CLAIMS:

1. An oligomeric compound comprising a modified oligonucleotide according to the following chemical notation:
AnsGioTns TnoGnsGnsAnsGns™CrsAnsAnsGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 24);
AnsGnoTns TnsGnoGnsAnsGns™CnsAnsAnsGsAns Tns TnsAns Tns™Cn (SEQ ID NO: 25);
AnsGoToTnsGnsGnsAnsGins™CrsAnsAnsGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 23);
AnsGnoTs TnsGnsGnoAnsGins™Crs AnsAnsGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 26);
AnsGinoTs TnsGnsGnsAnsGno™CrsAnsAnsGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 27);
AnsGinsTns TnoGnoGnsAnsGins™Crs AnsAnsGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 28);
AnsGisTns TnsGnsGnsAnsGno™CroAnsAnsGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 29);
AnsGisTns TnsGnsGnsAnsGns™Cs AnoAnoGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 30);
AnsGis Tns TnsGnsGnsAnsGins™Cns AnsAnsGroAno Tns TnsAns Tns™Cn (SEQ ID NO: 31);
AnsGino Tns TnsGsGnsAnsGns™CrsAnoAnsGnsAns Tns TnsAns Tns™Cn (SEQ ID NO: 32);
AnsGinoTis TnsGnsGnsAnsGns™Crs AnsAnsGroAns Tns TnsAns Tns™Cn (SEQ 1D NO: 33);
AnsGinoTis TnsGnsGnsAnsGns™Crs AnsAnsGinsAns Tns TnoAns Tns"Cn (SEQ 1D NO: 34);
AnsGinsTns TnsGnsGoAnoGins™Crs AnsAnsGnsAns Tns TnsAns Tns™Cn (SEQ 1D NO: 35);
AnsGisTns TnsGnsGnsAnsGns™Cos Ans AnsGnsAns Tro TnoAns Tns™Cn (SEQ ID NO: 36);
AnsGinsTns TnsGnsGinsAnoGins ™ Crs AnsAnsGinsAns Tns TnoAns Tns"Cn (SEQ ID NO: 37);
AnsGnsTis TnsGnsGnsAnsGnsCroAnsAnsGnsAns Tns TnoAns Tns™Cn (SEQ ID NO: 38);
AnsGis Tns TnsGnsGnsAnsGins™Cns AnsAnoGnsAns Tns TnoAns Tns™Cn (SEQ ID NO: 39);
AnsGinsTns TnsGnsGinsAnsGns™CrsAnsAnsGnsAno Tns TnoAns Tns™Cn (SEQ 1D NO: 40);
AnsGinsTns TnsGnsGisAnsGns™CroAnsAnsGisAns Tno TnsAns Tns™Cn (SEQ 1D NO: 41);
AnsGisTus TosGnsGnsAnsGns™CsAnsAnsGnoAns Tno TnsAns Tns™Cr (SEQ ID NO: 42);
AnoAnsGns Tns TnsGnsGinsAnsGns"CrsAnsAnsGnsAns Tns TnsAns Tns™Ca (SEQ ID NO: 43); or
AnoAnsGins Tns TnsGnsGinsAnsGns"CrsAnsAnsGnsAns Tns TnsAns Tns™Cio™Cn (SEQ 1D NO: 44);
wherein:
A = an adenine nucleobase,
™C = a 5-methylcytosine nucleobase,
G = a guanine nucleobase,
T = a thymine nucleobase,
n = a 2’-NMA sugar moiety,
s = a phosphorothioate internucleoside linkage, and
o = a phosphodiester internucleoside linkage.
2. An oligomeric compound comprising a modified oligonucleotide according to the following chemical notation:
GinsGins TnoAnoGns™CnsAnsAnsAnsAnsGnsGnsGnsGis TnsAnsAns TnsAns™CnsAnsGns Tn (SEQ ID NO: 45);
GrsGins TnsAnsGns"CrsAnsAnsAnsAnsGisGnsGnsGns TrsAnsAns TnsAns"CnsAnsGns Tn (SEQ ID NO: 46);
AnsTis™Cro™CroAnsAnoGio Tns TnoGnoGnsAnsGns ™ CrsAnsAnsGisAns Tns TnsAns Tns™Crs™Cas Tn (SEQ ID NO: 47);
Tos"Cns™CroAnoAnsGnoTno TnsGnoGnoAnsGns™CrsAnsAnsGnsAns Tns TnsAns Tns™Cos™Cis TnsAn (SEQ ID NO: 48);
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"Chs"CnsAnoAnoGns Tno TnoGnsGroAnoGis™Cs AnsAnsGnsAns Tns TnsAns Tns"Cns™Cns TnsAnsTn (SEQ ID NO: 49);
PCsAnsAnoGio Tns TnoGnoGisAnoGino ™ ChsAnsAnsGinsAns Tns TnsAns Tns "Cns™Cas TnsAns TnsAn (SEQ ID NO: 50);
AnsTs™Cno™CroAnsAnoGino Tns TnsGinsGnsAnsGns™ CrsAnsAnsGinsAns Tns TnsAns Tns"Cas"Cas Tn (SEQ ID NO: 51);
Ts"Cns™CroAnoAnsGno Tno TnsGnsGnsAnsGns™CrsAnsAnsGisAns Tns TnsAns Tns™Crs™Crs TnsAn (SEQ ID NO: 52);
"Crs™CrsAnoAnoGns Tno TnoGnsGnsAnsGns™CrsAnsAnsGnsAns Tns TnsAns Tns™Crs™Crs TnsAns Tn (SEQ ID NO: 53);
"ChsAnsAnoGro T s TroGnoGnsAnsGns™CrsAnsAnsGnsAns Tns TnsAns Tns™Ciis™Cas TrsAns TnsAn (SEQ 1D NO: 54);
AnsTis™Cio™CroAnsAnsGins Tns TnsGnsGnsAnsGns " CrsAnsAnsGisAns Tns TnsAns Tns"Crs"Cns Tn (SEQ ID NO: 55);
Tis"Cus"CroAnoAnsGns Tns TnsGnsGnsAnsGins™ Cas AnsAnsGnsAns Ts TnsAns Tns"Cns™Cns TnsAn (SEQ ID NO: 56);
"Chs™CnsAnoAnoGns Tns TnsGnsGnsAnsGis™CrsAnsAnsGnsAns Ts TnsAns Tns"Cns™Cs TnsAns T (SEQ ID NO: 57);
"CrsAnsAnoGro Tns TnsGnsGnsAnsGins™ CrsAnsAnsGnsAns Tns TnsAns Tns™Cns™Crs TnsAns TnsAn (SEQ ID NO: 58);
AnsTns™Crs™CrsAnsAnsGns Tns TnsGnsGnsAnsGns™"CrsAnsAnsGnsAns Tns TnsAns Tns"Cns™Cas Tn (SEQ ID NO: 59);
Ts"Crs™CrsAnsAnsGins Tns TnsGnsGisAnsGns™CrsAnsAnsGrsAns Tns TnsAns Tis™Crs™Crs TnsAn (SEQ ID NO: 60);
"Crs™CnsAnsAnsGins Tns TnsGnsGinsAnsGns™CrsAns AnsGnsAns Tns TrsAns Tns™Ciis™Cas TnsAns Tn (SEQ ID NO: 61); or
"CrsAnsAnsGns Tns TnsGnsGnsAnsGns"CrsAnsAnsGnsAns Tns TisAns Tns™Cois™Ciis TnsAns TnsAn (SEQ ID NO: 62),
wherein:

