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[Figure 2]
MYKDCIESTGDYFLLCDAEGPWGIILE (BIOTIN)-NH
{Sigma—-Aldrich Co. LLC)

(SEQ ID NO: 1 of the Sequence Listing)
[Figure 3]
MYKDCIESTGDYFLLCDAEGPWGIILE-K(BIOTIN) —-NH>

(PEPTIDE INSTITUTE, INC.)

{SEQ ID NO: 2 of the Sequence Listing)



[Figure 4]
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[Figure 5]
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[Figure 6]
5"-CTCCAGAGTTCCAGGTCACGGTGACTGGC-3"

(SEQ ID NO: 3 of the Sequence Listing)

[Figure 7]
5'"-TCAGTAACACTGTCCAGGACACCATCTC-3"

(SEQ ID NO: 10 of the Sequence Listing)

[Figure 8]
CAGGTCCAGTTGCAGCAATCTGGAGCTGAGCTGGCTAAACCTGGGACTTCAGTGAAGCT
GTCCTGCAAGGCTTCTGGCTATACCTTCACCAGCTACTATATTTACTGGGTAAAGCAGA
GGCCTGGACAGGGCCTTGAGTGGATCGGATATGTTTATCCTGGATATGGTGGTACTTAC
TACAGTGATAAGTTCAAGGGCAAAGCCACATTTACTGCAGACACATCCTCCAGCACAGC
CTACATGCTACTGGGCAGCCTGACACCTGAGGACTCTGCGTACTATTTCTGTGCAAGAC
GGAAGGGTATAATTCGGGGTCCGGGGTACTTTGATTACTGGGGCCAAGGAGTCATGGTC
ACAGTCTCCTCA

(SEQ ID NO: 4 of the Sequence Listing)

[Figure 9]
QVOLOOSGAELAKPGTSVKLSCKASGYTEFTSYYIYWVKQRPGQGLEWIGYVYPGYGGTY
YSDKFKGKATFTADTSSSTAYMLLGSLTPEDSAYYFCARRKGIIRGPGYFDYWGQGVMV

TVSS

(SEQ ID NO: 5 of the Sequence Listing)
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[Figure 10]
CAGGTTACTCTGAAAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTCAGTCT
GACTTGCACTTTCTCTGGGTTTTCACTGAACACTTATGATATGGGTGTGGGCTGGATTC
GTCAGCCTTCAGGGAAGGGTCTGGAGTGGCTGGCAAACATTTGGTGGGATGATGATAAG
TACTACAATCCATCTCTGAGAAACCGGCTCACAATCTCCAAGGACACCTCCAACAACCA
AGCATTCCTCAAGATCACCAATGTGGACACTGCAGATACTGCCACATACTACTGTGCTC
GGATCGAAACTGTCCGGGTTTCCCGTAAGGGGTTTGCTCACTGGGGCCAAGGCACTCTG
GTCACTGTCTCTTCA

(SEQ ID NO: 6 of the Sequence Listing)

[Figure 11]
QVTLKESGPGILQPSQTLSLTCTFSGFSLNTYDMGVGWIRQPSGKGLEWLANIWWDDDK
YYNPSLRNRLTISKDTSNNQAFLKITNVDTADTATYYCARIETVRVSRKGFAHWGQGTL
VTVSS

(SEQ ID NO: 7 of the Sequence Listing)

[Figure 12]
GAGATACACCTGCAGGAGTCAGGACCTGGCCTTGTGAAACCTTCACAGTCACTCTCCCT
CACCTGTTCTGTCACTGGTTACACCATTACCAGTGGTTATGATTGGAGCTGGATCCGGA
AGTTCCCAGGAAATAARATGGAGTGGATGGCATACATGAGCTATAGAGGTAGCACTAAC
TACARACCCCTCGCTCAARAGTCGAATCTCCATTACAAGAGACACATCCAAGAATCAGTT
CTTCCTGCAGTTGAATTCTGTCACTACTGAGGATACAGCCACATATTACTGTGCCCTAA
CAAGGACCTATTGGTATAACTATTACTATGTTTTGGATGCCTGGGGTCAAGGAGCTTCA
GTCACTGTCTCCTCA

(SEQ ID NO: 8 of the Sequence Listing)

[Figure 13]
ETHLOESGPGLVKPSQSLSLTCSVTGYTITSGYDWSWIRKEPGNKMEWMAYMSYRGSTN
YNPSLKSRISITRDTSKNQFFLOQLNSVTTEDTATYYCALTRTYWYNYYYVLDAWGQGAS
VTVSS

{(SEQ ID NO: 2 of the Sequence Listing)
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[Figure 14]
GACATCCAGATGACACAGTCTCCAGCTTCCCTGTCTGCATCTCTGGGAGAAACTGTCTC
CATCGAATGTCTTGCAAGTGAGGGCATTTCCAATAGTTTAGCGTGGTATCAGCAGAAGC
CAGGGAAATCTCCTCAGCTCCTGATCTATGGTGCAAGTAGCTTGCAAGACGGGGTCCCA
TCACGGTTCAGTGGCAGTGGTTCTGGCACGCAGTATTCTCTCAAGATCAGCGGCATGCA
ACCTGAAGATGAAGGGCTTTATTACTGTCAACAGGGTTACAAGTATCCTCCGACGTTCG
GTGGAGGCACCAAGCTGGAATTGAAA

{(SEQ ID NO: 11 of the Sequence Listing)

[Figure 15]
DIOMTQSPASLSASLGETVSIECLASEGISNSLAWYQQKPGKSPQLLIYGASSLODGVP
SRFSGSGSGTQYSLKISGMQOPEDEGLYYCQQGYKYPPTFGGGTKLELK

{(SEQ ID NO: 12 of the Sequence Listing)

[Figure 16]
GAAACTGTGATGACCCAGTCTCCCACATCCATGTCCACATCAATAGGAGAGAGGGTCAC
CCTGAACTGCAAGGCCAGTCAGAGTGTGGGTATTAATGTAGACTGGTACCAACAGACAC
CAGGGCAGTCTCCTAAACTGCTGATATATGGGGCATCCAACCGGCACACTGGGGTCCCT
GATCGCTTCACAGGCAGTGGATTTGGGAGAGATTTCACTCTCACCATCAGCAACGTGGA
GGCTGAAGACCTGGCTGTTTATTACTGTCTGCAGCATGGCTCCATTCCTCCGACGTTCG
GTGGAGGCACCAAGCTGGAATTGARA

(SEQ ID NO: 13 of the Sequence Listing)
[Figure 17]
ETVMTQSPTSMSTSIGERVTLNCKASQSVGINVDWYQQTPGQOSPKLLIYGASNRHTGVE

DRFTGSGFGRDFTLTISNVEAEDLAVYYCLQHGSIPPTFGGGTKLELK

(SEQ ID NO: 14 of the Sequence Listing)
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[Figure 18]
GACATCCAGATGACCCAGTCTCCTTCATTCCTGTCTGCATCTGTGGGAGAAAGAGTCAC
TCTCAGCTGCAAAGCAAGTCAGAATATTAACAAGTACTTAGACTGGTATCAGCAARAGC
TTGGAGAACCTCCCAAACTCCTGATATATAATACAAACAATTTGCATACGGGCATCCCA
TCAAGGTTCAGTGGCAGTGGATCTGGTACAGATTACACACTCACCATCAGCGGCCTGCA
GCCTGAAGATGTTGCCACATATTTCTGCTTGCAGCGTAATAGTTGGTACACGTTTGGAG
CTGGGACCAAGCTGGAACTGAAA

(SEQ ID NO: 15 of the Sequence Listing)

[Figure 19]
DIQMTQOSPSFLSASVGERVTLSCKASONINKYLDWYQQKLGEPPKLLTIYNTNNLHTGIP
SRESGSGSGTDYTLTISGLOPEDVATYFCLORNSWYTFGAGTKLELK

(SEQ ID NO: 16 of the Sequence Listing)

[Figure 20]
GCCTCCGGACTCTAGAGCCACCATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGC
TGTGGATCTCCGGCGCGTACGGCGATATCGTGATGATTARACGTACGGTGGCCGCCCCC
TCCGTGTTCATCTTCCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGT
GTGCCTGCTGRATAACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACG
CCCTGCAGTCCGGGAACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACC
TACAGCCTGAGCAGCACCCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTA
CGCCTGCGAGGTGACCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGG
GGGAGTGTTAGGGGCCCGTTTAAACGGGGGAGGCTA

(SEQ ID NO: 17 of the Sequence Listing)

[Figure 21]

5'"-TATACCGTCGACCTCTAGCTAGAGCTTGGC-3"'

(SEQ ID NO: 18 of the Sequence Listing)
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[Figure 22]
5" -GCTATGGCAGGGCCTGCCGCCCCGACGTTG-3"

(SEQ ID NO: 19 of the Sequence Listing)

[Figure 23]

GCCTCCGGACTCTAGAGCCACCATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAG
CTCCCAGATGGGTGCTGAGCCAGGTGCAATTGTGCAGGCGGTTAGCTCAGCCTCCACCA
AGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGCGGCACAGLC
GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGAGCTGGAACTC
AGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGCTGTCCTGCAGTCCTCAGGACTCT
ACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATC
TGCAACGTGRAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCARAATC
TTGTGACAARACTCACACATGCCCACCCTGCCCAGCACCTGAACTCCTGGGGGGACCCT
CAGTCTTCCTCTTCCCCCCAARACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAG
GTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTA
CGTGGACGGCGTGGAGGTGCATAATGCCAAGACARAAGCCCCGGGAGGAGCAGTACAACA
GCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAG
GAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGARAAACCATCTC
CAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGG
AGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGAC
ATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAGAACAACTACAAGACCACCCCTCC
CGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCA
GGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCAC
TACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARATGAGATATCGGGCCCGTTTAAAC
GGGGGAGGCTA

(SEQ ID NO: 20 of the Sequence Listing)
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[Figure 24]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGACATCCAGATGACACAGTCTCCAGCTTCCCTGTCTGCATCTCTGGGAGAAACTGTCT
CCATCGAATGTCTTGCAAGTGAGGGCATTTCCAATAGTTTAGCGTGGTATCAGCAGAAG
CCAGGGAAATCTCCTCAGCTCCTGATCTATGGTGCAAGTAGCTTGCAAGACGGGGTCCC
ATCACGGTTCAGTGGCAGTGGTTCTGGCACGCAGTATTCTCTCAAGATCAGCGGCATGC
AACCTGAAGATGAAGGGCTTTATTACTGTCAACAGGGTTACAAGTATCCTCCGACGTTC
GGTGGAGGCACCAAGCTGGAATTGAAACGGGCTGTGGCCGCCCCCTCCGTGTTCATCTT
CCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATA
ACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGG
AACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAG
CACCCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGA
CCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 21 of the Sequence Listing)

[Figure 25]
MVLOTQVEFISLLLWISGAYGDIOMTQOSPASLSASLGETVSIECLASEGISNSLAWYQQK
PGKSPQLLIYGASSLODGVPSRFSGSGSGTQYSLKISGMOPEDEGLYYCQQGYKYPPTF
GGGTKLELKRAVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

(SEQ ID NO: 22 of the Seguence Listing)

[Figure 26]
5"-ATCTCCGGCGCGTACGGCGACATCCAGATGACACAGTCTCCAGC-3!

