tyr §aa Gln Xbb

<210> 6

<211> 6

<212> PRT_ . .

<213> Artificial Sequence

<220> : i

<223> Tobacco etch virus protease peptide cleavage site. where X is any
amino acid.

<220>

<221> misc_feature
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<222>
<223>

<220>
<221>
<222>
<223>

<400>

PCT/AU2013/000273

562451_1
(1)..()

Xaa can be any naturally occurring amino acid

misc_feature A
(3).703) . , _
Xad cah be any naturally occurring amino acid. Xbb is Gly or Ser.

6

Xaa Tyr Xaa GIn Xbb
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

6

PRT
Artificial Sequence

Thrombin cleavage site.

7

ieu val Pro Arg §1y Ser

<210>
<211>
<212>
<213>

<400>

8

37

PRT

Pongo pygmaeus

8

Glu val val Pro Pro Gln val Leu Ser Glu Gln Asn Glu Glu Ala Gly
1 5 10 15

Ala Ala Leu ggr Pro teu Pro Glu ¥§1 PFo Pro Trp Thr Gly Glu val
, . 30

ser Pro A3\'1Sa Gln Arg

<210>
<211>
<212>
<213>

<400>

9 3
37
PRT
Felis catus

9

g]u val val pPro Ero GIln val Leu Ser Glu GIn Asn Giu Glu Ala Gly
15

Ala Ala Leu ggr Pro Leu Pro Glu val Pro Pro Trp Ala Gly Glu val

Asn Pro Ala Gln Arg

<210>
<211>

35

10
73
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PCT/AU2013/000273

562451 1
<212> PRT
<213> Artificial Ssequence

<220>
<223>

<400> 10

Met Lys Glu val Lys Ser Leu Leu Leu égp teu Gln Leu Leu Leu Glu
1 5 ' 15

Lys.val Lys égn Pro Glu Asn Leu Egs Leu Ser Arg Met gis Thr phe
: 0

Asp Phe Tyr val pro Lys val Asn Ala Thr Glu Leu Lys His Leu Lys
35 40 45

Ala Leu Leu Glu Glu Leu %gs Leu Leu Glu GTu val Leu Asn Leu Ala
60 .

Pro Ser Lys Asn Leu Asn val GIn Arg
65 7

<210> 11

<211> 110

<212> PRT

<213> Artificial Sequence

<220>
<223>

<400> 11
Met Lys Glu val Eys ser Leu Leu Leu ﬁgp Leu 6in Leu Leu Leu Glu
1 15

Lys val Lys ggn Pro Glu Asn Leu Egs Leu Ser Arg Met ggs Thr Phe

Asp Phe §§r val Pro Lys val 23" Ala:Thr 6lu Leu kgs Hi5 Leu Lys

Ala ggu Leu Glu Glu Leu ggs Leu Leu Glu Glu val Leu Asn Leu Ala
60 .

Pro ser Lys Asn Leu Asn val Asp Arg Glu val val Pro Pro Gln val
65 70 75 80

Lteu ser Glu Pro Asn Glu Glu Ala Gly Ala Ala Leu Ser Pro Leu Pro
85 20 : a5

Glu val Pro Pro Trp Thr Gly Glu val Ser Pro Ala Gin Ar
100 105 11

<210> 12
<211> 184
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<212>
<213>

