<110>
<120>
<130>

<150>
<151>

<160> 10
<170>
<210> 1
<211>
<212>
<213>

<400> 1
cacttaacag

ctctttctca
ggactatgca
aacatgctct
ctcctctcac
atcagcaaag
tgggatcaga
tgaaggggtt
tagatttttc
aaggtcagtg
tgttgaggaa
taccaggtcc
cctcatggcc

ctttcttctc

5009
DNA
homo sapien wild type CRNN genomic DNA

62/572,958
2017-10-16

ccacttgttt
ttctcagtgt
tccttcagag
cctgaagcaa
tgggaaactg
gtttcttttt
atcagtttac
tacatgattc
taaggaatct
gttaaagtct
aacatcccca
tagaaagggt
acactaatct

ctacctatat

10385W001 Sequence Listing (1).txt
SEQUENCE LISTING

PatentIn version 3.5

catcccacct
cttggtgatc
ctagctgtga
tcaggctttc
tgtgggcagc
tctaaggctc
ttatgccaac
ccctctccta
aaaatgtaac
gctacatggt
gttttttacc
ttctcctgaa
gctttttcta

ctgcctcgtc

Regeneron Pharmaceuticals Inc.

189238.00402 (3052) (10385W001)

gggcattagg

tgagctcata
gcactgggca
tcctcctccc
ggctatgggg
tggaagcttc
ctagacaata
caccagggtg
taaaaggtca
tttaaaaaaa
ttgatgaaaa
cagcccacct
gaactcaagt

ccatcctctc

1

Cornulin (CRNN) Variants And Uses Thereof

taagtcccct
aaactggggc
aaccaacgct
tgaggctggc
ccacccatgt
tttgcagtgc
agatcaaact
atatttaggc
tcttattatt
agaaagatat
gtttgcctga
tttgctatga
ctccttcctt

tctggctttc

cataagaaac
agtcaggtat
accgttggga
ctgggagcag
gccttcctgg
tgagagtcta
gtgtcatgga
aaaatatgtg
ttattatcta
ttttcatcta
aattgttggt
cttactgagt
ccttttttct

cagctgctac

60

120

180

240

300

360

420

480

540

600

660

720

780

840



aggctccatc
tctctccaag
aaacccaggc
ccctttgatt
cctgttgggc
gagaaacttg
agcattccca
agggctgtgt
tgtatttact
aatcctgtcc
tcctaggatt
cacctataaa
tatataggtg
taataaggag
ttaaatcttc
aactgaggca
gccagcattt
cataagatgc
ggaaagacct
caagggaact
ttaatgggat
tcacccgagg
ggtgtgctga

gaggccttga

tccccttgea
gcttctgett
ctcacctcaa
aggaaccaac
aagctgactt
gaccctcaga
gcaggtggta
ccctggaatt
tccttttggce
acagggtaca
tcttggctcc
aaaaagtgga
tacaaaaatt
cacttaatat
acaataatcc
tggagaggca
aatcctgact
attatgtagg
agcagcagac
tttcatcttt
catcgaggcc
ggagctgaaa
gccgggtgga

cctggggaat

10385W001 Sequence Listing (1).txt

tttgagactt
aatgaatctt
cctacctcta
tcataggtca
ctctgataag
actggaaggc
gcccagtttc
tctgettggce
gttcccgatg
ttctagaaag
ttaaaaattg
aataataagg
atatgtgtgt
aagccaggca
cacagagtac
aagcaacttg
caggaacctg
aaaggacaaa
gtgctataaa
tccaggttga
ttcaggcgct

agactcttgg

gaggggacat

ttgaggaggc

gtcatctttg
caagtctctt
gatttctggc
ccagaaatct
tctcagggct
ctcccaccca
ttcccacttt
tcccatccaa
ggaccctaac
cccattgcat
tgtggcctaa
attagaagag
atatgtatat
tctgccaagt
taatatcacc
tcccagctca
cctccatcct
ggaagactaa
ggaaatagct
cttcaaagat
atgcaaggac
agcaagagtt
agcaggagag

agcagctaaa

2

ataccatctc
ttccttttgce

taatgaaaaa

gggcctgatg
gtggacagag
aagaaggttc
cccaaaaaaa
gacaggggtt
acccttgtga
ttgggttaag
cttctctgag
atgatgtaca
aatagcataa
gctttttatg
ttcaattaca
catcatactt
gtgtgctcct
aaacagagct
gaggttgatt
gcctcagtta
ggagggcaac
tgccgatgtg
tgaaacctgg