A = an adenine nucleobase,

™C = a 5-methylcytosine nucleobase,

G = a guanine nucleobase,

T = a thymine nucleobase,

n = a 2’-NMA sugar moiety,

s = a phosphorothioate internucleoside linkage, and

o = a phosphodiester internucleoside linkage.
The oligomeric compound of claim 1 or claim 2, consisting of the modified oligonucleotide.
The oligomeric compound of any of claims 1-3, wherein:

a. the modified oligonucleotide is a free acid; or
b. the modified oligonucleotide is a salt, optionally wherein the modified oligonucleotide is a sodium salt

or a potassium salt.
An oligomeric compound comprising a modified oligonucleotide consisting of 17 to 30 linked nucleosides and
having a nucleobase sequence comprising at least 12, at least 13, at least 14, at least 15, at least 16, at least 17,
at least 18, at least 19, at least 20, at least 21, at least 22, at least 23, at least 24, or at least 25 consecutive
nucleobases of any of the nucleobase sequences of SEQ ID NOs:19-22 or 63-86, wherein the modified
oligonucleotide comprises at least one modification selected from a modified sugar moiety and a modified
internucleoside linkage.
The oligomeric compound of claim 5, wherein the modified oligonucleotide consists of 18-25 linked
nucleosides.
The oligomeric compound of claim 5, wherein the modified oligonucleotide consists of 18, 23 or 25 linked
nucleosides.
The oligomeric compound of any of claims 5-7, wherein the nucleobase sequence of the modified

oligonucleotide comprises the nucleobase sequence of any of SEQ ID NOs: 19-22 or 63-86.
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The oligomeric compound of any of claims 5-7, wherein the nucleobase sequence of the modified
oligonucleotide consists of the nucleobase sequence of any of SEQ ID Nos: 19-22 or 63-86.
The oligomeric compound of any of claims 5-9, wherein the modified oligonucleotide comprises at least one

modified sugar moiety; optionally wherein

a. the modified oligonucleotide comprises at least one non-bicyclic modified sugar moiety, optionally
wherein the non-bicyclic modified sugar moiety is a 2’-MOE sugar moiety or a 2’-NMA sugar moiety;
and/or

b. each nucleoside of the modified oligonucleotide comprises a modified sugar moiety; and/or

c. each modified sugar moiety is a 2’-NMA sugar moiety.