<220>
<223>

<400>

PRT

12

Met Lys Glu
1

Lys

ASp
Ala
Pro
65

Leu
Glu
Ya1
Leu
Ala

145

Glu

val
Phe
Leu
50

ser
ser
val
Pro
Ser
130

Gln

Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

LyS
Tyr
35

Leu
Lys
Glu
Pro
Pro
115
Pro

Arg

Gly

'G1y Glu val

13
443
PRT

val

Asn

20

val

Glu

Asn

Pro

Pro

100

Gln

Leu

Glu

Ala

Ser
180

Lys
5
Pro
Pro
Glu
Leu
Asn
8s
Trp
val
Pro
val
Ala

165

Pro

ser

Glu

Lys

Leu

Asn

70

Glu

Thr

Leu

Glu

val

150

Leu

Ala

Artificial Sequence

Leu

Asn

val

Lys

val

Glu

Gly

Ser

val

135

Pro

Ser

Gin

Artificial Ssequence

13

Leu
Leu
Asn
40

Leu
Asp
Ala
Glu
Glu
120
Pro
Pro
Pro

Arg

Leu

LyS

25

Ala

Leu

Arg

Gly

val

105

Pro

Pro

Gln

Leu

562451_1

ASp

10

Leu

Thr

Glu

Glu

Ala

90

Ser

AsSN

Trp

val

Pro
170

Leu

Ser

Glu

Glu

val

75

Ala

Pro

Glu

Thr

Leu

155

Glu

Gln

Arg

Leu

val

60

val

Leu

‘Ala

Glu

val

Leu

Met

Lys

Leu

Pro

ser

Gln

Ala

125

Glu

r Glu

Pro

Leu

His

30
His
Asn
Pra
Pro
Ar
11
Gly
val

Pro

Pro

Leu

15

Thr

Leu

Leu

GIn

Leu

95

Glu

Ala

ser

Asn

Trp

PCT/AU2013/000273

Glu

Phe

Lys

Ala

val

80

Pro

val

Ala

pPro

Glu

160

Thr

Met Lys Glu val Lys Ser Leu Leu Leu Asp Leu GIn Leu Leu Leu Glu
1 S 10 15 -
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Lys

Asp

Ala

Pro

65

Leu

Glu

val

Leu

Ala

145

Glu

Gly

Ser

val

Pro

225

ser

GIn

Ala

val
pPhe
Leu
50
ser
Ser
val
Pro
Ser
130
Gln
Ala
Glu
Glu
Pro
210
Pro
Pro

Arg

Gly

Lys
Tyr
35

Leu
Lys
Glu
Pro
Pro
115
Pro
Arg
Gly
val
Pro
195
Pro
GIn
Leu

Glu

Ala
275

Asn
20

val
Glu
Asn
Pro
Pro
100
GIn
Leu
Glu
Ala
Ser
180
Asn
Trp
val
Pro
val
260

Ala

Pro

Pro

Glu

Leu

Asn
85

Trp

val

Pro

val

Ala

165

Pro

Glu

Thr

Leu

Glu

245

val

Leu

Glu
Lys
Leu
Asn
70

Glu
Thr
Leu
Glu
val
150
Leu
Ala
Glu
Gly
ser
230
val

Pro

Ser

Asn

val

Lys

55

val

Glu

Gly

Ser

val

135

Pro

ser

Gln

Ala

Glu

215

Glu

Pro

Pro

Pro

Leu
Asn
40

Leu
Asp
Ala
Glu
Glu
120
Pro
Pro
Pro
Arg
Gly

val

Pro

Pro

Gln

Leu
280

- 5624511

Leu

Arg

Gly

val

105

Pro

Pro

Gln

Leu

Glu

185

Ala

Ser

Asn

Trp

val

265

Pro

Leu Ser Arg

Thr

Glu

Glu

Ala

90

ser

Asn

Trp

val

Pro

170

val

Ala

Pro

Glu

Thr

250

Leu

Glu

Glu
Glu
val
75

Ala
Pro
Glu
Thr
Leu
155
Glu
val
Leu
Ala
Glu
235
Gly

Ser

val

Page 6

Leu
3
val
Leu
Ala
Glu
Gly
ser
val
Pro
ser
%
Ala
Glu
§1u

Pro

Met

Lys

Leu

Pro

Ser

GlIn

Ala

Glu

Glu

Pro

Pro

Pro

205

Arg

Gly

val

Pro

Pro
285

His

30

His

ASN

Pro

Pro

Arg

110

Gly

val

Pro

Pro-

Gln
190
Leu
Glu
Ala
ser
Asn
270

Trp

Thr
Leu
Leu
§1n
Ley
95

Glu
Ala
Ser
Asn
Trp
val
Pro
val
Ala
Pro
255

Glu

Thr

PCT/AU2013/000273

Phe
Lys
Ala
val
80
Pro
val
Ala
Pro
Glu
160
Thr
Leu
Glu
val
Leu
240
Ala

Glu

Gly




PCT/AU2013/000273

5624511

Glu val ser Pro Ala GIn Arg Glu val val Pro Pro Gln val Leu Ser
290 295 300

Glu Pro Asn Glu Glu Ala Gly Ala Ala Leu Ser Pro Leu Pro Glu Va1
305 310 : 315 320