cccaggcctg

ctcctttggg
tcatgcaacc
gaaaagcttt
gagccacgtg
gcgacatgca
ccccctectg
acaagaaggg
gactcacaga
taaataaata
gaaaaatgga
cctgtttect
ggaaagtgat
taattatatt
aattatgtct
atgagtagta
aagtggtggsg
ccttcccata
gaacgtgcaa
atggagcctc
ctgcaaaaca
tgcacagcgc
attgtggtac

tttgcctgca

ccgggacaga

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280



tggcagctgt
agtcctggct
aaagggctct
ataattgctg
tgaaatgtaa
gcagttactc
ttgttaatag
aaggccttga

ccttagggac

ctgcaggggc
ggagcgcaca
gctgaagaga
acttgagagc
tttatctaat
gctctctaca
ctgctgctct
gattggaagg
ctcctcagaa
accacacagg
cctgtttcaa

gcctccactc

gaaggecegses

ccagagggca

tcagcagcta

gcaggcagaa
ctttagatta
aaaaggacaa
ctttctgcecg
tcatccattc
aaaaatatta
ctaggggaga
tgcactttcc
aaggacatat
ccactgcttc
gaattcccat
ctaaggcctc
ccaaacagtt
tttcctgtag
cttgagggag
agccgtatgt
gacctgccca
accccacgat
gactgtggaa
gacactgagc
tggggcctceg

gaaagggcag

gaacaggcct

tgacaggcaa

10385W001 Sequence

aaaaaggtga
aaaccttggt
ctcagacagg
cctcttaaat
atagacattc
gcagactgat
ctttggagcc
tgtctttggt
gggcacagaa
cctccctctt
ggggctgtgt
agtgccaggg
gcattgtgaa
cccagaaatt
agagacggga
gtgtgtagtg
tgtcctectc
ccagcaactg
ttcaaggaat
gagagtgctg
caggagctgg
cattatgagg

ggggttcaga

gctgagtccc

aagaaccaga
tttaattaat
agcagagcct
ttgatacagt
attagaagca
cacatcagaa
tcaccccacc
ttgcatctaa
ggatgctgca
tatcatgggg
tcccaacctg
gcaaggtgcc
ttcaataatt
gtgccaaata

ctaaaaaaaa

tggggtctga
aggggagesa
tggatgaggt
tcctggtctt
agggagcctg
gcgaaggaca
ggagcagcca
cccagggtca

agagccagga
3

Listing (1).txt

gatggtcatg
tctaacttaa
tggaatattt
aaatatttcc
tagctctggg
atgaaatttt
ccacctggca
agcaaccagg
tccacatgct
aaacatctgg
ctgctctttg
aagggcagcc
tattaactct
gaggctacca
ataaaggcaa
ggcaggggaa
tgctgactcc
cctgegtctg
agtgtttaaa
cggctctcaa
gagaagtggc
cagacagagc
ggccactggc

aagaataagc

ggagttggca
agacaaggta
caaaatgaaa
cacgtctatc
cttgcacgaa
gaagagcagsg
aaccagaacc
atgatgatgg
cagggcageg
gcctcaatga
tgctgggect
cagacagtca
tcaataaatc
aacaaaaaat
ttaagtcttg
gctggcagca
acctcatctt
ctggatgaag
gttgcccagg
gagtctggaa
actgaagtgg
cagcagggtt
tctgegtggg

ccgcagatac

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720



aactctctgg
cagagatgag
gtgagactgt
aggacagcag
agaacagagg
gaggacatgc
aggacagcag
agaacagagg
gaggacacac
aaactgtaag
gtcaaagatg
cccagactgg
gctgtgtgac
atgaccactc
tttcctcagc
gagagctgta
tactggaaga
catccctgga
aatttctgca
ccctctcagg

ttgtgggees

aatgcatcaa

<210> 2
<211> 5010

gcagacagag
gccagagaga
gactggatct
ccaccagaca
gactgagacc
tcagatacag
ccaccagaca
gactgagatc
tcagatacag
ccacggages
gatgcaagtg
ggcaagcact
agaagggcag
aagggagaca