(SEQ ID NO: 23 of the Sequence Listing)

[Figure 27]

5" -GGAGGGGGCGGCCACAGCCCGTTTCAATTCCAGCTTGGTGCCTC-3"

{SEQ ID NO: 24 of the Sequence Listing)
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[Figure 28]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTCCAGTTGCAGCAATCTGGAGCTGAGCTGGCTAAACCTGGGACTTCAGTGAAGCTGT
CCTGCAAGGCTTCTGGCTATACCTTCACCAGCTACTATATTTACTGGGTAARGCAGAGG
CCTGGACAGGGCCTTGAGTGGATCGGATATGTTTATCCTGGATATGGTGGTACTTACTA
CAGTGATAAGTTCAAGGGCAAAGCCACATTTACTGCAGACACATCCTCCAGCACAGCCT
ACATGCTACTGGGCAGCCTGACACCTGAGGACTCTGCGTACTATTTCTGTGCARGACGG
AAGGGTATAATTCGGGGTCCGGGGTACTTTGATTACTGGGGCCAAGGAGTCATGGTCAC
AGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCAAGA
GCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCC
GTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGCTGT
CCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCT
TGGGCACCCAGACCTACATCTGCAACGTGAATCACRAGCCCAGCAACACCARGGTGGAC
AAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCCTGCCCAGCACC
TGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAARACCCAAGGACACCCTCA
TGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCT
GAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCC
CCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGCACC
AGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCARCAAAGCCCTCCCAGCC
CCCATCGAGAAAACCATCTCCAAAGCCARAGGCCAGCCCCGGGAACCACAGGTGTACAC
CCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCA
AAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAGAAC
AACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAA
GCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGATGC
ATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARAA
(SEQ ID NO: 25 of the Sequence Listing)
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[Figure 29]

MKHLWFFLLLVAAPRWVLSQVQLQQOSGAELAKPGTSVKLSCKASGYTFTSYYIYWVKQR
PGOQGLEWIGYVYPGYGGTYYSDKFKGKATFTADTSSSTAYMLLGSLTPEDSAYYFCARR
KGIIRGPGYFDYWGQGVMVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVD
KRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFESCSVMHEALHNHYTQKSLSLSPGK

{SEQ ID NO: 26 of the Sequence Listing)

[Figure 30]

5" -CCAGATGGGTGCTGAGCCAGGTCCAGTTGCAGCAATCTGGAGCTG-3"
(SEQ ID NO: 27 of the Sequence Listing)

[Figure 31]

5'-CTTGGTGGAGGCTGAGCTGACTGTGACCATGACTCCTTGGCCCCAG-3"

(SEQ ID NO: 28 of the Sequence Listing)
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[Figure 32]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGAAACTGTGATGACCCAGTCTCCCACATCCATGTCCACATCAATAGGAGAGAGGGTCA
CCCTGAACTGCAAGGCCAGTCAGAGTGTGGGTATTAATGTAGACTGGTACCAACAGACA
CCAGGGCAGTCTCCTAAACTGCTGATATATGGGGCATCCARACCGGCACACTGGGGTCCC
TGATCGCTTCACAGGCAGTGGATTTGGGAGAGATTTCACTCTCACCATCAGCAACGTGG
AGGCTGAAGACCTGGCTGTTTATTACTGTCTGCAGCATGGCTCCATTCCTCCGACGTTC
GGTGGAGGCACCAAGCTGGAATTGAAACGGGCTGTGGCCGCCCCCTCCGTGTTCATCTT
CCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATA
ACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGG
AACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAG
CACCCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGA
CCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 29 of the Sequence Listing)

[Figure 33]
MVLOTQVEFISLLLWISGAYGETVMTQSPTSMSTSIGERVTLNCKASQSVGINVDWYQQT
PGOSPKLLIYGASNRHTGVPDRFTGSGEFGRDFTLTISNVEAEDLAVYYCLOHGSIPPTF
GGGTKLELKRAVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 30 of the Sequence Listing)

[Figure 34]
5'"-ATCTCCGGCGCGTACGGCGAAACTGTGATGACCCAGTCTCCCAC=-3"!

(SEQ ID NO: 31 of the Sequence Listing)

[Figure 35]

5'-GGAGGGGGCGGCCACAGCCCGTTTCAATTCCAGCTTGGTGCCTC-3"

(SEQ ID NO: 32 of the Sequence Listing)
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[Figure 36]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTTACTCTGARAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTCAGTCTGA
CTTGCACTTTCTCTGGGTTTTCACTGAACACTTATGATATGGGTGTGGGCTGGATTCGT
CAGCCTTCAGGGAAGGGTCTGGAGTGGCTGGCAAACATTTGGTGGGATGATGATAAGTA
CTACAATCCATCTCTGAGARACCGGCTCACAATCTCCAAGGACACCTCCAACAACCAAG
CATTCCTCAAGATCACCAATGTGGACACTGCAGATACTGCCACATACTACTGTGCTCGG
ATCGAAACTGTCCGGGTTTCCCGTAAGGGGTTTGCTCACTGGGGCCAAGGCACTCTGGT
CACTGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGL
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACAARACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCARAACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACARAAGCLCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCAAR
(SEQ ID NO: 33 of the Sequence Listing)
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[Figure 37]

MKHLWFFLLLVAAPRWVLSQVTLKESGPGILQPSQTLSLTCTESGFSLNTYDMGVGWIR
QPSGKGLEWLANIWWDDDKYYNPSLRNRLTISKDTSNNQAFLKITNVDTADTATYYCAR
IETVRVSRKGFAHWGQOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQOTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 34 of the Sequence Listing)

[Figure 38]

5'-CCAGATGGGTGCTGAGCCAGGTTACTCTGAAAGAGTCTGGCCCTG-3"

(SEQ ID NO: 35 of the Sequence Listing)

[Figure 39]

5'-CTTGGTGGAGGCTGAGCTGACAGTGACCAGAGTGCCTTGGCCCCAG-3!

(SEQ ID NO: 36 of the Sequence Listing)
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[Figure 40]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGACATCCAGATGACCCAGTCTCCTTCATTCCTGTCTGCATCTGTGGGAGAAAGAGTCA
CTCTCAGCTGCAAAGCAAGTCAGAATATTAACAAGTACTTAGACTGGTATCAGCAAAAG
CTTGGAGAACCTCCCAAACTCCTGATATATAATACAAACAATTTGCATACGGGCATCCC
ATCAAGGTTCAGTGGCAGTGGATCTGGTACAGATTACACACTCACCATCAGCGGCCTGC
AGCCTGAAGATGTTGCCACATATTTCTGCTTGCAGCGTAATAGTTGGTACACGTTTGGA
GCTGGGACCAAGCTGGAACTGAAACGGGCTGTGGCCGCCCCCTCCGTGTTCATCTTCCC
CCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATAACT
TCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGGAAC
TCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAGCAC
CCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCC
ACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 37 of the Sequence Listing)

[Figure 41}
MVLQTQVEFISLLLWISGAYGDIQMTQSPSFLSASVGERVTLSCKASONINKYLDWYQQOK
LGEPPKLLIYNTNNLHTGIPSREFSGSGSGTDYTLTISGLOPEDVATYFCLOQRNSWYTFEG
AGTKLELKRAVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQWKVDNALOSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 38 of the Sequence Listing)

[Figure 42]
5'-ATCTCCGGCGCGTACGGCGACATCCAGATGACCCAGTCTCCTTC-3"

(SEQ ID NO: 39 of the Sequence Listing)

[Figure 43]

5" -GGAGGGGGCGGCCACAGCCCGTTTCAGTTCCAGCTTGGTCCCAG-3"

(SEQ ID NO: 40 of the Sequence Listing)
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[Figure 44]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGA
GATACACCTGCAGGAGTCAGGACCTGGCCTTGTGAAACCTTCACAGTCACTCTCCCTCA
CCTGTTCTGTCACTGGTTACACCATTACCAGTGGTTATGATTGGAGCTGGATCCGGAAG
TTCCCAGGAAATAAAATGGAGTGGATGGCATACATGAGCTATAGAGGTAGCACTAACTA
CAACCCCTCGCTCAAAAGTCGAATCTCCATTACAAGAGACACATCCAAGAATCAGTTCT
TCCTGCAGTTGAATTCTGTCACTACTGAGGATACAGCCACATATTACTGTGCCCTAACA
AGGACCTATTGGTATAACTATTACTATGTTTTGGATGCCTGGGGTCAAGGAGCTTCAGT
CACTGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGC
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACARAACTCACACATGCCCACCCTGCCCAGE
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACARAA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGRAGAGCCTCTCCCTGTCTCCCGGCAAR

{(SEQ ID NO: 41 of the Sequence Listing)
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[Figure 45]

MKHLWFFLLLVAAPRWVLSETHLQESGPGLVKPSQSLSLTCSVTGYTITSGYDWSWIRK
FPGNKMEWMAYMSYRGSTNYNPSLKSRISITRDTSKNQFFLQLNSVTTEDTATYYCALT
RTYWYNYYYVLDAWGQGASVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYEPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKY
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 42 of the Sequence Listing)

[Figure 46]
5'"-CCAGATGGGTGCTGAGCGAGATACACCTGCAGGAGTCAGGACCTG-3?

(SEQ ID NO: 43 of the Seqguence Listing)
[Figure 47]

5'-CTTGGTGGAGGCTGAGCTGACAGTGACTGAAGCTCCTTGACCCCAG-3"!

(SEQ ID NO: 44 of the Sequence Listing)
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[Figure 49]
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[Figure 50]
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[Figure 53]
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[Figure 54]
GYTETSYY

(SEQ ID NO: 45 of the Sequence Listing)

[Figure 55]

VYPGYGGT

(SEQ ID NO: 46 of the Sequence Listing)

[Figure 56]

ARRKGIIRGPGYFEFDY

{SEQ ID NO: 47 of the Sequence Listing)



[Figure 57]
GFSLNTYDMG

(SEQ ID NO: 48 of

[Figure 58]

IWWDDDK

(SEQ ID NO: 49 of

[Figure 59]

ARIETVRVSRKGFAH

(SEQ ID NO: 50 of

[Figure 60]

GYTITSGYD

(SEQ ID NO: 51 of

[Figure 61]

MSYRGST

(SEQ ID NO: 52 of

[Figure 62]

ALTRTYWYNYYYVLDA

(SEQ ID NO: 53 of
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[Figure 69]
ONINKY

(SEQ ID NO: 60 of the Sequence Listing)

[Figure 70]
NTN

(SEQ ID NO: 61 of the Sequence Listing)

[Figure 71]
LORNSWYT

{(SEQ ID NO: 62 of the Sequence Listing)

[Figure 72]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGATACCGTGATGACCCAGAGCCCTGACAGCCTGGCCGTGTCTCTGGGAGAGAGAGCCA
CCATCAACTGCAAGGCCAGCCAGAGCGTGGGCATCAACGTGGACTGGTATCAGCAGRAAG
CCCGGCCAGCCCCCCAAGCTGCTGATCTACGGCGCCAGCAATAGACACACCGGLGTGLC
CGATAGATTCAGCGGCTCTGGCAGCGGCAGAGACTTCACCCTGACCATCAGCTCCCTGC
AGGCCGAGGATGTGGCCGTGTACTACTGTCTGCAGCACGGCAGCATCCCCCCCACATTT
GGCCAGGGCACCAAGGTGGAAATCAAGCGTACGGTGGCCGCCCCCTCCGTGTTCATCTT
CCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATA
ACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGG
AACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAG
CACCCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGA
CCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 63 of the Sequence Listing)



25/158

[Figure 73]
MVLOTQVFISLLLWISGAYGDTVMTQSPDSTLAVSLGERATINCKASQSVGINVDWYQQOK
PGOQPPKLLIYGASNRHTGVPDRFSGSGSGRDFTLTISSLQAEDVAVYYCLQHGSTPPTF
GQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

(SEQ ID NO: 64 of the Sequence Listing)

[Figure 74]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGATACCGTGATGACCCAGAGCCCTGACAGCCTGGCCGTGTCTCTGGGAGAGAGAGCCA
CCATCAACTGCAAGGCCAGCCAGAGCGTGGGCATCAACGTGGACTGGTATCAGCAGAAG
CCCGGCCAGCCCCCCAAGCTGCTGATCTACGGCGCCAGCAATAGACACACCGGCGTGLC
CGATAGATTCAGCGGCAGCGGCTTCGGCACCGACTTCACCCTGACAATCAGCTCCCTGC
AGGCCGAGGACGTGGCCGTGTACTACTGTCTGCAGCACGGCAGCATCCCCCCCACATTT
GGCCAGGGCACCAAGGTGGAAATCAAGCGTACGGTGGCCGCCCCCTCCGTGTTCATCTT
CCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATA
ACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGE
AACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAG
CACCCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGA
CCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

{(SEQ ID NO: 65 of the Sequence Listing)

[Figure 75]
MVLQTQVFISLLLWISGAYGDTVMTQSPDSLAVSLGERATINCKASQSVGINVDWYQQK
PGOPPKLLIYGASNRHTGVPDREFSGSGEFGTDFTLTISSLQAEDVAVYYCLQHGSIPPTE
GQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

(SEQ ID NO: 66 of the Sequence Listing)
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[Figure 76]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGATACCGTGATGACCCAGAGCCCTGACAGCCTGGCCGTGTCTCTGGGAGAGAGAGCCA
CCATCAACTGCAAGGCCAGCCAGAGCGTGGGCATCAACGTGGACTGGTATCAGCAGAAG
CCCGGCCAGCCCCCCAAGCTGCTGATCTACGGCGCCAGCAATAGACACACCGGCGTGLCC
CGATAGATTCAGCGGCAGCGGCTTCGGCAGAGACTTCACCCTGACCATCAGCTCCCTGC
AGGCCGAGGATGTGGCCGTGTACTACTGTCTGCAGCACGGCAGCATCCCCCCCACATTT
GGCCAGGGCACCAAGGTGGAAATCAAGCGTACGGTGGCCGCCCCCTCCGTGTTCATCTT
CCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATA
ACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGG
AACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAG
CACCCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGA
CCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 67 of the Sequence Listing)

[Figure 77]
MVLOTQVFISLLLWISGAYGDTVMTQSPDSLAVSLGERATINCKASQSVGINVDWYQQK
PGOPPKLLIYGASNRHTGVPDRFSGSGFGRDFTLTISSLQAEDVAVYYCLQHGSIPPTFE
GOGTKVEIKRTVAAPSVEFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 68 of the Sequence Listing)
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[Figure 78]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGATACCGTGATGACCCAGAGCCCTGACAGCCTGGCCGTGTCTCTGGGAGAGAGAGCCA
CCATCRACTGCAAGGCCAGCCAGAGCGTGGGCATCAACGTGGACTGGTATCAGCAGAAG
CCCGGCCAGAGCCCCAAGCTGCTGATCTACGGCGCCAGCAACAGACACACCGGLGTGCC
CGATAGATTCAGCGGCAGCGGCTTCGGCAGAGACTTCACCCTGACCATCAGCTCCCTGC
AGGCCGAGGATGTGGCCGTGTACTACTGTCTGCAGCACGGCAGCATCCCCCCCACATTT
GGCCAGGGCACCAAGGTGGAAATCAAGCGTACGGTGGCCGCCCCCTCCGTGTTCATCTT
CCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATA
ACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGG
AACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAG
CACCCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGA
CCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 69 of the Sequence Listing)