Pro Pro Trp Thr Gly Glu val Ser Pro Ala GIn Arg Glu val val pPro
325 330 335

pro GIn val Leu Ser Glu Pro Asn Glu Glu Ala Gly Ala Ala Leu Ser
340 345 350 '

Pro Leu Pro Glu val Pro Pro Trp Thr Gly Glu val Ser Pro Ala GlIn
355 ‘ 360 365

Arg Glu val val pro Prg GIn val Leu Ser Glu Pro Asn Glu Glu Ala
370 375 380

Gly Ala Ala Leu Ser Pro Leu Pro Glu val Pro Pro Trp Thr Gly Glu
385 ' 390 395 - . 400

val ser Pro Ala Gln Arg Glu val val Pre Pro Gln val Leu Ser Glu

405 410 415
Pro Asn Glu Glu Ala Gly Ala Ala Leu Ser Pro Leu Pro Glu val pro
: 420 425 430 .
Pro Trp Thr Gly Glu val Ser Pro Ala GIn Arg
435 440
<210> 14
<211> 340
<212> DNA )
<213> Artificial sequence
<220>
<223> B72R-VSDL (340 bp)
<400> 14
catatgaaag aagtgaagtc attgctgctg gatttacagt tgcttttgga gaaagttaaa 60
aatcctgaga acctcaagct ctccaggatg catacatttg acttttacgt gcccaaggtt 120
aacgctacag aattgaaaca tcttaaggcg ttactagaag aactcaaact tctagaggaa 180
gtactaaatt tagctccaag caaaaacctg aacgtcgacc gtgaagtigt accgccgceag 240
gttctgtctg aaccgaacga agaagegggt geggegetgt ctecgetgee ggaagttecg 300
ccgtggaccy ‘\gtgaagtgag cccagcgcag cgttaagett ' 340
<210> 15
<211> 562
<212> DNA

<213> Artificial Sequence
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<220>
<223>

<400> 15
catatgaaag

aatcctgaga
aacgctacag
gtactaaatt
gttctgtctg
ccgtgéaccg
gaaccgaacg
ggcgaagtga
gaagaagcgg
agcccagege
<210>
a1
<213>

<220>
<223>

<400> 16
catatgaaag

16
562
DNA

aatcctgaga
aacgctacag
gtactaaatt
gttetgtetg
ccgtggaccy
gaaccgaacg
ggcgaagtga
gaagaagcgg
agcccagege
e
2

<220>
<223>

<400>

17
895
ONA

17

aagtgaagtc
acctcaagct
aattgaaaca

tagctccaag

aaccgaacga

gtgaggtgag
aagaagcggg
gcccagegea
gtgcggeget
agcgttaagce

‘aagtgaagtc

acctcaagct
aattgaaaca
tagctccaag
aaccgaacga
gtgaggtgag
aagaagcggg
gcccagegea
gtgcggeger
agcgttaagc

B72R-(vsSDL)3 (562 bp)

attgctrgetg
ctccaggatg
tcttaaggcy
caaaaacctg
agaagcgggt
cccagegeag
tgcggegetg
gcgcgaagtt
gtctecgetg
tt

~Artificial Sequence

B872(QR-(vSDL)3 (562 bp)

attgctgctg
ctccaggatg
tcttaaggceg
caaaaacctg
agaagcgggt
cccagegeag
tgcggegetg
gcgcgaagtt
gtcteccgetg
tt

Artificial Sequence

B72(Q)R-(VSDL)6 (895 bp)

562451_1

gatttacagt
catacatttg
ttactagaag
aacgtcgace
gcggegetgr
cgcgaagttg
tctcegetge
gtaccgeege

ccggaagttc

gatttacagt
catacatttg
ttactagaag
aacgtccagc
gcggcgctgt‘
cgcgaagttg
tcteegetge
gtaccgecge

ccggaagttc

tgcttttgoa
acttttacgt
aactcaaact
gtgaagttgt
crcegetgec
taccgccgea
cggaagttcc
aggttctgte

cgccatggac

tgcttttgga
acttttacgt
aactcaaact
gtgaagttgt
ctccgetgec
taccgcegea
cggaagttcc
aggttctgtc
cgccatggac