acagggccag

ttcctacttg
agacagctgg
catcagctct
aggagctttc
agcaggaaga
tttcaggact

taaaacctta

10385W001 Sequence

cagacccaga
cagccacaga
ggaactcaga
ggaagaacca
cacggtcaag
gcagggacac
ggaagcacca
cacggtcaag
gcagggtcac
gctagagaac
agcaaccctg
gagtcaggaa
ggagacagac
gtgatcctca
gatgcagccc
agaagcacca
agagagtttg
tcattatgca
tatcctgaac
ctcagagcaa

atttttatct

agccgectgg

aagctggaga
ccagggaaca
cccaggcagg
gcaagcagac
gcaggagcca
acacccagac
gcacccagac
gcaggagcca
acaccgagac
agggacagac
aggcaggaga
ggcaggagtg
agcccacagt
ggctggacca
agtcagaaga
agccatgact
gcttgtcctg
gcttcccttt
tcttetttcet
gtcacccctt

ctgacatctc

Listing (1).txt

aggcaagagg
ggacagagcc
tgccacccag
acaggaggcc
gaccagccag
acccacccag
acaggagtcc
gaccagccag
tgtggagcag
ccagacgcag
gacagtaccg
gagcagcact
ggttggtgag
gggcaacttg
gaagcgagec
tccccgactc
catggccaat
taggtctttc
tacctgecttt
tgtactgaat

tctattgccc

aatcagacaa
caccagacag
actgtggagc
accaatgacc
gctgtgacag
accgtggagc
accaatggcc
gctgtgacag
gacagaagcc
ccaggcagtg
ggaggacagsg
cacccaaggc
gaatgggttg
cataccagtg
atcacagcta
caatgtccag
ccagtgggtg
tcaatgagat
gcggtgcaga
tgtcctcatc

catctaccct

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5009



<212>
<213>

DNA
<400> 2

cacttaacag
ctctttctca
ggactatgca
aacatgctct
ctcctctcac
atcagcaaag
tgggatcaga
tgaaggggtt
tagatttttc
aaggtcagtg
tgttgaggaa
taccaggtcc
cctcatggcc
ctttcttctc
aggctccatc
tctctccaag
aaacccaggc
ccctttgatt
cctgttgggc
gagaaacttg

agcattccca

agggctgtgt

ccacttgttt
ttctcagtgt
tccttcagag
cctgaagcaa
tgggaaactg
gtttcttttt
atcagtttac
tacatgattc
taaggaatct
gttaaagtct
aacatcccca
tagaaagggt
acactaatct
ctacctatat
tccccttgcea
gcttctgett
ctcacctcaa
aggaaccaac
aagctgactt
gaccctcaga
gcaggtggta

ccctggaatt

10385W001 Sequence Listing (1).txt

catcccacct
cttggtgatc
ctagctgtga
tcaggctttc
tgtgggcagc
tctaaggctc
ttatgccaac
ccctctccta
aaaatgtaac
gctacatggt
gttttttacc
ttctcctgaa
gctttttcta
ctgcctcgtc
tttgagactt
aatgaatctt
cctacctcta
tcataggtca
ctctgataag
actggaaggc
gcccagtttc

tctgecttggc

homo sapien variant CRNN genomic DNA

gggcattagg

tgagctcata

gcactgggca

tcctectccc
ggctatgggsg
tggaagcttc
ctagacaata
caccagggtg
taaaaggtca
tttaaaaaaa
ttgatgaaaa
cagcccacct
gaactcaagt
ccatcctctc
gtcatctttg
caagtctctt
gatttctggc
ccagaaatct
tctcagggct
ctcccaccca
ttcccacttt

tcccatccaa

taagtcccct

aaactggggc
aaccaacgct
tgaggctggc
ccacccatgt
tttgcagtgc
agatcaaact
atatttaggc
tcttattatt
agaaagatat
gtttgcctga
tttgctatga
ctccttectt
tctggctttc
ataccatctc
ttccttttgc

taatgaaaaa

gggcctgatg
gtggacagag
aagaaggttc

CCCaaaaaaa

gacaggggtt

cataagaaac
agtcaggtat
accgttggga
ctgggagcag
gccttectgg
tgagagtcta
gtgtcatgga
aaaatatgtg
ttattatcta
ttttcatcta
aattgttggt
cttactgagt
ccttttttct
cagctgctac
ctcctttggg
tcatgcaacc
gaaaagcttt
gagccacgtg
gcgacatgca
ccccctectg