The oligomeric compound of any of claims 5-10, wherein the modified oligonucleotide comprises at least one
modified internucleoside linkage, optionally wherein:

a. each internucleoside linkage is a phosphorothioate internucleoside linkage; or

b. the at least one modified internucleoside linkage is a phosphorothioate internucleoside linkage; and/or

c. the modified oligonucleotide comprises at least one phosphodiester internucleoside linkage; and/or

d. each internucleoside linkage is independently selected from a phosphodiester internucleoside linkage
and a phosphorothioate internucleoside linkage.

The oligomeric compound of any of claims 5-11, wherein the modified oligonucleotide comprises at least one

modified nucleobase, optionally wherein the modified nucleobase is a 5-methylcytosine.

A population of oligomeric compounds of any of claims 1-12, wherein all of the phosphorothioate
internucleoside linkages of the modified oligonucleotide are stereorandom.
A pharmaceutical composition comprising an oligomeric compound of any of claims 1-12 or a population of
oligomeric compounds of claim 13, and a pharmaceutically acceptable diluent.
The pharmaceutical composition of claim 14, wherein the pharmaceutically acceptable diluent is artificial
cerebrospinal fluid (aCSF) or PBS.
The pharmaceutical composition of claim 14 or claim 15, wherein the pharmaceutical composition consists
essentially of the oligomeric compound or population of oligomeric compounds and aCSF or PBS.
An oligomeric compound of any of claims 1-12, a population of oligomeric compounds of claim 13, or a
pharmaceutical composition of any of claims 14-16, for use in therapy.
An oligomeric compound of any of claims 1-12, a population of oligomeric compounds of claim 13, or
pharmaceutical composition of any of claims 14-16, for use in treating a disease associated with SCN1A,
optionally wherein:
a. the disease associated with SCN1A is a developmental or epileptic encephalopathic disease, optionally
wherein:
i. the developmental or epileptic encephalopathic disease is Dravet Syndrome; and/or
ii. the developmental or epileptic encephalopathic disease is any of Genetic Epilepsy with
Febrile Seizures Plus (GEFS+), febrile seizures, Idiopathic/Generic Generalized Epilepsies
(IGE/GGE), Temporal Lobe Epilepsy, Myoclonic Astatic Epilepsy (MAE), Lennox-Gastaut
Syndrome, or Migrating Partial Epilepsy of Infancy (MMPSI); and/or
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b. treatment with the oligomeric compound, the population of oligomeric compounds, or the
pharmaceutical composition reduces the frequency of seizures, reduces the duration of seizures,
reduces status epilepticus, improves behavioral functions, improves movement and balance, improves
orthopedic conditions, improves motor functions, reduces cognitive impairment, improves language
and speech, improves visual motor integration functions, improvise visual perception functions,
improves executive functions, or reduces dysautonomia, optionally wherein:

i. the seizures are frequent or prolonged in duration; and/or
ii. the seizure is any of convulsive, myoclonic, absence, focal, obtundation status, or tonic;
and/or

c. the subject is human.

19. Use of an oligomeric compound of any of claims 1-12, a population of oligomeric compounds of claim 13, or a
pharmaceutical composition of any of claims 14-16 in the manufacture of a medicament for treating a disease
associated with SCN1A.

20. The use of claim 19, wherein:

a. the disease associated with SCN1A is a developmental or epileptic encephalopathic disease, optionally
wherein:

i. the developmental or epileptic encephalopathic disease is Dravet Syndrome; and/or

ii. the developmental or epileptic encephalopathic disease is any of Genetic Epilepsy with
Febrile Seizures Plus (GEFS+), febrile seizures, Idiopathic/Generic Generalized Epilepsies
(IGE/GGE), Temporal Lobe Epilepsy, Myoclonic Astatic Epilepsy (MAE), Lennox-Gastaut
Syndrome, or Migrating Partial Epilepsy of Infancy (MMPSI); and/or

b. treatment with the oligomeric compound, the population of oligomeric compounds, or the
pharmaceutical composition reduces the frequency of seizures, reduces the duration of seizures,
reduces status epilepticus, improves behavioral functions, improves movement and balance, improves
orthopedic conditions, improves motor functions, reduces cognitive impairment, improves language
and speech, improves visual motor integration functions, improvise visual perception functions,
improves executive functions, or reduces dysautonomia, optionally wherein:

i. the seizures are frequent or prolonged in duration; and/or
ii. the seizure is any of convulsive, myoclonic, absence, focal, obtundation status, or tonic;
and/or

c. the subject is human.
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