PCT/AU2013/000273

gaaagttaaa
gcccaaggtt
tctagaggaa
accgcecgeag
ggaagttccg
ggttctgtct
gccatggacﬁ
tgaaccgaac

cggtgaagtg

gaaagttaaa

gcccaaggtt

tctagaggaa

accgecgeag
ggaagttccg
gottctotct
gccatggacc

tgaaccgaac

cggtgaagtg

catatgaaag aagtgaagtc attgctgetg gatttacagt tgcttttgga gaaagttaaa

aatcctgaga acctcaagct ctccaggatg catacatttg acttttacgt gcccaaggrt
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60
120
180
240
300
360
420
480
540
562

60
120
180
240
300
360
420
480
540
562

60
120




aacgctacag
gtactaaatt
gttctgageg
ccgtggaceg
gaaccgaacg
ggtgaagtta
gaagaagcag
agtccggege
ggtgcagcac
caacgtgaag
ctgtctecge
gtggttcecge
ctgccggaag
i
2

<220>
<223>

<4005 * 18
catatgaaag

18
1117
DNA

aatcctgaga
aacgctacag
gtactaaatt
 gttctgagcg
ccgtggaccg
gaaccgaacg
ggtgaagtta
gaagaagcag
agtccggege
ggtgcagcac
caacgtgaag
ctgtctecge
gtggttcege
ctgccggaag
ccgcaggttc

aattgaaaca
tagctccaag
aaccgaacga
gtgaagttag
aagaagcagg
gtccggegea
gtgcageact
aacgtgaagt
tgtcteeget
tggttecegec
tgceggaagt
cgcaggttct
tcccgcégtg

aagtgaagtc
acctcaagct
aattgaaaca
tagctccaag
aaccgaacga
gtgaagttag
aagaagcagg
gtccggegea
gtgcagcact
aacgtgaagt
tgtctccget
tggttccgec
tgccggaagt
cgcaggttct
tcecgeegty

tgagcgaacc

tcttaaggceg
caaaaacctg
agaagcaggt
tceggegeaa
tgcagcactg
acgtgaagtg
gtctecgetg
ggttccgecy
gccggaagtce
gcaggttctg
ccecgeegtog
gagcgaaccg

gaccggtgaa

Artificial Sequence

B72(QR-(vSDL)8 (1117 hp)

attgctgctyg
ctccaggatg
tcttaaggcg
caaaaacctg
agaagcaggt
tccggegcaa
tgcagcactg
acgtgaagdtg
gtctcegetg
ggttccgecg
gccggaagtc
gcaggttctg
ccegeegtyg
gagcgaaccg
gaccggtgaa

gaacgaagaa

562451_1

ttactagaag
aacgtccagc
gcagcactgt
cgtgaagtgg
tctcegetge
gttccgecge
ccggaagtcc
caggttctga
ccgecgtgga
agcgaaccga
accggtgaag
aacgaagaag

gttagtccgg

gatttacagt
catacatttg
ttactagaag
aacgtccagce
gcagcactgt
cgtgaagtgg
tctccgetge
gttccgecge
ccggaagtcc
caggttctga
ccgeegtgga

agcgaaccga

accggtgaag

aacgaagaag
gttagtccgg

gcaggtgcag
Page 9

aactcaaact
gtgaagtggt
ctecgetgec
ttcegeegea
cggaagtecc
aggttctoag
cgcegtggac
gcgaaccgaa
ccggtgaagt
acgaagaagc

ttagtcegge

caggtgcagc

cgcaacgtta

tgcttttgga
acttttacgt
aactcaaact
gtgaagtggt
ctcecgetgec
ttccgecgea
cggaagtccc
aggttctgag
cgcegtggac
gcgaaccgéa
ccggtgaagt
acgaagaagc
ttagtccggce
caggtgcage
cgcaacgtga

cactgtctec

PCT/AU2013/000273

tctagaggaa
tcegecgeag
ggaagtcccg
ggttctgagc
gccgtggacc
cgaaccgaac
cggtgaagtt
cgaagaagca
tagtccggcg
aggtgcagca
gcaacgtgaa
actgtctccg
agctt

gaaagttaaa

gcccaaggtt

tctagaggaa
tcegecgeag
ggaagtcccg
ggttctgage
gcegtggacc
cgaaccgaac
cggtgaagtt
cgaagaagca
tagtccggcg
aggtgcagca
gcaacgtgaa
actgtctccg
agtggttccg
gctgccggaa