acaagaaggg

gactcacaga

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320



tgtatttact
aatcctgtcc
tcctaggatt
cacctataaa
tatataggtg
taataaggag
ttaaatcttc
aactgaggca
gccagcattt
cataagatgc
ggaaagacct
caagggaact
ttaatgggat
tcacccgagg
ggtgtgctga
gaggccttga
tggcagctgt
agtcctggct
aaagggctct
ataattgctg
tgaaatgtaa
gcagttactc
ttgttaatag

aaggccttga

tccttttggc
acagggtaca
tcttggctcc
aaaaagtgga
tacaaaaatt
cacttaatat
acaataatcc
tggagaggca
aatcctgact
attatgtagg
agcagcagac
tttcatcttt
catcgaggcc
ggagctgaaa
gccgggtgga
cctggggaat
gcaggcagaa
ctttagatta
aaaaggacaa
ctttctgeccg
tcatccattc
aaaaatatta

ctaggggaga

tgcactttcc

10385W001 Sequence

gttcccgatg
ttctagaaag
ttaaaaattg
aataataagg
atatgtgtgt
aagccaggca
cacagagtac
aagcaacttg
caggaacctg
aaaggacaaa
gtgctataaa
tccaggttga
ttcaggcgct

agactcttgg

gaggggacat
ttgaggaggc
aaaaaggtga
aaaccttggt
ctcagacagg
cctcttaaat
atagacattc
gcagactgat
ctttggagcc

tgtctttggt

ggaccctaac
cccattgcat
tgtggcctaa
attagaagag
atatgtatat
tctgccaagt
taatatcacc
tcccagctca
cctccatcct
ggaagactaa
ggaaatagct
cttcaaagat
atgcaaggac
agcaagagtt
agcaggagag
agcagctaaa
aagaaccaga
tttaattaat
agcagagcct
ttgatacagt
attagaagca
cacatcagaa
tcaccccacc

ttgcatctaa

Listing (1).txt

acccttgtga
ttgggttaag
cttctctgag
atgatgtaca
aatagcataa
gctttttatg
ttcaattaca
catcatactt
gtgtgctcct
aaacagagct
gaggttgatt
gcctcagtta
ggagggcaac
tgccgatgtg
tgaaacctgg
cccaggcectg
gatggtcatg
tctaacttaa
tggaatattt
aaatatttcc
tagctctggg
atgaaatttt
ccacctggca

agcaaccagg

taaataaata
gaaaaatgga
cctgtttcct
ggaaagtgat
taattatatt
aattatgtct
atgagtagta
aagtggtggsg
ccttcccata
gaacgtgcaa
atggagcctc
ctgcaaaaca
tgcacagcgc
attgtggtac

tttgcctgca

ccgggacaga
ggagttggca
agacaaggta
caaaatgaaa
cacgtctatc
cttgcacgaa
gaagagcagsg
aaccagaacc

atgatgatgg

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760



ccttagggac

ctgcagggsgc
ggagcgcaca
gctgaagaga
acttgagagc
tttatctaat
gctctctaca
ctgctgctct
gattggaagg
ctcctcagaa
accacacagg
gcctgtttca

agcctccact

ggaaggsces
tccagagggc
gtcagcagct
caactctctg
acagagatga
ggtgagactg
caggacagca
cagaacagag
ggaggacatg
caggacagca

cagaacagag

aaggacatat
ccactgcttc
gaattcccat
ctaaggcctc
ccaaacagtt
tttcctgtag
cttgagggag
agccgtatgt
gacctgccca
accccacgat
gacttgtgga
agacactgag
ctggggcectc
ggaaagggca
agaacaggcc
atgacaggca
ggcagacaga
ggccagagag
tgactggatc
gccaccagac
ggactgagac
ctcagataca
gccaccagac

ggactgagat

10385W001 Sequence

gggcacagaa
cctcectctt
ggggctgtgt
agtgccaggg
gcattgtgaa
cccagaaatt
agagacggga
gtgtgtagtg
tgtcctcctc
ccagcaactg
attcaaggaa
cgagagtgct
gcaggagctg
gcattatgag
tggggttcag
agctgagtcc
gcagacccag
acagccacag
tggaactcag
aggaagaacc
ccacggtcaa
ggcagggaca
aggaagcacc