[Figure 79]
MVLOTQVFISLLLWISGAYGDTVMTQSPDSLAVSLGERATINCKASQSVGINVDWYQQK
PGOSPKLLIYGASNRHTGVPDRFSGSGFGRDFTLTISSLOAEDVAVYYCLQHGSIPPTE
GOGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

(SEQ ID NO: 70 of the Sequence Listing)
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[Figure 80]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGE
CGCCACCAGAATGACACAGAGCCCCAGCAGCTTCAGCGCCAGCACCGGCGACAGAGTGA
CCATCACATGCAAGGCCAGCCAGAGCGTGGGCATCAACGTGGACTGGTATCAGCAGAAG
CCCGGCAAGAGCCCCAAGCTGCTGATCTACGGCGCCTCCAACAGACACACCGGCGTGCC
CAGCAGATTTTCCGGCAGCGGCTTCGGCAGAGACTTCACCCTGACCATCAGCAGCCTGC
AGAGCGAGGACTTCGCCACCTACTACTGCCTGCAGCACGGCAGCATCCCCCCTACATTT
GGCGGAGGCACCAAGGTGGAAATCAAGCGTACGGTGGCCGCCCCCTCCGTGTTCATCTT
CCCCCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATA
ACTTCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGG
AACTCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAG
CACCCTGACCCTGAGCARAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGA
CCCACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

{SEQ ID NO: 71 of the Sequence Listing)

[Figure 81]
MVLOTQVFISLLLWISGAYGATRMTQSPSSFSASTGDRVTITCKASQSVGINVDWYQQK
PGKSPKLLIYGASNRHTGVPSRFSGSGFGRDFTLTISSLOSEDFATYYCLQHGSIPPTE
GGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 72 of the Sequence Listing)
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[Figure 82]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTGCAGCTGGTGGAATCTGGCGGCGGACTCGTGAAGCCTAGCCAGACCCTGAGCCTGA
CCTGCACCTTCAGCGGCTTCAGCCTGAACACCTACGACATGGGCGTGGGCTGGATCAGA
CAGCCTCCTGGCARAGGGCCTGGAATGGATCGGCAACATTTGGTGGGACGACGACAAGTA
CTACAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCGTGGACACCAGCAAGAACCAGG
CCTCCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCCAGA
ATCGAGACAGTGCGGGTGTCCAGAAAGGGCTTCGCCCACTGGGGACAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCLCCGL
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACALCCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGALC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACARAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCAAA

(SEQ ID NO: 73 of the Sequence Listing)
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[Figure 83]

MKHLWFFLLLVAAPRWVLSQVQLVESGGGLVKPSQTLSLTCTFSGEFSLNTYDMGVGWIR
QPPGKGLEWIGNIWWDDDKYYNPSLKSRVTISVDTSKNQASLKLSSVTAADTAVYYCAR
IETVRVSRKGFAHWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 74 of the Sequence Listing)
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[Figure 84]

ATGARACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTGCAGCTGGTGGAATCTGGCGGCGGACTCGTGAAGCCTAGCCAGACCCTGAGCCTGA
CCTGCACCTTCAGCGGCTTCAGCCTGAACACCTACGACATGGGCGTGGGCTGGATCAGA
CAGCCTCCTGGCAAGGGCCTGGAATGGATCGGCAACATTTGGTGGGACGACGACAAGTA
CTACAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCAAGGACACCAGCAACAACCAGSG
CCTCCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCCAGA
ATCGAGACAGTGCGGGTGTCCAGAARAGGGCTTCGCCCACTGGGGACAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGL
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACARRACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAARACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACARA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCLCCGGGAACCACAGGTGETA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCARAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARA

(SEQ ID NO: 75 of the Sequence Listing)
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[Figure 85]

MKHLWFFLLLVAAPRWVLSQVQLVESGGGLVKPSQTLSLTCTFSGFSLNTYDMGVGWIR
QPPGKGLEWIGNIWWDDDKYYNPSLKSRVTISKDTSNNQASLKLSSVTAADTAVYYCAR
IETVRVSRKGFAHWGQGTLVIVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 76 of the Sequence Listing)
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[Figure 86]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTGCAGCTGGTGGAATCTGGCGGCGGACTCGTGAAGCCTAGCCAGACCCTGAGCCTGA
CCTGCACCTTCAGCGGCTTCAGCCTGAACACCTACGACATGGGCGTGGGCTGGATCAGA
CAGCCTCCTGGCAAGGGCCTGGAATGGATCGCCAACATTTGGTGGGACGACGACAAGTA
CTACAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCAAGGACACCAGCAACAACCAGG
CCTCCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCCAGA
ATCGAGACAGTGCGGGTGTCCAGARAGGGCTTCGCCCACTGGGGACAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGC
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGETG
GACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCARAACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACARA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACARAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCARAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCARAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AMACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACRAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCAAA

{SEQ ID NO: 77 of the Sequence Listing)
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[Figure 87]

MKHLWFFLLLVAAPRWVLSQVQLVESGGGLVKPSQTLSLTCTFSGFSLNTYDMGVGWIR
QPPGKGLEWIANIWWDDDKYYNPSLKSRVTISKDTSNNQASLKLSSVTAADTAVYYCAR
IETVRVSRKGFAHWGOGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTEFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVEFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 78 of the Sequence Listing)
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[Figure 88]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
AGTGACCCTGAAAGAGTCCGGCCCTGCCCTCGTGAAGCCTACCCAGACCCTGACACTGA
CCTGCACCTTCAGCGGCTTCAGCCTGAACACCTACGACATGGGCGTGGGCTGGATCAGA
CAGCCTCCTGGCAAGGGCCTGGAATGGCTGGCCAACATTTGGTGGGACGACGACAAGTA
CTACAGCCCCAGCCTGAAGTCCCGGCTGACCATCACCAAGGACACCAGCAACAACCAGG
CCGTGCTGACCATGACAAACATGGACCCCGTGGACACCGCCACCTACTACTGCGCCAGA
ATCGAGACAGTGCGGGTGTCCAGAAAGGGCTTCGCCCACTGGGGACAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGETGCACACCTTCCCCGC
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCARGACAAA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCA
GCCCCCATCGAGAARAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARA

(SEQ ID NO: 79 of the Sequence Listing)
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[Figure 89]

MKHLWFFLLLVAAPRWVLSQVTLKESGPALVKPTQTLTLTCTFSGESLNTYDMGVGWIR
QPPGKGLEWLANIWWDDDKYYSPSLKSRLTITKDTSNNQAVLTMTNMDPVDTATYYCAR
TIETVRVSRKGFAHWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFEPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 80 of the Sequence Listing)

[Figure 90]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGAGATCGTGCTGACACAGAGCCCTGGCACCCTGAGCCTGTCTCCAGGCGAAAGAGCCA
CCCTGTCCTGCAAGGCCAGCCAGAACATCAACAAGTACCTGGACTGGTATCAGCAGAAG
CCCGGCCAGCCCCCCAGACTGCTGATCTACAACACCAACAACCTGCACACCGGCATCCCC
CGACAGATTCAGCGGCTCTGGCAGCGGCACCGACTACACCCTGACCATCAGCAGACTGG
AACCCGAGGACTTCGCCGTGTACTACTGCCTGCAGCGGAACAGCTGGTACACCTTCGGL
CAGGGCACCAAGGTGGAAATCAAGCGTACGGTGGCCGCCCCCTCCGTGTTCATCTTCCC
CCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGTGTGCCTGCTGAATAACT
TCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGGAAC
TCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAGCAC
CCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCC
ACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 81 of the Sequence Listing)

[Figure 91]
MVLOTOQVEFISLLIWISGAYGEIVLTQSPGTLSLSPGERATLSCKASONINKYLDWYQQK
PGOPPRLLIYNTNNLHTGIPDRFSGSGSGTDYTLTISRLEPEDFAVYYCLORNSWYTEG
QGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQOSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

(SEQ ID NO: 82 of the Sequence Listing)
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[Figure 92]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CGACATCCAGATGACCCAGAGCCCTAGCAGCCTGAGCCTGTCCCCTGGCGAAAGAGCCA
CCCTGAGCTGCAAGGCCAGCCAGAACATCAACAAGTACCTGGACTGGTATCAGCAGAAG
CCCGGCCAGCCCCCCAGACTGCTGATCTACAACACCAACRACCTGCACACCGGCATCCC
CGACAGATTCAGCGGCTCTGGCAGCGGCACCGACTACACCCTGACCATCAGCAGACTGG
AACCCGAGGACTTCGCCGTGTACTACTGCCTGCAGCGGAACAGCTGGTACACCTTCGGC
CAGGGCACCARAGGTGGAAATCAAGCGTACGGTGGCCGCCCCCTCCGTGTTCATCTTCCC
CCCCTCCGACGAGCAGCTGAAGTCCGGCACCGCCTCCGTGGETGTGCCTGCTGAATAACT
TCTACCCCAGAGAGGCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGTCCGGGAALC
TCCCAGGAGAGCGTGACCGAGCAGGACAGCAAGGACAGCACCTACAGCCTGAGCAGCAC
CCTGACCCTGAGCAAAGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCC
ACCAGGGCCTGAGCTCCCCCGTCACCAAGAGCTTCAACAGGGGGGAGTGT

(SEQ ID NO: 83 of the Sequence Listing)

[Figure 93]
MVLOTQVFISLLLWISGAYGDIQMTQSPSSLSLSPGERATLSCKASONINKYLDWYQQK
PGOQPPRLLIYNTNNLHTGIPDRFSGSGSGTDYTLTISRLEPEDFAVYYCLORNSWYTFEG
QGTKVEIKRTVAAPSVEFIFPPSDEQLKSGTASVVCLLNNEYPREAKVOWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

(SEQ ID NO: 84 of the Seguence Listing)
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[Figure 94]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTGCAGCTGCAGGAATCTGGCCCTGGCCTCGTGAAGCCTAGCCAGACCCTGAGCCTGA
CCTGTACCGTGTCCGGCTACACCATCACCAGCGGCTACGACTGGTCCTGGATCAGACAG
CCTCCTGGCAAGGGCCTGGAATGGATCGCCTACATGAGCTACCGGGGCAGCACCAACTA
CAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCCGGGACACCAGCAAGAACCAGTTCT
CCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCCCTGACC
CGGACCTACTGGTACAACTACTACTACGTGCTGGACGCCTGGGGCCAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGECTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGC
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAARACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARAR

(SEQ ID NO: 85 of the Seguence Listing)
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[Figure 95]

MKHLWFFLLLVAAPRWVLSQVQLOESGPGLVKPSQTLSLTCTVSGYTITSGYDWSWIRQ
PPGKGLEWIAYMSYRGSTNYNPSLKSRVTISRDTSKNQFSLKLSSVTAADTAVYYCALT
RTYWYNYYYVLDAWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYEFPE
PVTVSWNSGALTSGVHTEFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 86 of the Sequence Listing)
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[Figure 96]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGA
GATCCAGCTGCAGGAATCTGGCCCTGGCCTCGTGAAGCCTAGCCAGACCCTGAGCCTGA
CCTGTACCGTGTCCGGCTACACCATCACCAGCGGCTACGACTGGTCCTGGATCAGACAG
CCTCCTGGCAAGGGCCTGGAATGGATCGGCTACATGAGCTACCGGGGCAGCACCAACTA
CAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCCGGGACACCAGCAARGAACCAGTTCT
CCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCCCTGACC
CGGACCTACTGGTACAACTACTACTACGTGCTGGACGCCTGGGGCCAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGC
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACARAACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAARACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACRAAAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCALAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCAAA

(SEQ ID NO: 87 of the Sequence Listing)
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[Figure 97]

MKHLWFFLLLVAAPRWVLSEIQLQESGPGLVKPSQTLSLTCTVSGYTITSGYDWSWIRO
PPGKGLEWIGYMSYRGSTNYNPSLKSRVTISRDTSKNQFSLKLSSVTAADTAVYYCALT
RTYWYNYYYVLDAWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 88 of the Sequence Listing)



42/158

[Figure 98]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGA
GATCCAGCTGCAGGAATCTGGCCCTGGCCTCGTGAAGCCTAGCCAGACCCTGAGCCTGA
CCTGTACCGTGTCCGGCTACACCATCACCAGCGGCTACGACTGGTCCTGGATCAGACAG
CCTCCTGGCAAGGGCCTGGAATGGATCGCCTACATGAGCTACCGGGGCAGCACCAACTA
CAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCCGGGACACCAGCAAGAACCAGTTCT
CCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCCCTGACC
CGGACCTACTGGTACAACTACTACTACGTGCTGGACGCCTGGGGCCAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGL
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACAARACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGRAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAL
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGL
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAARAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARA

(SEQ ID NO: 89 of the Sequence Listing)
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[Figure 99]