180
240
300
360
420
480
540
600
660
720
780
840
895

60 .
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960




5624511

PCT/AU2013/000273

gtcccgecgt ggaccggtga agttagtccg gcgcaacgtg aagtggttcc gecgcaggtt

ctgagcgaac cgaacgaaga agcaggtgca gcactgtctc cgctgccgga agtcccgeeg

tggaccggty aagttagtcc ggcgcaacgt taagett

<210>
<211>
<212>
<213>

<220>
<223>

<400> 19
catatgaaag

19
1339
DNA

aatcctgaga
aacgctacag
gtactaaatt
gttctgagcg
ccgtggaceg
gaaccgaacg
ggtgaagtta
gaagaagcag
agtccggege
ggtgcagcac
caacgtgaag
ctgtctecge
gtggttccge
ctgccggaag
ccgeaggttc
gtccecgeegt
ctgagcgaac
tggaccggtg
ccgaacgaag
gaagttagtc
gaagcaggtg
ccggegeaac
20

20
PRT

<210>
<211>
<212>
<213>

aagtgaagtc
acctcaaget
aattgaaaca
tagctccaag
aaccgaacga
gtgaagttag
aagaagcagg
gtccggegea
gtgcagcact
aacgtgaagt
tgtcteccget
tggttccgec
tgccggaagt
cgcaggttct
tcccgeegtg
tgagcgaacc
ggaccggtga
cgaacgaaga
aagttagtcc
aagcaggtgce
cggcgcaacg
cagcactgtc

gttaagctt

Artificial Sequence

B872(Q)R-(VvSDL)10 (1339 bp)

attgctgctg
ctccaggatg
tcttaaggeg
caaaaacctg
agaagcaggt
tceggegeaa
tgcagcactg
acgtgaagtg
gtctecgety
ggttccgccg
gceggaagtc
gcaggttcty
ccegeegtgy
gagcgaaccg
gaccggtgaa
gaacgaagaa
agttagtccg
agcaggtgca
ggcgcaacgt
agcactgtct
tgaagtgott
tcegetgecg

Artificial Seduence

gatttacagt
catacatttg
ttactagaag
aacgtccage
gcagcactgt
cgtgaagtgg
tctecgetge
gttcecgecgce
ccggaagtec
caggttctga
ccgecgtgga
agcgaaccga
accggtgaag
aacgaagaag
gttagtccgg
gcaggtgcag
gcgcaacgtg
gcactgtctc
gaagtggttc
ccgetgecgg
ccgecgcagg

gaagtccecge
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tgcttttgga gaaagttaaa

acttttacgt
aactcaaact
gtgaagtggt
ctécgctgcc
ttccgeegea
cggaagtccc
aggttctgag
cgcegtggac
gcgaaccgaa
ccggtgaagt
acgaagaagc
ttagtccgge
caggtgcagce
cgcaacgtga
cactgtctcc

aagtggttcc

cgctgeegga

cgecgecaggt
aagtcccgcec
ttctgagega

cgtggaccgg

gcecaaggtt
tctagaggaa
tcegeegeag

ggaagtcécy

ggttctgage

gccgtggacce
cgaaccgaac
cggtgaagtt
cgaagaagca
tagtccggeg
aggtgcagca
gcaacgtgaa
actgtctccg
agtggttccg
gcrgecggaa
gccgcagott
agtccegecqg
tctgagcgaa
gtggaccggt
accgaacgaa

tgaagttagt

1020
1080
1117

60
120
180
240
300
360
420
480
540
600
660
720
780
8B40
900
960

1020
1080
1140
1200
1260
1320
1339




<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220
<221>
<222>
<223>

<400>

PCT/AU2013/000273

562451 1

wherein X 1s any amino acid except arginine or lysine

misc_feature
@.. (8

Xaa can be any naturally occurring amino acid

misc_feature
9)..(D. . o ] .
Xaa can be any naturally occurring amino acid

misc_feature

(1D .. A1)

Xaa can be any naturally occurring amine acid

misc_feature

(13)..(13) . «
Xaa can be any naturally eccurring amino acid
20 '

ser Ser Asp Xaa ger Ala Leu Leu Xaa igr Xaa Leu Xaa Ala kgu Leu
1 .

Thr Ala Pro Arg
20
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