ccacggtcaa

ggatgctgca
tatcatgggg
tcccaacctg
gcaaggtgcc
ttcaataatt
gtgccaaata

ctaaaaaaaa

tggggtctga
agggegagesa
tggatgaggt
ttcctggtct
gagggagcct
ggcgaaggac
gggagcagcc
acccagggtc
cagagccagg
aaagctggag
accagggaac
acccaggcag
agcaagcaga
ggcaggagcec
cacacccaga

agcacccaga

ggcaggagcc

Listing (1).txt

tccacatgct
aaacatctgg
ctgctctttg
aagggcagcc
tattaactct
gaggctacca
ataaaggcaa
ggcaggggaa
tgctgactcc
cctgecgtctg
tagtgtttaa
gcggctctca
agagaagtgg
acagacagag
aggccactgg
aaagaataag
aaggcaagag
aggacagagc
gtgccaccca
cacaggaggc
agaccagcca
cacccaccca
cacaggagtc

agaccagcca

cagggcageg
gcctcaatga
tgctgggcect
cagacagtca
tcaataaatc
aacaaaaaat
ttaagtcttg
gctggcagca
acctcatctt
ctggatgaag
agttgcccag
agagtctgga
cactgaagtg
ccagcagggt
ctctgecgtgg
cccgcagata
gaatcagaca
ccaccagaca
gactgtggag
caccaatgac
ggctgtgaca
gaccgtggag
caccaatggc

ggctgtgaca

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200



ggaggacaca

caaactgtaa
ggtcaaagat
gcccagactg
cgctgtgtga
gatgaccact
gtttcctcag
agagagctgt
gtactggaag
gcatccctgg
taatttctgc
accctctcag

cttgtggess

taatgcatca

<210> 3

ctcagataca
gccacggags
ggatgcaagt
gggcaagcac
cagaagggca

caagggagac

cacagggcca
attcctactt
aagacagctg
acatcagctc
aaggagcttt
gagcaggaag
gtttcaggac

ataaaacctt

10385W001 Sequence

ggcagggtca
ggctagagaa
gagcaaccct
tgagtcagga
gggagacaga
agtgatcctc
ggatgcagcc
gagaagcacc
gagagagttt
ttcattatgc
ctatcctgaa
actcagagca

tatttttatc

aagccgctgg

cacaccgaga

cagggacaga
gaggcaggag
aggcaggagt
cagcccacag
aggctggacc
cagtcagaag
aagccatgac
ggcttgtect
agcttccctt
ctcttctttc
agtcacccct

tctgacatct

<211>
<212>
<213>

<400>

1485
DNA
homo sapien wild type CRNN mRNA

3

augccucagu

acggagggca

uuugccgaug

cuggaugaag

guugcccagg

gagucuggaa

acugaagugg

uacugcaaaa

acugcacagc

ugauugugaa

accacacagg

ccuguuucaa

gccuccacuc

gaaggecegss

cauuaauggg

gcucacccga

accccacgau

gacuguggaa

gacacugagc

uggggccucsg

gaaagggcag

aucaucgagg

ggggagcuga

ccagcaacug

uucaaggaau

gagagugcug

caggagcugsg

cauuaugagg

8

Listing (1).txt

ctgtggagca
cccagacgcea
agacagtacc
ggagcagcac
tggttggtga
agggcaactt
agaagcgagg
ttccccgact
gcatggccaa
ttaggtcttt
ttacctgctt
ttgtactgaa

ctctattgcc

ccuucaggcg
aaagacucuu
uggaugaggu
uccuggucuu
agggagccug
gcgaaggaca

ggagcagcca

ggacagaagc
gccaggcagt
gggaggacag
tcacccaagg
ggaatgggtt
gcataccagt
catcacagct
ccaatgtcca
tccagtgggt
ctcaatgaga
tgcggtgcag
ttgtcctcat