MKHLWFFLLLVAAPRWVLSEIQLOESGPGLVKPSQTLSLTCTVSGYTITSGYDWSWIRQ
PPGKGLEWIAYMSYRGSTNYNPSLKSRVTISRDTSKNQFSLKLSSVTAADTAVYYCALT
RTYWYNYYYVLDAWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 90 of the Sequence Listing)
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[Figure 100]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGA
GATCCAGCTGCAGGAATCTGGCCCTGGCCTCGTGRAAGCCTAGCCAGACCCTGAGCCTGA
CCTGTACCGTGTCCGGCTACACCATCACCAGCGGCTACGACTGGTCCTGGATCAGARAG
CCCCCTGGCAACAAGATGGAATGGATCGCCTACATGAGCTACCGGGGCAGCACCAACTA
CAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCCGGGACACCAGCARGAACCAGTTCT
CCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCCCTGACC
CGGACCTACTGGTACAACTACTACTACGTGCTGGACGCCTGGGGCCAGGGCACACTCGT
GACCGTCAGCTCAGCCTCCACCAAGGGCCCARGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGARA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGL
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCARCGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACARAACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCC
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCARAGACAARA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGL
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARA

(SEQ ID NO: 91 of the Sequence Listing)
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[Figure 101]

MKHLWEFFLLLVAAPRWVLSEIQLOESGPGLVKPSQTLSLTCTVSGYTITSGYDWSWIRK
PPGNKMEWIAYMSYRGSTNYNPSLKSRVTISRDTSKNQFSLKLSSVTAADTAVYYCALT
RTYWYNYYYVLDAWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVEFLFPPKPKDTIMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 92 of the Sequence Listing)
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[Figure 102]
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[Figure 104]
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[Figure 105]
MYKDCIESTGDYFLPCDSEGPWGIVLEK (BIOTIN) —NH>

(SEQ ID NO: 93 of the Sequence Listing)

[Figure 106]
5"-CTCTTCGCTATTACGCCAGCTGGCGA-3"

(SEQ ID NO: 94 of the Sequence Listing)

[Figure 107]
5'-ATAACAATTTCACACAGGAAACAGCTATGA-3"

(SEQ ID NO: 95 of the Sequence Listing)

[Figure 108]
CAGGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCAGTGAAGGT
CTCCTGCAAGGCTTCTGGATACACCTTCACCGGCTACTATATGCACTGGGTGCGACAGG
CCCCTGGACAAGGGCTTGAGTGGATGGGACGGATCAACCCTAACAGTGGTGGCACARAC
TATGCACAGAAGTTTCAGGGCAGGGTCACCATGACCAGGGACACGTCCATCAGCACAGC
CTACATGGCAGCTGAGCAGGCTGAGATCTGACGACACGGCCGTGTATTACTGTGCGAGTG
GGAAGAGTAACTACCCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA

(SEQ ID NO: 926 of the Sequence Listing)
[Figure 10¢]
QVQLVQSGAEVKKPGASVKVSCKASGYTFTGY YMHWVROAPGOGLEWMGRINPNSGGTN

YAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCASGKSNYPWGQGTLVTVSS

(SEQ ID NO: 97 of the Sequence Listing)
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[Figure 110]
CAGCCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCAT
CTCTTGTTCTGGAAGCAACTCCAACATCGGCAGTAGAACTGTGAATTGGTACCAGCACC
TCCCAGGAACGGCCCCCAGACTCCTCATCTATGGTAATAATCAGTGGCCCTCAGGGGTC
CCTGACCGATTCTCTGGCTCTAAGTCTGGCTCCTCAGCCTCCCTGGCCATCAGTGGGCT
CCGGTCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAGTGGTG
TGGTATTCGGCGGAGGGACCAAGCTGACCGTCCTA

{SEQ ID NO: 98 of the Sequence Listing)

[Figure 111]
QPVLTQPPSASGTPGQORVTISCSGSNSNIGSRTVNWYQHLPGTAPRLLIYGNNQWPSGV
PDRFSGSKSGSSASLAISGLRSEDEADYYCAAWDDSLSGVVFEGGGTKLTVL

(SEQ ID NO: 99 of the Sequence Listing)

[Figure 112]
CAGGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGT CCTCGGTGAAGGT
CTCCTGCAAGGCTTCTGGAGGCACCTTCAGCAGGTATGCTATCAGCTGGGTGCGACAGG
CCCCTGGACAAGGGCTTGAGTGGATGGGAGGGATCATCCCTATCTTTGGAACAGCAAAC
TACGCACAGAAGTTCCAGGGCAGAGTCACAATTACCGCGGACCAATCCACGAGAACAGC
CTACATGGACCTGGGCAGACTGAGATCTGAGGACACGGCCGTGTATTATTGTGCTCTCG
AGGGATTCAGGGACTCATTAAAACGAAATCCTTTTGATATCTGGGGCCAAGGGACAATG
GTCACCGTCTCTTCA

(SEQ ID NO: 100 of the Sequence Listing)
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[Figure 113]
QVQLVQOSGAEVKKPGSSVKVSCKASGGTFSRYAISWVRQAPGQGLEWMGGIIPIFGTAN
YAQKFQGRVTITADQSTRTAYMDLGRLRSEDTAVYYCALEGFRDSLKRNPFDIWGQGTM
VTVSS

(SEQ ID NO: 101 of the Sequence Listing)

[Figure 114]
CAGTCTGTCGTGACGCAGCCGCCCTCAGTGTCTGCGGCCCCAGGACAGAAGGTC CACCAT
CTCCTGCTCTGGAGGCACCACCAACATTGGGAGTAATTATGTATCCTGGTATCAGCAGC
TCCCAGGAACAGCCCCCAAATTCCTCATGTATGAARAATAATAAGCGACCCTCAGGCATT
CCTGACCGATTCTCTGGCTCCAAGTCTGGCACGTCAGCCACCCTGGCCATCACCGGACT
CCAGACTGGGGACGAGGCCACTTATTACTGCTCAACATGGGATAGCAGCCTGAATACTG
GGCTATTCGGCGGAGGGACCAAGCTGACCGTCCTA

(SEQ ID NO: 102 of the Sequence Listing)
[Figure 115]
QSVVTQPPSVSAAPGOKVTISCSGGTTNIGSNYVSWYQQLPGTAPKFLMYENNKRPSGI

PDRFSGSKSGTSATLAITGLOQTGDEATYYCSTWDSSLNTGLFGGGTKLTVL

(SEQ ID NO: 103 of the Sequence Listing)
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[Figure 116]
GAGGTGCAGCTGGTGGAGTCCGGGGGAGGCGTGGTCCAGCCTGGGAGGTCCCTGAGACT
CTCCTGTGCAGCCTCTGGATTCACCTTTAGGAACTATGCCATGAGCTGGGTCCGCCAGG
CTCCAGGGRAGGGGCTGGAGTGGGTCTCAGGTATTAGTGGTACTGGTGGTAGCACATAC
TACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGGACACACT
ATATCTGCAATTGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGARAT
CCCGTAGTATGAGTATCAACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACC
GTCTCCTCA

{(SEQ ID NO: 104 of the Sequence Listing)

[Figure 117]
EVQLVESGGGVVQPGRSLRLSCAASGEFTFRNYAMSWVRQAPGKGLEWVSGISGTGGSTY
YADSVKGRFTISRDNSKDTLYLQILNSLRAEDTAVYYCAKSRSMSINYGMDVWGQGTTVT
VSS

(SEQ ID NO: 105 of the Sequence Listing)

[Figure 118]
TCCTATGAGCTGACTCAGCCACCCTCAGTGTCCGTGTCCCCAGGACAGACAGTCAGCAT
CACCTGCTCTGGAGATAATTTGGGTGATAGATATGCCTCCTGGTATCAGCAGAAGCCAG
GCCAGTCCCCTGTGCAGGTCATCTATCAAGATACCAAGCGGCCCTCAGGGATCCCTGAG
CGATTCTCTGGCTCCAACTCTGGGAACACAGCCACTCTGACCATCAGCGGGACCCAGGC
TATGGATGAGGCTGACTATTACTGTCAGGCGTGGGACAGCAACACTGTGGTATTCGGCG
GAGGGACCAAGCTGACCGTCCTA

(SEQ ID NO: 106 of the Sequence Listing)
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[Figure 119]
SYELTQPPSVSVSPGQTVSITCSGDNLGDRYASWYQQKPGQSPVQVIYQODTKRPSGIPE
REFSGSNSGNTATLTISGTQAMDEADYYCQAWDSNTVVEFGGGTKLTVL

(SEQ ID NO: 107 of the Sequence Listing)

[Figure 120]
CAGGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCAGTGAAGGT
CTCCTGCAAGGCTTCTGGATACACCTTCACCGGCTACTATATGCACTGGGTGCGACAGG
CCCCTGGACAAGGGCTTGAGTGGATGGGACGGATCAACCCTAACAGTGGTGGCACARAAC
TATGCACAGAAGTTTCAGGGCAGGGTCACCATGACCAGGGACACGTCCATCAGCACAGC
CTACATGGAGCTGAGCGGGCTGAGATCTGACGACACGGCCGTTTATTACTGTGCGAGTG
GTAGTGTAAGGCATCCCTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCA

(SEQ ID NO: 108 of the Sequence Listing)
[Figure 121]
QVQLVQOSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGRINPNSGGTN

YAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAVYYCASGSVRHPWGQGTLVTVSS

(SEQ ID NO: 109 of the Sequence Listing)
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[Figure 122]
CAGCCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCAT
CTCTTGTTCTGGAAGCAGGTCCAACATCGGAGGTAATATTGTAAGTTGGTACCAGCAGT
TCCCAGGAACGGCCCCCAGACTCCTCACTTATGCTGATAATCAGCGGCCCTCAGGGGTC
CCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGCCT
CCAGTCTGAGGATGAGGCTGACTATTATTGTGCAGCATGGGATGACAGCCTGAATGGTG
TTGTGTTCGGAGGAGGCACCAAGCTGACCGTCCTA

(SEQ ID NO: 110 of the Sequence Listing)

[Figure 123]

QPVLTQPPSASGTPGQRVTISCSGSRSNIGGNIVSWYQQFPGTAPRLLTYADNQRPSGV

PDRFSGSKSGTSASLAISGLOSEDEADYYCAAWDDSLNGVVFEGGGTKLTVL

(SEQ ID NO: 135 of the Sequence Listing)

[Figure 124]

GYTEFTGYY

(SEQ ID NO: 111 of the Sequence Listing)

[Figure 125]

INPNSGGT

(SEQ ID NO: 112 of the Sequence Listing)

[Figure 126]

ASGKSNYP

(SEQ ID NO: 113 of the Sequence Listing)



[Figure 127]
NSNIGSRT

(SEQ ID NO: 114

[Figure 128]

GNN

(SEQ ID NO: 115

[Figure 129]

AAWDDSLSGVV

(SEQ ID NO: 116

[Figure 130]

GGTFSRYA

(SEQ ID NO: 117

[Figure 131]

ITPIFGTA

(SEQ ID NO: 118

[Figure 132]

ALEGFRDSLKRNPEDI

(SEQ ID NO: 119
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[Figure 133]
TTNIGSNY

(SEQ ID NO: 120

[Figure 134]

ENN

(SEQ ID NO: 121

[Figure 135]

STWDSSLNTGL

(SEQ ID NO: 122

[Figure 136]

GEFTEFRNYA

(SEQ ID NO: 123

[Figure 137]

ISGTGGST

(SEQ ID NO: 124

[Figure 138]

AKSRSMSINYGMDV

(SEQ ID NO: 125
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[Figure 139]
NLGDRY

(SEQ ID NO: 126

[Figure 140]

QDT

(SEQ ID NO: 127

[Figure 141]

QAWDSNTVV

(SEQ ID NO: 128

[Figure 142]

GYTFTGYY

(SEQ ID NO: 128

[Figure 143]

INPNSGGT

(SEQ ID NO: 130

[Figure 144)

ASGSVRHP

(SEQ ID NO: 131
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[Figure 145}
RSNIGGNI

(SEQ ID NO: 132 of the Sequence Listing)

[Figure 146]

ADN

(SEQ ID NO: 133 of the Sequence Listing)

[Figure 147]

AAWDDSLNGVV

(SEQ ID NO: 134 of the Sequence Listing)
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[Figure 148]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCAGTGAAGGTCT
CCTGCAAGGCTTCTGGATACACCTTCACCGGCTACTATATGCACTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGATGGGACGGATCAACCCTAACAGTGGTGGCACRAACTA
TGCACAGAAGTTTCAGGGCAGGGTCACCATGACCAGGGACACGTCCATCAGCACAGCCT
ACATGGAGCTGAGCAGGCTGAGATCTGACGACACGGCCGTGTATTACTGTGCGAGTGGG
AAGAGTAACTACCCCTGGGGCCAGGGAACCCTGGTCACCGTCAGCTCAGCCTCCACCAL
GGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGCGGCACAGCCG
CCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGAGCTGGARACTCA
GGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGCTGTCCTGCAGTCCTCAGGACTCTA
CTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCT
GCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCT
TGTGACAAAACTCACACATGCCCACCCTGCCCAGCACCTGAACTCCTGGGGGGACCCTC
AGTCTTCCTCTTCCCCCCARAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGG
TCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTAC
GTGGACGGCGTGGAGGTGCATARATGCCAAGACARAAGCCCCGGGAGGAGCAGTACAACAG
CACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCARAGG
AGTACAAGTGCAAGGTCTCCAACARAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCC
AAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGA
GATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACA
TCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAGAACARCTACAAGACCACCCCTCCC
GTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACRAGAGCAG
GTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACT
ACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARA

(SEQ ID NO: 136 of the Sequence Listing)



59/158

[Figure 149]

ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CCAGCCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCA
TCTCTTGTTCTGGAAGCAACTCCAACATCGGCAGTAGAACTGTGAATTGGTACCAGCAC
CTCCCAGGAACGGCCCCCAGACTCCTCATCTATGGTAATAATCAGTGGCCCTCAGGGGT
CCCTGACCGATTCTCTGGCTCTAAGTCTGGCTCCTCAGCCTCCCTGGCCATCAGTGGGC
TCCGGTCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAGTGGT
GTGGTATTCGGCGGAGGGACCAAGTTAACTGTGCTTGGCCAGCCTAAGGCTGCCCCTAG
CGTGACCCTGTTCCCTCCTTCCAGCGAGGAGCTTCAAGCTAACAAGGCCACCCTGGTGT
GTCTTATCTCTGACTTCTACCCTGGCGCTGTGACCGTGGCCTGGAAGGCTGACAGCTCC
CCTGTGAAGGCCGGAGTGGAGACCACCACACCTAGCAAGCAGTCTAACAACAAGTACGC
TGCCAGCTCCTACCTGAGCCTTACCCCTGAGCAGTGGAAGTCTCACAGAAGCTACTCCT
GTCAAGTGACCCACGAGGGCAGCACCGTGGAGAAGACCGTGGCTCCTACCGAGTGTTCC

(SEQ ID NO: 137 of the Sequence Listing)
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[Figure 150]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGTCCTCGGTGARAGGTCT
CCTGCAAGGCTTCTGGAGGCACCTTCAGCAGGTATGCTATCAGCTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGATGGGAGGGATCATCCCTATCTTTGGAACAGCAARCTA
CGCACAGAAGTTCCAGGGCAGAGTCACAATTACCGCGGACCAATCCACGAGAACAGCCT
ACATGGACCTGGGCAGACTGAGATCTGAGGACACGGCCGTGTATTATTGTGCTCTCGAG
GGATTCAGGGACTCATTAAAACGARATCCTTTTGATATCTGGGGCCAAGGGACAATGGT
CACCGTCAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCA
AGAGCACCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAA
CCCGTGACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGE
TGTCCTGCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCA
GCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTG
GACAAGAGAGTTGAGCCCAAATCTTGTGACARAACTCACACATGCCCACCCTGCCCAGC
ACCTGAACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAARAACCCAAGGACACCT
TCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGAC
CCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAA
GCCCCGGGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGC
ACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAANGCCCTCCCA
GCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACCAAGRAACCAGGTCAGCCTGACCTGCCTGG
TCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAG
AACAACTACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAG
CAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGA
TGCATGAGGCTCTGCACAACCACTACACCCAGARAGAGCCTCTCCCTGTCTCCCGGCAAL

(SEQ ID NO: 138 of the Sequence Listing)



61/158

[Figure 151]

ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CCAGTCTGTCGTGACGCAGCCGCCCTCAGTGTCTGCGGCCCCAGGACAGAAGGTCACCA
TCTCCTGCTCTGGAGGCACCACCAACATTGGGAGTAATTATGTATCCTGGTATCAGCAG
CTCCCAGGAACAGCCCCCAAATTCCTCATGTATGAAAATAATAAGCGACCCTCAGGCAT
TCCTGACCGATTCTCTGGCTCCAAGTCTGGCACGTCAGCCACCCTGGCCATCACCGGAC
TCCAGACTGGGGACGAGGCCACTTATTACTGCTCAACATGGGATAGCAGCCTGAATACT
GGGCTATTCGGCGGAGGGACCAAGTTAACTGTGCTTGGCCAGCCTAAGGCTGCCCCTAG
CGTGACCCTGTTCCCTCCTTCCAGCGAGGAGCTTCAAGCTAACAAGGCCACCCTGGTGT
GTCTTATCTCTGACTTCTACCCTGGCGCTGTGACCGTGGCCTGGAAGGCTGACAGCTCC
CCTGTGAAGGCCGGAGTGGAGACCACCACACCTAGCAAGCAGTCTAACAACAAGTACGC
TGCCAGCTCCTACCTGAGCCTTACCCCTGAGCAGTGGAAGTCTCACAGAAGCTACTCCT
GTCAAGTGACCCACGAGGGCAGCACCGTGGAGAAGACCGTGGCTCCTACCGAGTGTTCC

(SEQ ID NO: 139 of the Sequence Listing)
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[Figure 152]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGA
GGTGCAGCTGGTGGAGTCCGGGGGAGGCGTGGTCCAGCCTGGGAGGTCCCTGAGACTCT
CCTGTGCAGCCTCTGGATTCACCTTTAGGAACTATGCCATGAGCTGGGTCCGCCAGGLT
CCAGGGAAGGGGCTGGAGTGGGTCTCAGGTATTAGTGGTACTGGTGGTAGCACATACTA
CGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCARGGACACACTAT
ATCTGCAATTGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGARATCC
CGTAGTATGAGTATCAACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGT
CAGCTCAGCCTCCACCAAGGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCAAGAGCA
CCTCTGGCGGCACAGCCGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTG
ACCGTGAGCTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGCTGTCCT
GCAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGG
GCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACRAAG
AGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCCTGCCCAGCACCTGA
ACTCCTGGGGGGACCCTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGA
TCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAG
GTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCCCG
GGAGGAGCAGTACAACAGCACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGCACCAGG
ACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCC
ATCGAGAAAACCATCTCCAAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTACACCCT
GCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAG
GCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAGAACAAC
TACAAGACCACCCCTCCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCT
CACCGTGGACAAGAGCAGGTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGATGCATG
AGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARARA

(SEQ ID NO: 140 of the Sequence Listing)
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[Figure 153]
ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CTCCTATGAGCTGACTCAGCCACCCTCAGTGTCCGTGTCCCCAGGACAGACAGTCAGCA
TCACCTGCTCTGGAGATAATTTGGGTGATAGATATGCCTCCTGGTATCAGCAGARAGCCA
GGCCAGTCCCCTGTGCAGGTCATCTATCAAGATACCAAGCGGCCCTCAGGGATCCCTGA
GCGATTCTCTGGCTCCAACTCTGGGAACACAGCCACTCTGACCATCAGCGGGACCCAGE
CTATGGATGAGGCTGACTATTACTGTCAGGCGTGGGACAGCAACALTGTGGTATTCGGC
GGAGGGACCAAGTTAACTGTGCTTGGCCAGCCTAAGGCTGCCCCTAGCGTGACCCTGTT
CCCTCCTTCCAGCGAGGAGCTTCAAGCTAACAAGGCCACCCTGGTGTGTCTTATCTCTG
ACTTCTACCCTGGCGCTGTGACCGTGGCCTGGAAGGCTGACAGCTCCCCTGTGAAGGCC
GGAGTGGAGACCACCACACCTAGCAAGCAGTCTAACAACAAGTACGCTGCCAGCTCCTA
CCTGAGCCTTACCCCTGAGCAGTGGAAGTCTCACAGAAGCTACTCCTGTCAAGTGACCC
ACGAGGGCAGCACCGTGGAGAAGACCGTGGCTCCTACCGAGTGTTCC

{SEQ ID NO: 141 of the Seguence Listing)
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[Figure 154]
ATGARACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCCA
GGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCAGTGAAGGTCT
CCTGCAAGGCTTCTGGATACACCTTCACCGGCTACTATATGCACTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGATGGGACGGATCAACCCTRACAGTGGTGGCACARACTA
TGCACAGAAGTTTCAGGGCAGGGTCACCATGACCAGGGACACGTCCATCAGCACAGCCT
ACATGGAGCTGAGCGGGCTGAGATCTGACGACACGGCCGTTTATTACTGTGCGAGTGGT
AGTGTAAGGCATCCCTGGGGCCAGGGAACCCTGGTCACCGTCAGCTCAGCCTCCACCAR
GGGCCCAAGCGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGCGGCACAGCCG
CCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGAGCTGGAACTCA
GGCGCCCTGACCAGCGGCGTGCACACCTTCCCCGCTGTCCTGCAGTCCTCAGGACTCTA
CTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCT
GCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCARATCT
TGTGACAAAACTCACACATGCCCACCCTGCCCAGCACCTGRACTCCTGGGGGGACCCTC
AGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGG
TCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTAC
GTGGACGGCGTGGAGGTGCATAATGCCAAGACARAAGCCCCGGGAGGAGCAGTACAACAG
CACGTACCGGGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGG
AGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGARAACCATCTCC
AAAGCCAAAGGCCAGCCCCGGGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGA
GATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACA
TCGCCGTGGAGTGGGAGAGCAATGGCCAGCCCGAGAACRAACTACAAGACCACCCCTCCC
GTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAG
GTGGCAGCAGGGCAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACT
ACACCCAGAAGAGCCTCTCCCTGTCTCCCGGCARA

(SEQ ID NO: 142 of the Sequence Listing)
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[Figure 155]

ATGGTGCTGCAGACCCAGGTGTTCATCTCCCTGCTGCTGTGGATCTCCGGCGCGTACGG
CCAGCCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCA
TCTCTTGTTCTGGAAGCAGGTCCAACATCGGAGGTAATATTGTAAGTTGGTACCAGCAG
TTCCCAGGAACGGCCCCCAGACTCCTCACTTATGCTGATAATCAGCGGCCCTCAGGGGT
CCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGCC
TCCAGTCTGAGGATGAGGCTGACTATTATTGTGCAGCATGGGATGACAGCCTGAATGGT
GTTGTGTTCGGAGGAGGCACCAAGTTAACTGTGCTTGGCCAGCCTAAGGCTGCCCCTAG
CGTGACCCTGTTCCCTCCTTCCAGCGAGGAGCTTCAAGCTAACAAGGCCACCCTGGTGT
GTCTTATCTCTGACTTCTACCCTGGCGCTGTGACCGTGGCCTGGAAGGCTGACAGCTCC
CCTGTGAAGGCCGGAGTGGAGACCACCACACCTAGCAAGCAGTCTAACAACAAGTACGC
TGCCAGCTCCTACCTGAGCCTTACCCCTGAGCAGTGGAAGTCTCACAGAAGCTACTCCT
GTCAAGTGACCCACGAGGGCAGCACCGTGGAGAAGACCGTGGCTCCTACCGAGTGTTCC

(SEQ ID NO: 143 of the Sequence Listing)

[Figure 156]
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQA
PGOQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCASG
KSNYPWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNS
GALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWY
VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 144 of the Sequence Listing)



66/158

[Figure 157]

MVLOTQVEISLLLWISGAYGQPVLTQPPSASGTPGQRVTISCSGSNSNIGSRTVNWYQH
LPGTAPRLLIYGNNQWPSGVPDRFSGSKSGSSASLATSGLRSEDEADYYCAAWDDSLSG
VVFGGGTKLTVLGOQPKAAPSVTLEFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSS
PVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

(SEQ ID NO: 145 of the Sequence Listing)

[Figure 158]

MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGSSVKVSCKASGGTEFSRYAISWVRQOA
PGOGLEWMGGIIPIFGTANYAQKFQGRVTITADQSTRTAYMDLGRLRSEDTAVYYCALE
GFRDSLKRNPFDIWGQGTMVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHED
PEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 146 of the Sequence Listing)

[Figure 159]

MVLOTOVFISLLLWISGAYGQSVVTQPPSVSAAPGQKVTISCSGGTTNIGSNYVSWYQQ
LPGTAPKFLMYENNKRPSGIPDRFSGSKSGTSATLAITGLQTGDEATYYCSTWDSSLNT
GLFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSS
PVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

(SEQ ID NO: 147 of the Sequence Listing)
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[Figure 160]
MKHLWFFLLLVAAPRWVLSEVQLVESGGGVVQPGRSLRLSCAASGFTFRNYAMSWVRQA
PGKGLEWVSGISGTGGSTYYADSVKGRFTISRDNSKDTLYLQLNSLRAEDTAVYYCAKS
RSMSINYGMDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDK
RVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPE
VKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 148 of the Sequence Listing)

[Figure 161]
MVLQTQVFISLLLWISGAYGSYELTQPPSVSVSPGQTVSITCSGDNLGDRYASWYQQKP
GQSPVQVIYQDTKRPSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWDSNTVVEG
GGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDEFYPGAVTVAWKADSSPVKA
GVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

(SEQ ID NO: 149 of the Sequence Listing)

[Figure 162]
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQA
PGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAVYYCASG
SVRHPWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNS
GALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWY
VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 150 of the Sequence Listing)
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[Figure 163]

MVLOTQVEFISLLILWISGAYGQPVLTQPPSASGTPGQRVTISCSGSRSNIGGNIVSWYQQ
FPGTAPRLLTYADNQRPSGVPDRESGSKSGTSASLATISGLQSEDEADYYCAAWDDSLNG
VVEFGGGTKLTVLGQPKAAPSVTLEFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSS
PVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

{SEQ ID NO: 151 of the Sequence Listing)
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[Figure 167]
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[Figure 168]