ccatctaccc

cuaugcaagg
ggagcaagag
ccugcgucug
aguguuuaaa
cggcucucaa
gagaaguggc

cagacagagc

4260

4320

4380

4440

4500

4560

4620

4680

4740

4800

4860

4920

4980

5010

60

120

180

240

300

360

420



cagcaggguu

ucugcgugssg

ccgcagauac

aaucagacaa

caccagacag

acuguggagc

aCCaaugacc

gcugugacag

accguggagc

accaauggcc

gcugugacag

gacagaagcc

ccaggcagug

ggaggacagg

cacccaaggc

gaauggguug

cauaccagug

aucacagcua

<210> 4

<211> 237

<212>

<213>

<400> 4

DNA
homo sapien variant CRNN mRNA

ccagagggca

ucagcagcua

aacucucugg

cagagaugag

gugagacugu

aggacagcag

agaacagagg

gaggacaugc

aggacagcag

agaacagagg

gaggacacac

aaacuguaag

gucaaagaug

cccagacugg

gcugugugac

augaccacuc

uuuccucagc

gagagcugua

10385W001 Sequence

gaacaggccu

ugacaggcaa

gcagacagag

gccagagaga

gacuggaucu

cCacCcCagaca

gacugagacc

ucagauacag

cCaccCagaca

gacugagauc

ucagauacag

ccacggaggs

gaugcaagug

ggcaagcacu

agaagggcag

aagggagaca

acagggccag

uuccuacuug

gggguucaga

gcugaguccc

cagacccaga

cagccacaga

ggaacucaga

ggaagaacca

cacggucaag

gcagggacac

ggaagcacca

cacggucaag

gcagggucac

gcuagagaac

agcaacccug

gagccaggaa

ggagacagac

gugauccuca

gaugcagccc

agaagcacca

augccucagu uacugcaaaa cauuaauggg aucaucgagg

acggagggca acugcacagc gcucacccga ggggagcuga

Listing (1).txt

cccaggguca

agagccagga

aagcuggaga

ccagggaaca

cccaggcagg

gcaagcagac

gcaggagcca

acCacccagac

gcacccagac

gcaggagcca

acaccgagac

agggacagac

aggcaggaga

ggcaggagug

agcccacagu

ggcuggacca

agucagaaga

agcca

ccuucaggcg

aaagacucuu

ggccacuggce

aagaauaagc

aggcaagagsg

ggacagagcc

ugccacccag

acaggaggcc

gaccagccag

acccacccag

acaggagucc

gaccagccag

uguggagcag

ccagacgcag

gacaguaccg

gagcagcacu

gguuggugag

gggcaacuug

gaagcgagsgc

cuaugcaagg

ggagcaagag

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1485

60

120



10385W001 Sequence Listing (1).txt
uuugccgaug ugauugugaa accccacgau ccagcaacug uggaugaggu ccugcgucug

cuggaugaag accacacagg gacuugugga auucaaggaa

<210> 5
<211>
<212>
<213>

DNA

<400> 5
atgcctcagt

acggagggca
tttgccgatg
ctggatgaag
gttgcccagg
gagtctggaa
actgaagtgg
cagcagggtt
tctgegtggg
ccgcagatac
aatcagacaa
caccagacag
actgtggagc
accaatgacc
gctgtgacag
accgtggagc
accaatggcc
gctgtgacag

gacagaagcc

1485

tactgcaaaa
actgcacagc
tgattgtgaa
accacacagg
cctgtttcaa

gcctccactc

gaaggecgss

ccagagggca

tcagcagcta
aactctctgg
cagagatgag
gtgagactgt
aggacagcag
agaacagagg
gaggacatgc
aggacagcag
agaacagagg
gaggacacac

aaactgtaag

cattaatggg
gctcacccga
accccacgat
gactgtggaa
gacactgagc
tggggectcg

gaaagggcag

gaacaggcct
tgacaggcaa
gcagacagag
gccagagaga
gactggatct
ccaccagaca
gactgagacc
tcagatacag
ccaccagaca
gactgagatc
tcagatacag

ccacggaggs

homo sapien wild type CRNN cDNA

atcatcgagg
ggggagctga
ccagcaactg
ttcaaggaat
gagagtgctg
caggagctgg
cattatgagg
ggggttcaga
gctgagtccc
cagacccaga
cagccacaga
ggaactcaga
ggaagaacca
cacggtcaag
gcagggacac
ggaagcacca
cacggtcaag
gcagggtcac

gctagagaac
10

uuccuggucu

ccttcaggcg
aaagactctt
tggatgaggt
tcctggtctt
agggagcctg
gcgaaggaca
ggagcagcca
cccagggtca
agagccagga
aagctggaga
ccagggaaca
cccaggcagg
gcaagcagac
gcaggagcca
acacccagac
gcacccagac
gcaggagcca

acaccgagac

agggacagac

uaguguu

ctatgcaagg
ggagcaagag
cctgegtctg
agtgtttaaa
cggctctcaa
gagaagtggc
cagacagagc
ggccactggc
aagaataagc
aggcaagagg
ggacagagcc
tgccacccag
acaggaggcc
gaccagccag
acccacccag
acaggagtcc
gaccagccag
tgtggagcag

ccagacgcag

180

237

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140



ccaggcagtg
ggaggacagsg
cacccaaggc
gaatgggttg
cataccagtg
atcacagcta
<210> 6

<211> 240
<212> DNA

<213>

<400> 6

atgcctcagt tactgcaaaa cattaatggg atcatcgagg

gtcaaagatg
cccagactgg
gctgtgtgac
atgaccactc
tttcctcagc

gagagctgta

10385W001 Sequence Listing (1).txt

gatgcaagtg
ggcaagcact
agaagggcag
aagggagaca

acagggccag

ttcctacttg

agcaaccctg aggcaggaga

gagccaggaa
ggagacagac
gtgatcctca
gatgcagccc

agaagcacca

homo sapien variant CRNN cDNA

acggagggca actgcacagc gctcacccga ggggagctga

tttgccgatg tgattgtgaa accccacgat ccagcaactg

ctggatgaag accacacagg gacttgtgga attcaaggaa

<210> 7

<211> 495
<212> PRT
<213>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

misc_feature
(27)..(27)
Xaa can be Ala or Val

misc_feature
(374)..(374)
Xaa can be Gln or His

misc_feature
(480)..(480)
Xaa can be Gly or Ser

homo sapien wild type CRNN protein

11

ggcaggagtg
agcccacagt
ggctggacca
agtcagaaga

agcca

ccttcaggcg
aaagactctt
tggatgaggt

ttcctggtct

gacagtaccg
gagcagcact
ggttggtgag
gggcaacttg

gaagcgaggc

ctatgcaagg
ggagcaagag
cctgecgtctg

tagtgtttaa

1200

1260

1320

1380

1440

1485

60

120

180

240



<400>

Met Pro Gln

1

Arg

Leu

His

His

65

Val

Cys

Leu

Gly

Arg

145

Ser

Glu

Gln

Glu

Glu
225

Tyr

Lys

Asp

50

Thr

Ala

Gly

Gly

Gln

130

Gly

Ala

Arg

Lys

Arg

210

Thr

Ala

Arg

35

Pro

Gly

Gln

Ser

Glu

115

His

Gln

Trp

Ile

Ala

195

Gln

Val

Leu

Arg

20

Leu

Ala

Thr

Ala

Gln

100

Gly

Tyr

Asn

Val

Ser

180

Gly

Pro

Thr

Leu

Thr

Leu

Thr

Val

Cys

85

Glu

Gln

Glu

Arg

Ser

165

Pro

Glu

Gln

Gly

Gln

Glu

Glu

Val

Glu

70

Phe

Ser

Arg

Gly

Pro

150

Ser

Gln

Gly

Thr

Ser
230

10385W001 Sequence Listing

Asn

Gly

Gln

Asp

55

Phe

Lys

Gly

Ser

Ser

135

Gly

Tyr

Ile

Lys

Arg

215

Gly

Ile

Asn

Glu

40

Glu

Lys

Thr

Ser

Gly

120

Ser

Val

Asp

Gln

Arg

200

Glu

Thr

Asn

Cys

25

Phe

Val

Glu

Leu

Leu

105

Thr

His

Gln

Arg

Leu

185

Asn

Gln

Gln

Gly

10

Thr

Ala

Leu

Phe

Ser

90

His

Glu

Arg

Thr

Gln

170

Ser

Gln

Asp

Thr

Ile

Xaa

Asp

Arg

Leu

75

Glu

Ser

Val

Gln

Gln

155

Ala

Gly

Thr

Arg

Gln
235

12

Ile

Leu

Val

Leu

60

Val

Ser

Gly

Gly

Ser

140

Gly

Glu

Gln

Thr

Ala

220

Ala

Glu

Thr

Ile

45

Leu

Leu

Ala

Ala

Arg

125

Gln

Gln

Ser

Thr

Glu

205

His

Gly

(1).txt

Ala

Arg

30

Val

Asp

Val

Glu

Ser

110

Ala

Gln

Ala

Gln

Glu

190

Met

Gln

Ala

Phe

15

Gly

Lys

Glu

Phe

Gly

95

Gln

Gly

Gly

Thr

Ser

175

Gln

Arg

Thr

Thr

Arg

Glu

Pro