GAGGTGCAGTTGGTGGAGTCTGGGGGAGGCCTGGTGCAGCCTGGAAGGGCCCTGAAACT
CTCCTGTGTAGTCTCTGGAGTCACATTCAATTACTACGGGATGAGCTGGATCCGCCAGG
CTCCAGGGAAGGGGCTGGAGTGGGTTGCATCCATTACTAATTCTGGTGGTAGAATTTAC
TATCCAGACTCTGTGAAGGGCCGATTCACTATCTCCAGAGAARARTACACAAAAGACCCT
ATACCTACARATGAACAGTCTGAGGTCTGAGGACACGGCCACTTATTACTGTACTCTCG
ATGGTCGCGATGGTTGGGTTGCTTACTGGGGCCAAGGCACTCTGGTCACTGTCTCTTCA

{SEQ ID NO: 152 of the Sequence Listing)
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[Figure 169]
CAGTTTGTGCTTACTCAGCCAAACTCTGTGTCTACGAATCTCGGAACCACAGTCGAACT
GTCTTGCAAGCGCAACACTGGGAACATTGGAAGCAATTATGTGRAACTGGTACCAGCAGC
ATGAGGGAAGATCTCCCACCACTATTATTTATAGGGATGATAAGAGACCAGATGGAGTT
TCTGACAGGTTCTCTGGGTCCATTGACAGATCTTCCAAGTCAGCCCTCCTGACAATCAR
TAATGTGCAGACTGAAGATGAAGCTGACTACTTCTGTCAGTCTTACAGTAGTGGTTTTA
TTTTCGGCGGTGGAACCAAGCTCACTGTCCTA

(SEQ ID NO: 153 of the Sequence Listing)

[Figure 170]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGA
GGTGCAGTTGGTGGAGTCTGGGGGAGGCCTGGTGCAGCCTGGAAGGGCCCTGRAAACTCT
CCTGTGTAGTCTCTGGAGTCACATTCAATTACTACGGGATGAGCTGGATCCGCCAGGLCT
CCAGGGAAGGGGCTGGAGTGGGTTGCATCCATTACTAATTCTGGTGGTAGAATTTACTA
TCCAGACTCTGTGAAGGGCCGATTCACTATCTCCAGAGAAAATACACARAAGACCCTAT
ACCTACAAATGAACAGTCTGAGGTCTGAGGACACGGCCACTTATTACTGTACTCTCGAT
GGTCGCGATGGTTGGGTTGCTTACTGGGGCCAAGGCACTCTGGTCACTGTCTCTTCAGG
TGGAGGCGGTTCAGGCGGAGGTGGCAGCGGCGGTGGCGGGAGTCAGTTTGTGCTTACTC
AGCCAAACTCTGTGTCTACGAATCTCGGAACCACAGTCGAACTGTCTTGCAAGCGCRAAC
ACTGGGAACATTGGAAGCAATTATGTGAACTGGTACCAGCAGCATGAGGGARAGATCTCC
CACCACTATTATTTATAGGGATGATAAGAGACCAGATGGAGTTTCTGACAGGTTCTCTG
GGTCCATTGACAGATCTTCCAAGTCAGCCCTCCTGACAATCRAATAATGTGCAGACTGAA
GATGAAGCTGACTACTTCTGTCAGTCTTACAGTAGTGGTTTTATTTTCGGCGGTGGRAC
CAAGCTCACTGTCCTAGGCGCGTCTGCGGCCGCAGGATCCGGTGGTGATTACARAGATG
ATGACGATAAAGGTGCAGCGGCGCATCACCATCATCACCAC

{SEQ ID NO: 154 of the Sequence Listing)
[Figure 171]
EVOLVESGGGLVQPGGSLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITNSGGRIY

YPDSVKGREFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVSS

(SEQ ID NO: 155 of the Sequence Listing)



73/168

[Figure 172]
NFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGSSPTTIIYRDDKRPDGV
SDREFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGGGTKLTVL

(SEQ ID NO: 156 of the Sequence Listing)

[Figure 173]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
AGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGGTGCAGCCTGGGGGGAGCCTGAGALC
TGAGTTGTGCCGCCTCTGGGGTGACATTTAACTACTATGGCATGTCTTGGATCCGCCAG
GCACCTGGAAAGGGCCTGGAGTGGGTGGCCAGCATCACTAATTCCGGCGGGCGAATCTA
CTATCCCGACAGCGTCAAGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAAAACTC
TGTACCTGCAGATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTG
GACGGCAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCTC
CGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAAACTTTATGCTGA
CCCAGCCCCACAGTGTGTCAGAGAGCCCTGGCAAGACTGTCACCATCTCTTGTAARAGG
AACACCGGARATATTGGCAGTAACTACGTGAATTGGTATCAGCAGCATGAAGGGTCTAG
TCCAACCACBRATCATCTACCGGGACGATAAGAGACCCGACGGGGTGTCCGATCGATTCT
CCGGATCTATCGACCGGTCAAGCAAGAGTGCTTCACTGACCATTAGCAATCTGAAAACA
GAGGACGAAGCAGATTACTTTTGCCAGTCCTATTCCTCTGGCTTCATCTTTGGAGGCGG
GACTAAACTGACCGTGCTGGGCGCGGCCGCAGGTGCAGGTGGTGATTACAAAGATGATG
ACGATAAAGGTGCAGCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 157 of the Sequence Listing)



74/158

[Figure 174]
QAVLTQPSSVSGVPGQRVTISCKRNTGNIGSNYVNWYQQLPGTAPKLLIYRDDKRPSGV
PDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGTKLTVL

(SEQ ID NO: 158 of the Sequence Listing)

[Figure 175]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
AGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGGTGCAGCCTGGGGGGAGCCTGAGAC
TGAGTTGTGCCGCCTCTGGGGTGACATTTAACTACTATGGCATGTCTTGGATCCGCCAG
GCACCTGGAAAGGGCCTGGAGTGGGTGGCCAGCATCACTAATTCCGGCGGGCGAATCTA
CTATCCCGACAGCGTCAAGGGCAGGTTCACAATTTCCCGCGAGARCACACAGAARAACTC
TGTACCTGCAGATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTG
GACGGCAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCTC
CGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGCGAGGCGGGTCAATGGCCCAGGCTG
TGCTCACTCAGCCGTCCTCTGTTTCTGGCGTACCTGGCCAACGGGTGACCATTAGCTGT
AAAAGGAATACCGGGAATATCGGGTCTAACTACGTGAACTGGTATCAGCAGCTTCCAGG
GACAGCTCCCAAGTTGCTGATCTATCGCGACGACAAAAGACCCTCAGGGGTCCCTGACC
GATTTAGTGGCAGCAARAGCGGTACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCC
GAAGATGAGGCAGACTACTATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGG
AACTAAGCTGACAGTGCTGGGCGCGGCCGCAGGTGCAGGTGGTGATTACARAGATGATG
ACGATAAAGGTGCAGCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 159 of the Sequence Listing)



75/158

[Figure 176]
NFMLTQPSSVSGVPGQRVTISCTGNTGNIGSNYVNWYQOQLPGTAPKLLIYRDDKRPSGV
PDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGTKLTVL

(SEQ ID NO: 160 of the Sequence Listing)

[Figure 177]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
AGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGGTGCAGCCTGGGGGGAGCCTGAGAC
TGAGTTGTGCCGCCTCTGGGGTGACATTTAACTACTATGGCATGTCTTGGATCCGCCAG
GCACCTGGAAAGGGCCTGGAGTGGGTGGCCAGCATCACTAATTCCGGCGGGCGAATCTA
CTATCCCGACAGCGTCAAGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAARAACTC
TGTACCTGCAGATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTG
GACGGCAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCTC
CGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAAACTTTATGCTCA
CTCAGCCGTCCTCTGTTTCTGGCGTACCTGGCCAACGGGTGACCATTAGCTGTACGGGT
AATACCGGGAATATCGGGTCTAACTACGTGAACTGGTATCAGCAGCTTCCAGGGACAGC
TCCCAAGTTGCTGATCTATCGCGACGACAARAGACCCTCAGGGGTCCCTGACCGATTTA
GTGGCAGCAARAGCGGTACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCCGAAGAT
GAGGCAGACTACTATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGGAACTAA
GCTGACAGTGTTGGGTGCGGCCGCAGGTGCAGGTGGTGATTACAAAGATCGATGACGATA
AAGGTGCAGCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 161 of the Sequence Listing)



76/158

[Figure 178]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGARACCAGGCGCCAGCGTGAAGG
TGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGGGTGCGCCAG
GCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAGCGGCGGCACCAA
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACACCAGCATCAGCACCG
CCTACATGGAACTGAGCCGGCTGAGAAGCGACGACACCGCCGTGTACTACTGCGCCAGC
GGCAAGAGCAACTACCCTTGGGGCCAGGGCACACTCGTGACCGTGTCTAGCGGAGGCGG
AGGATCTGGCGGCGGAGGAAGTGGCGGAGGGGGATCTCAGCCTGTGCTGACACAGCCTC
CTAGCGCCTCTGGCACACCTGGCCAGAGAGTGACAATCAGCTGCAGCGGCAGCAACAGC
AACATCGGCAGCCGGACCGTGAACTGGTATCAGCATCTGCCTGGCACCGCCCCCAGACT
GCTGATCTACGGCAACAACCAGTGGCCCAGCGGCGTGCCCGATAGATTCAGCGGCTCTA
AGAGCGGCAGCTCCGCCAGCCTGGCCATCTCTGGACTGAGATCCGAGGACGAGGCCGAC
TACTACTGTGCCGCCTGGGACGATAGCCTGAGCGGCGTGGTGTTTGGCGGAGGCACCAA
GCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCC
TGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAAC
TACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTGGGTGGCCAG
CATCACTAATTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACAA
TTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAA
GATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGGTCGCCTATTGGGG
GCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTG
GGGGAGGCGGGTCAAACTTTATGCTGACCCAGCCCCACAGTGTGTCAGAGAGCCCTGGC
AAGACTGTCACCATCTCTTGTAAAAGGAACACCGGARATATTGGCAGTAACTACGTGAA
TTGGTATCAGCAGCATGAAGGGTCTAGTCCAACCACAATCATCTACCGGGACGATAAGA
GACCCGACGGGGTGTCCGATCGATTCTCCGGATCTATCGACCGGTCAAGCAAGAGTGCT
TCACTGACCATTAGCAATCTGAARRACAGAGGACGAAGCAGATTACTTTTGCCAGTCCTA
TTCCTCTGGCTTCATCTTTGGAGGCGGGACTAAACTGACCGTGCTGGGCGCGGCCGCAG
GTGCAGGTGGTGATTACAAAGATGATGACGATAAAGGTGCAGCGGCGCATCACCATCAT
CACCAC

(SEQ ID NO: 162 of the Sequence Listing)



77/158

[Figure 179]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGARAGAAACCCGGCAGCAGCGTGAAGG
TGTCCTGCAAGGCTAGCGGCGGCACCTTCAGCAGATACGCCATCTCTTGGGTGCGCCAG
GCCCCTGGACAGGGCCTGGAATGGATGGGCGGCATCATCCCCATCTTCGGCACCGCCAA
CTACGCCCAGARATTCCAGGGCAGAGTGACCATCACCGCCGACCAGAGCACCCGGACCG
CCTATATGGATCTGGGCCGGCTGAGAAGCGAGGACACCGCCGTGTACTACTGCGCCCTG
GAAGGCTTCCGGGACAGCCTGAAGAGARAACCCCTTCGACATCTGGGGCCAGGGCACAAT
GGTCACCGTGTCTAGCGGAGGCGGAGGATCTGGCGGCGGAGGAAGTGGCGGAGGGGGAT
CTCAGTCTGTCGTGACCCAGCCTCCTAGCGTGTCAGCCGCCCCAGGCCAGAAAGTGACA
ATCAGCTGTTCTGGCGGCACCACCAACATCGGCAGCAACTACGTGTCCTGGTATCAGCA
GCTGCCCGGAACCGCCCCCAAGTTCCTGATGTACGAGAACAACAAGCGGCCCAGCGGLA
TCCCCGACAGATTCAGCGGCAGCAAGAGCGGCACAAGCGCCACACTGGCCATCACCGGA
CTGCAGACAGGCGACGAGGCCACCTACTACTGCTCCACCTGGGACAGCAGCCTGAACAC
CGGCCTGTTTGGCGGAGGCACCAAGCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGC
AGCTGGTGGAATCCGGGGGGEGCCTGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGT
GCCGCCTCTGGGGTGACATTTAACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGG
AAAGGGCCTGGAGTGGGTGGCCAGCATCACTAATTCCGGCGGGCGAATCTACTATCCCG
ACAGCGTCAAGGGCAGGTTCACAATTTCCCGCGAGAACACACAGARAACTCTGTACCTG
CAGATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGGCAG
GGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAG
GAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCARACTTTATGCTGACCCAGCCC
CACAGTGTGTCAGAGAGCCCTGGCAAGACTGTCACCATCTCTTGTAAAAGGAACACCGG
AAATATTGGCAGTRACTACGTGAATTGGTATCAGCAGCATGAAGGGTCTAGTCCAACCA
CAATCATCTACCGGGACGATAAGAGACCCGACGGGGTGTCCGATCGATTCTCCGGATCT
ATCGACCGGTCAAGCAAGAGTGCTTCACTGACCATTAGCAATCTGAAAACAGAGGACGA
AGCAGATTACTTTTGCCAGTCCTATTCCTCTGGCTTCATCTTTGGAGGCGGGACTAARAC
TGACCGTGCTGGGCGCGGCCGCAGGTGCAGGTGGTGATTACARAGATGATGACGATARA
GGTGCAGCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 163 of the Sequence Listing)



78/158

[Figure 180]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGARACCAGGCGCCAGCGTGALAGG
TGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGGGTGCGCCAG
GCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAGCGGCGGCACCAL
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACACCAGCATCAGCACCG
CCTACATGGAACTGAGCGGCCTGAGAAGCGACGACACCGCCGTGTACTACTGTGCCTCT
GGCTCTGTGCGGCACCCTTGGGGACAGGGAACACTCGTGACCGTGTCCAGCGGTGGAGG
CGGTTCAGGCGGAGGTGGCAGCGGCGGTGGCGGGAGTCAGCCTGTGCTGACACAGLCCTC
CAAGCGCCTCTGGCACACCTGGCCAGAGAGTGACAATCAGCTGCAGCGGCAGCAGAAGC
AACATCGGCGGCAACATCGTGTCCTGGTATCAGCAGTTCCCCGGCACCGCCCCTAGACT
GCTGACCTACGCCGACAACCAGAGGCCTAGCGGCGTGCCCGATAGATTCAGCGGCTCTA
AGAGCGGCACCAGCGCCAGCCTGGCCATCTCTGGCCTGCAGTCTGAGGACGAGGCCGAC
TACTATTGCGCCGCCTGGGACGACAGCCTGAACGGCGTGGTGTTTGGCGGAGGCACCAA
GCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCT
TGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAAC
TACTATGGCATGTCTTGGATCCGCCAGGCACCTGGARAGGGCCTGGAGTGGGTGGCCAG
CATCACTAATTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACARL
TTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAA
GATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGGTCGCCTATTGGGG
GCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTG
GGGGAGGCGGGTCAAACTTTATGCTGACCCAGCCCCACAGTGTGTCAGAGAGCCCTGGL
AAGACTGTCACCATCTCTTGTAAAAGGAACACCGGAAATATTGGCAGTAACTACGTGRA
TTGGTATCAGCAGCATGAAGGGTCTAGTCCAACCACAATCATCTACCGGGACGATAAGA
GACCCGACGGGGTGTCCGATCGATTCTCCGGATCTATCGACCGGTCAAGCAAGAGTGCT
TCACTGACCATTAGCAATCTGAAAACAGAGGACGAAGCAGATTACTTTTGCCAGTCCTA
TTCCTCTGGCTTCATCTTTGGAGGCGGGACTARACTGACCGTGCTGGGCGCGGCCGCAG
GTGCAGGTGGTGATTACAAAGATGATGACGATAAAGGTGCAGCGGCGCATCACCATCAT
CACCAC

{(SEQ ID NO: 164 of the Sequence Listing)



79/158

[Figure 181]
ATGARACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGAAACCAGGCGCCAGCGTGAAGG
TGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGGGTGCGCCAG
GCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAGCGGCGGCACCAA
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACACCAGCATCAGCACCG
CCTACATGGAACTGAGCCGGCTGAGAAGCGACGACACCGCCGTGTACTACTGCGCCAGC
GGCAAGAGCAACTACCCTTGGGGCCAGGGCACACTCGTGACCGTGTCTAGCGGAGGCGG
AGGATCTGGCGGCGGAGGAAGTGGCGGAGGGGGATCTCAGCCTGTGCTGACACAGCCTC
CTAGCGCCTCTGGCACACCTGGCCAGAGAGTGACAATCAGCTGCAGCGGCAGCAACAGC
AACATCGGCAGCCGGACCGTGAACTGGTATCAGCATCTGCCTGGCACCGCCCCCAGACT
GCTGATCTACGGCAACARACCAGTGGCCCAGCGGCGTGCCCGATAGATTCAGCGGCTCTA
AGAGCGGCAGCTCCGCCAGCCTGGCCATCTCTGGACTGAGATCCGAGGACGAGGCCGAL
TACTACTGTGCCGCCTGGGACGATAGCCTGAGCGGCGTGGTGTTTGGCGGAGGCACCAA
GCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGCAGCTGGTGGAATCCGGGGGGGGLC
TGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAAC
TACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTGGGTGGCCAG
CATCACTAATTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACAA
TTTCCCGCGAGAACACACAGAARACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAA
GATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGGTCGCCTATTGGGG
GCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTG
GGGGAGGCGGGTCAATGGCCCAGGCTGTGCTCACTCAGCCGTCCTCTGTTTCTGGCGTA
CCTGGCCAACGGGTGACCATTAGCTGTAARAGGAATACCGGGAATATCGGGTCTAACTA
CGTGAACTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAGTTGCTGATCTATCGCGACG
ACAAAAGACCCTCAGGGGTCCCTGACCGATTTAGTGGCAGCAAAAGCGGTACTTCCGCT
TCCCTGGCGATAACCGGCTTTCAGGCCGARAGATGAGGCAGACTACTATTGCCAGTCATA
TTCCAGCGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTGTTGGGCGCGGCCGCAG
GTGCAGGTGGTGATTACAAAGATGATGACGATAAAGGTGCAGCGGCGCATCACCATCAT
CACCAC

(SEQ ID NO: 165 of the Sequence Listing)



80/158

[Figure 182]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGRAAGAAACCCGGCAGCAGCGTGAAGG
TGTCCTGCAAGGCTAGCGGCGGCACCTTCAGCAGATACGCCATCTCTTGGGTGCGCCAG
GCCCCTGGACAGGGCCTGGAATGGATGGGCGGCATCATCCCCATCTTCGGCACCGCCAA
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATCACCGCCGACCAGAGCACCCGGACCG
CCTATATGGATCTGGGCCGGCTGAGAAGCGAGGACACCGCCGTGTACTACTGCGCCCTG
GAAGGCTTCCGGGACAGCCTGAAGAGARACCCCTTCGACATCTGGGGCCAGGGCACAAT
GGTCACCGTGTICTAGCGGAGGCGGAGGATCTGGCGGCGGAGGAAGTGGCGGAGGGGGAT
CTCAGTCTGTCGTGACCCAGCCTCCTAGCGTGTCAGCCGCCCCAGGCCAGAAAGTGACA
ATCAGCTGTTCTGGCGGCACCACCAACATCGGCAGCAACTACGTGTCCTGGTATCAGCA
GCTGCCCGGAACCGCCCCCAAGTTCCTGATGTACGAGAACAACAAGCGGCCCAGCGGCA
TCCCCGACAGATTCAGCGGCAGCAAGAGCGGCACAAGCGCCACACTGGCCATCACCGGA
CTGCAGACAGGCGACGAGGCCACCTACTACTGCTCCACCTGGGACAGCAGCCTGRACAC
CGGCCTGTTTGGCGGAGGCACCAAGCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGC
AGCTGGTGGAATCCGGGGGGGGCCTGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGT
GCCGCCTCTGGGGTGACATTTAACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGG
AAAGGGCCTGGAGTGGGTGGCCAGCATCACTAATTCCGGCGGGCGAATCTACTATCCCG
ACAGCGTCAAGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAARAACTCTGTACCTG
CAGATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGGCAG
GGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAG
GAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAATGGCCCAGGCTGTGCTCACT
CAGCCGTCCTCTGTTTCTGGCGTACCTGGCCAACGGGTGACCATTAGCTGTARAAGGAA
TACCGGGAATATCGGGTCTAACTACGTGAACTGGTATCAGCAGCTTCCAGGGACAGCTC
CCAAGTTGCTGATCTATCGCGACGACARAAGACCCTCAGGGGTCCCTGACCGATTTAGT
GGCAGCAAAAGCGGTACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCCGRAGATGA
GGCAGACTACTATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGGAACTAAGC
TGACAGTGTTGGGCGCGGCCGCAGGTGCAGGTGGTGATTACARAGATGATGACGATAAA
GGTGCAGCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 166 of the Sequence Listing)



81/1568

[Figure 183]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGAAACCAGGCGCCAGCGTGAAGG
TGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGGGTGCGCCAG
GCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAGCGGCGGCACCAA
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACACCAGCATCAGCALCG
CCTACATGGAACTGAGCGGCCTGAGAAGCGACGACACCGCCGTGTACTACTGTGCCTCT
GGCTCTGTGCGGCACCCTTGGGGACAGGGAACACTCGTGACCGTGTCCAGCGGTGGAGG
CGGTTCAGGCGGAGGTGGCAGCGGCGGTGGCGGGAGTCAGCCTGTGCTGACACAGCCTC
CAAGCGCCTCTGGCACACCTGGCCAGAGAGTGACAATCAGCTGCAGCGGCAGCAGAAGC
AACATCGGCGGCRAACATCGTGTCCTGGTATCAGCAGTTCCCCGGCACCGCCCCTAGACT
GCTGACCTACGCCGACAACCAGAGGCCTAGCGGCGTGCCCGATAGATTCAGCGGCTCTA
AGAGCGGCACCAGCGCCAGCCTGGCCATCTCTGGCCTGCAGTCTGAGGACGAGGCCGAL
TACTATTGCGCCGCCTGGGACGACAGCCTGAACGGCGTGGTGTTTGGCGGAGGCACCAA
GCTGACAGTGCTGGGCGGAGGCGGTTCAGRAAGTGCAGCTGGTGGAATCCGGGGGGGGLT
TGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAAC
TACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTGGGTGGCCAG
CATCACTAATTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACAA
TTTCCCGCGAGAACACACAGARAACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAA
GATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGGTCGCCTATTGGGG
GCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTG
GGGGAGGCGGGTCAATGGCCCAGGCTGTGCTCACTCAGCCGTCCTCTGTTTCTGGCGTA
CCTGGCCAACGGGTGACCATTAGCTGTAAAAGGAATACCGGGAATATCGGGTCTAACTA
CGTGRACTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAGTTGCTGATCTATCGCGACG
ACAAARAGACCCTCAGGGGTCCCTGACCGATTTAGTGGCAGCAAAAGCGGTACTTCCGCT
TCCCTGGCGATAACCGGCTTTCAGGCCGARAGATGAGGCAGACTACTATTGCCAGTCATA
TTCCAGCGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTGTTGGGCGCGGCCGCAG
GTGCAGGTGGTGATTACAAAGATGATGACGATAAAGGTGCAGCGGCGCATCACCATCAT
CACCAC

(SEQ ID NO: 167 of the Sequence Listing)



82/158

[Figure 184]

ATGARACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGARACCAGGCGCCAGCGTGAAGG
TGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGGGTGCGCCAG
GCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAGCGGCGGCACCAR
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACACCAGCATCAGCACCG
CCTACATGGAACTGAGCCGGCTGAGAAGCGACGACACCGCCGTGTACTACTGCGCCAGC
GGCAAGAGCAACTACCCTTGGGGCCAGGGCACACTCGTGACCGTGTCTAGCGGAGGCGG
AGGATCTGGCGGCGGAGGAAGTGGCGGAGGGGGATCTCAGCCTGTGCTGACACAGCCTC
CTAGCGCCTCTGGCACACCTGGCCAGAGAGTGACAATCAGCTGCAGCGGCAGCAACAGE
AACATCGGCAGCCGGACCGTGAACTGGTATCAGCATCTGCCTGGCACCGCCCCCAGACT
GCTGATCTACGGCAACAACCAGTGGCCCAGCGGCGTGCCCGATAGATTCAGCGGCTCTA
AGAGCGGCAGCTCCGCCAGCCTGGCCATCTCTGGACTGAGATCCGAGGACGAGGCCGAL
TACTACTGTGCCGCCTGGGACGATAGCCTGAGCGGCGTGGTGTTTGGCGGAGGCACCAA
GCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCC
TGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAAC
TACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTGGGTGGCCAG
CATCACTAATTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACAR
TTTCCCGCGAGAACACACAGARAACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAA
GATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGGTCGCCTATTGGGG
GCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTG
GGGGAGGCGGGTCAAACTTTATGCTCACTCAGCCGTCCTCTGTTTCTGGCGTACCTGGC
CAACGGGTGACCATTAGCTGTACGGGTAATACCGGGAATATCGGGTCTAACTACGTGAA
CTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAGTTGCTGATCTATCGCGACGACAAAL
GACCCTCAGGGGTCCCTGACCGATTTAGTGGCAGCAAAAGCGGTACTTCCGCTTCCCTG
GCGATAACCGGCTTTCAGGCCGAAGATGAGGCAGACTACTATTGCCAGTCATATTCCAG
CGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTGTTGGGCGCGGCCGCAGGTGCAG
GTGGTGATTACAAAGATGATGACGATAAAGGTGCAGCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 168 of the Sequence Listing)