Asp

Lys

80

Ala

Glu

Lys

Ser

Gly

160

Gln

Thr

Pro

Gly

Gln
240



Thr

Thr

Gln

Ile

Asp

305

Thr

Gln

Ser

Gly

Gln

385

Gly

Trp

Arg

Glu

Ser

465

Ile

Val

Gln

Gly

Gln

290

Ser

Asn

Thr

His

Gly

370

Arg

Gly

Ser

Gln

Thr

450

Ser

Thr

Glu

Glu

Arg

275

Ala

Ser

Gly

Ser

Thr

355

Ala

Trp

Gln

Ser

Pro

435

Val

Ala

Ala

Gln

Ala

260

Ser

Gly

His

Gln

Gln

340

Glu

Arg

Met

Ala

Thr

420

Thr

Ile

Gln

Arg

Asp

245

Thr

Gln

Thr

Gln

Asn

325

Ala

Thr

Glu

Gln

Gln

405

His

Val

Leu

Gly

Glu
485

Ser

Asn

Thr

His

Thr

310

Arg

Val

Val

Xaa

Val

390

Thr

Pro

Val

Arg

Gln

470

Leu

10385W001 Sequence Listing (1).txt
Ser His Gln Thr Gly Arg Thr Ser Lys

Asp

Ser

Thr

295

Gly

Gly

Thr

Glu

Gly

375

Ser

Gly

Arg

Gly

Leu

455

Asp

Tyr

Gln

Gln

280

Gln

Ser

Thr

Gly

Gln

360

Gln

Asn

Ala

Arg

Glu

440

Asp

Ala

Ser

Asn

265

Ala

Thr

Thr

Glu

Gly

345

Asp

Thr

Pro

Ser

Cys

425

Glu

Gln

Ala

Tyr

250

Arg

Val

Pro

Ser

Ile

330

His

Arg

Gln

Glu

Thr

410

Val

Trp

Gly

Gln

Leu
490

Gly

Thr

Thr

Thr

315

His

Thr

Ser

Thr

Ala

395

Glu

Thr

Val

Asn

Ser

475

Arg

13

Thr

Gly

Gln

300

Gln

Gly

Gln

Gln

Gln

380

Gly

Ser

Glu

Asp

Leu

460

Glu

Ser

Glu

Gly

285

Thr

Thr

Gln

Ile

Thr

365

Pro

Glu

Gly

Gly

Asp

445

His

Glu

Thr

Thr

270

His

Val

Gln

Gly

Gln

350

Val

Gly

Thr

Arg

Gln

430

His

Thr

Lys

Lys

255

His

Ala

Glu

Glu

Arg

335

Ala

Ser

Ser

Val

Gln

415

Gly

Ser

Ser

Arg

Pro
495

Gln

Gly

Gln

Gln

Ser

320

Ser

Gly

His

Gly

Pro

400

Glu

Asp

Arg

Val

Xaa
480



<210> 8
<211> 79
<212> PRT

10385W001 Sequence Listing (1).txt

<213> homo sapien variant CRNN protein

<220>

<221> misc_feature

222> (27).
<223> Xaa can be Ala or Val

<400> 8

Met Pro Gln
1

Arg Tyr Ala
Leu Lys Arg
35

His Asp Pro
50

His Thr Gly
65

<210> 9
<211> 11
<212> PRT
<213> homo

<400> 9
Val Glu Phe
1

210> 10
<211> 11
212> PRT
<213> homo

<400> 10

Cys Gly Ile

.(27)

Leu Leu Gln
5

Arg Thr Glu
20
Leu Leu Glu

Ala Thr Val

Thr Cys Gly

sapien wild

Lys Glu Phe
5

Asn

Gly

Gln

Asp

55

Ile

Ile

Asn

Glu

40

Glu

Gln

Asn
Cys
25

Phe

Val

Gly

Gly
10

Thr
Ala

Leu

Ile

Ile

Xaa

Asp

Arg

Pro
75

Ile

Leu

Val

Leu

60

Gly

Glu

Thr

Ile

45

Leu

Leu

type CRNN protein positions

Leu Val Leu Val Phe

10

Ala

Arg

30

Val

Asp

Ser

Phe Arg
15

Gly Glu
Lys Pro

Glu Asp

Val

69-79

sapien variant CRNN protein positions 69-79

Gln Gly Ile Pro Gly Leu Ser Val

14
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