83/158

[Figure 185]
ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGAAACCCGGCAGCAGCGTGAAGG
TGTCCTGCAAGGCTAGCGGCGGCACCTTCAGCAGATACGCCATCTCTTGGGTGCGCCAG
GCCCCTGGACAGGGCCTGGAATGGATGGGCGGCATCATCCCCATCTTCGGCACCGCCAA
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATCACCGCCGACCAGAGCACCCGGALCCG
CCTATATGGATCTGGGCCGGCTGAGAAGCGAGGACACCGCCGTGTACTACTGCGCCCTG
GAAGGCTTCCGGGACAGCCTGAAGAGAAACCCCTTCGACATCTGGGGCCAGGGCACAAT
GGTCACCGTGTCTAGCGGAGGCGGAGGATCTGGCGGCGGAGGAAGTGGCGGAGGGGGAT
CTCAGTCTGTCGTGACCCAGCCTCCTAGCGTGTCAGCCGCCCCAGGCCAGAAAGTGACA
ATCAGCTGTTCTGGCGGCACCACCAACATCGGCAGCAACTACGTGTCCTGGTATCAGCA
GCTGCCCGGAACCGCCCCCAAGTTCCTGATGTACGAGAACAACAAGCGGCCCAGCGGCA
TCCCCGACAGATTCAGCGGCAGCAAGAGCGGCACAAGCGCCACACTGGCCATCACCGGA
CTGCAGACAGGCGACGAGGCCACCTACTACTGCTCCACCTGGGACAGCAGCCTGAACALC
CGGCCTGTTTGGCGGAGGCACCAAGCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGC
AGCTGGTGGAATCCGGGGGEGGGECCTGGTGCAGCCTGGGEGGGAGCCTGAGACTGAGTTGT
GCCGCCTCTGGGGTGACATTTAACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGG
AADAGGGCCTGGAGTGGGTGGCCAGCATCACTAATTCCGGCGGGCGAATCTACTATCCCG
ACAGCGTCAAGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAARAACTCTGTACCTG
CAGATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGGCAG
GGATGGGTGGGTCGCCTATTCGGGGGCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAG
GAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGETCAAACTTTATGCTCACTCAGCCG
TCCTCTGTTTCTGGCGTACCTGGCCAACGGGTGACCATTAGCTGTACGGGTAATACCGG
GAATATCGGGTCTAACTACGTGAACTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAGT
TGCTGATCTATCGCGACGACARAAGACCCTCAGGGGTCCCTGACCGATTTAGTGGCAGC
ARAAAGCGGTACTTCCGCTTCCCTGGCGATAACCGGCTTTCAGGCCGAAGATGAGGCAGA
CTACTATTGCCAGTCATATTCCAGCGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAG
TGTTGGGCGCGGCCGCAGGTGCAGGTGGTGATTACAAAGATGATGACGATAAAGGTGCA
GCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 169 of the Sequence Listing)
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[Figure 186]

ATGAAACACCTGTGGTTCTTCCTCCTGCTGGTGGCAGCTCCCAGATGGGTGCTGAGCGG
ACAGGTGCAGCTGGTGCAGTCTGGCGCCGAAGTGAAGAAACCAGGCGCCAGCGTGAAGG
TGTCCTGCAAGGCCAGCGGCTACACCTTTACCGGCTACTACATGCACTGGGTGCGCCAG
GCTCCAGGCCAGGGACTGGAATGGATGGGCCGGATCAACCCCAATAGCGGCGGCACCARL
CTACGCCCAGAAATTCCAGGGCAGAGTGACCATGACCCGGGACACCAGCATCAGCACCG
CCTACATGGAACTGAGCGGCCTGAGAAGCGACGACACCGCCGTGTACTACTGTGCCTCT
GGCTCTGTGCGGCACCCTTGGGGACAGGGAACACTCGEGTGACCGTGTCCAGCGGTGGAGG
CGGTTCAGGCGGAGGTGGCAGCGGCGGETGGCGGGAGTCAGCCTGTGCTGACACAGLCCTC
CAAGCGCCTCTGGCACACCTGGCCAGAGAGTGACAATCAGCTGCAGCGGCAGCAGAAGC
AACATCGGCGGCAACATCGTGTCCTGGTATCAGCAGTTCCCCGGCACCGCCCCTAGACT
GCTGACCTACGCCGACAACCAGAGGCCTAGCGGCGTGCCCGATAGATTCAGCGGCTCTA
AGAGCGGCACCAGCGCCAGCCTGGCCATCTCTGGCCTGCAGTCTGAGGACGAGGCCGALC
TACTATTGCGCCGCCTGGGACGACAGCCTGAACGGCGTGGTGTTTGGCGGAGGCACCAA
GCTGACAGTGCTGGGCGGAGGCGGTTCAGAAGTGCAGCTGGTGGAATCCGGGGGGGGLT
TGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTTAAC
TACTATGGCATGTCTTGGATCCGCCAGGCACCTGGARAGGGCCTGGAGTGGGTGGCCAG
CATCACTAATTCCGGCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACAA
TTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCTGAGAGCCGAA
GATACAGCTGTGTACTATTGCACTCTGGACGGCAGGGATGGGTGGGTCGCCTATTGGGG
GCAGGGAACCCTGGTGACAGTCAGCTCCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTG
GGGGAGGCGGGTCAAACTTTATGCTCACTCAGCCGTCCTCTGTTTCTGGCGTACCTGGC
CAACGGGTGACCATTAGCTGTACGGGTAATACCGGGAATATCGGGTCTAACTACGTGAA
CTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAGTTGCTGATCTATCGCGACGACARAA
GACCCTCAGGGGTCCCTGACCGATTTAGTGGCAGCAAAAGCGGTACTTCCGCTTCCCTG
GCGATAACCGGCTTTCAGGCCGAAGATGAGGCAGACTACTATTGCCAGTCATATTCCAG
CGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTGTTGGGCGCGGCCGCAGGTGCAG
GTGGTGATTACAARAGATGATGACGATAAAGGTGCAGCGGCGCATCACCATCATCACCAC

(SEQ ID NO: 170 of the Sequence Listing)
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[Figure 187]
MKHLWFFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRO
APGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAS
GKSNYPWGQGTLVTVSSGGGGSGGGGSGGGGSQPVLTQPPSASGTPGQRVTISCSGSNS
NIGSRTVNWYQHLPGTAPRLLIYGNNQWPSGVPDRESGSKSGSSASLAISGLRSEDEAD
YYCAAWDDSLSGVVFGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSCAASGVTEN
YYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYLOMNSLRAE
DTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSNEFMLTQPHSVSESPG
KTVTISCKRNTGNIGSNYVNWYQQOHEGSSPTTIIYRDDKRPDGVSDRFSGSIDRSSKSA
SLTISNLKTEDEADYFCQSYSSGFIFGGGTKLTVLGAARAGAGGDYKDDDDKGAAAHHHH
HH

(SEQ ID NO: 171 of the Sequence Listing)

[Figure 188]
MKHLWFEFLLLVAAPRWVLSGQVQLVQSGAEVKKPGSSVKVSCKASGGTEFSRYAISWVRQ
APGQGLEWMGGIIPIFGTANYAQKFQGRVTITADQSTRTAYMDLGRLRSEDTAVYYCAL
EGFRDSLKRNPFDIWGQGTMVTVSSGGGGSGGGGSGGGGSQSVVTQPPSVSAAPGQKVT
ISCSGGTTNIGSNYVSWYQQLPGTAPKFLMYENNKRPSGIPDRFSGSKSGTSATLAITG
LOTGDEATYYCSTWDSSLNTGLEFGGGTKLTVLGGGGSEVOLVESGGGLVQPGGSLRLSC
AASGVTENYYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSNFMLTQP
HSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGSSPTTITIYRDDKRPDGVSDRESGS
IDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGGGTKLTVLGAAAGAGGDYKDDDDK
GAAAHHHHHH

(SEQ ID NO: 172 of the Sequence Listing)
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[Figure 189]
MKHLWEFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQ
APGOGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAVYYCAS
GSVRHPWGQGTLVTVSSGGGGSGGGGSGGGGSQPVLTQPPSASGTPGQRVTISCSGSRS
NIGGNIVSWYQQFPGTAPRLLTYADNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEAD
YYCAAWDDSLNGVVEGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSCAASGVTFEN
YYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYLOMNSLRAE
DTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSNFMLTQPHSVSESPG
KTVTISCKRNTGNIGSNYVNWYQQOHEGSSPTTIIYRDDKRPDGVSDRFSGSIDRSSKSA
SLTISNLKTEDEADYFCQSYSSGFIFGGGTKLTVLGAAAGAGGDYKDDDDKGAAAHHHH
HH

(SEQ ID NO: 173 of the Sequence Listing)

[Figure 190]
MKHLWEFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQ
APGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAS
GKSNYPWGQGTLVTVSSGGGGSGGGGSGGGGSQPVLTQPPSASGTPGQRVTISCSGSNS
NIGSRTVNWYQHLPGTAPRLLIYGNNQWPSGVPDREFSGSKSGSSASLAISGLRSEDEAD
YYCAAWDDSLSGVVFGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSCAASGVTFEN
YYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYLOMNSLRAE
DTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSMAQAVLTQPSSVSGV
PGORVTISCKRNTGNIGSNYVNWYQQLPGTAPKLLIYRDDKRPSGVPDRFSGSKSGTSA
SLAITGFQAEDEADYYCQSYSSGFIFGGGTKLTVLGAAAGAGGDYKDDDDKGAAAHHHH
HH

(SEQ ID NO: 174 of the Sequence Listing)
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[Figure 191]
MKHLWFFLLLVAAPRWVLSGQVQLVQSGAEVKKPGSSVKVSCKASGGTFSRYAISWVRQ
APGQGLEWMGGIIPIFGTANYAQKFQGRVTITADQSTRTAYMDLGRLRSEDTAVYYCAL
EGFRDSLKRNPFDIWGQGTMVTVSSGGGGSGGGGSGGGGSQSVVTQPPSVSAAPGQKVT
ISCSGGTTNIGSNYVSWYQQLPGTAPKFLMYENNKRPSGIPDRFSGSKSGTSATLAITG
LQTGDEATYYCSTWDSSLNTGLEFGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSC
AASGVTFNYYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSMAQAVLT
QPSSVSGVPGQORVTISCKRNTGNIGSNYVNWYQQLPGTAPKLLIYRDDKRPSGVPDRES
GSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGTKLTVLGAAAGAGGDYKDDDDK
GAAAHHHHHH

(SEQ ID NO: 175 of the Sequence Listing)

[Figure 192]
MKHLWFFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQ
APGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAVYYCAS
GSVRHPWGQGTLVTVSSGGGGSGGGGSGGGGSQPVLTOPPSASGTPGQRVTISCSGSRS
NIGGNIVSWYQQFPGTAPRLLTYADNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEAD
YYCAAWDDSLNGVVFGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSCAASGVTEN
YYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYLOMNSLRAE
DTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSMAQAVLTQPSSVSGY
PGQRVTISCKRNTGNIGSNYVNWYQOQLPGTAPKLLIYRDDKRPSGVPDRESGSKSGTSA
SLAITGFQAEDEADYYCQSYSSGFIFGGGTKLTVLGAAAGAGGDYKDDDDKGAAAHHHH
HH

(SEQ ID NO: 176 of the Sequence Listing)
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[Figure 193]

MKHLWEFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCKASGYTEFTGYYMHWVRQ
APGOGLEWMGRINPNSGGTNYAQKEFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAS
GKSNYPWGQGTLVTVSSGGGGSGGGGSGGGGSQPVLTQPPSASGTPGQRVTISCSGSNS
NIGSRTVNWYQHLPGTAPRLLIYGNNQWPSGVPDRFSGSKSGSSASLAISGLRSEDEAD
YYCAAWDDSLSGVVEGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSCAASGVTFEN
YYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYLQMNSLRAE
DTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGESNEFMLTQPSSVSGVPG
QRVTISCTGNTGNIGSNYVNWYQQLPGTAPKLLIYRDDKRPSGVPDRESGSKSGTSASL
AITGFQAEDEADYYCQSYSSGFIFGGGTKLTVLGAAARGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 177 of the Sequence Listing)

[Figure 194]
MKHILWFEFLLLVAAPRWVLSGQVQLVQSGAEVKKPGSSVKVSCKASGGTEFSRYAISWVRQ
APGQGLEWMGGIIPIFGTANYAQKFQGRVTITADQSTRTAYMDLGRLRSEDTAVYYCAL
EGFRDSLKRNPEDIWGQGTMVTVSSGGGGSGGGGSGGGGSQSVVTQPPSVSAAPGQKVT
ISCSGGTTNIGSNYVSWYQQLPGTAPKFLMYENNKRPSGIPDREFSGSKSGTSATLAITG
LOTGDEATYYCSTWDSSLNTGLFGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSC
AASGVTENYYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGRFTISRENTQKTLYL
OMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSNEMLTQP
SSVSGVPGQRVTISCTGNTGNIGSNYVNWYQQLPGTAPKLLIYRDDKRPSGVPDRESGS
KSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGTKLTVLGAAAGAGGDYKDDDDKGA
AAHHHHHH

(SEQ ID NO: 178 of the Sequence Listing)
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[Figure 195]

MKHLWEFLLLVAAPRWVLSGQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQ
APGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAVYYCAS
GSVRHPWGQGTLVTVSSGGGGSGGGGSGGCGGSQPVLTOPPSASGTPGQRVTISCSGSRS
NIGGNIVSWYQQFPGTAPRLLTYADNQRPSGVPDREFSGSKSGTSASLAISGLQSEDEAD
YYCAAWDDSLNGVVEGGGTKLTVLGGGGSEVQLVESGGGLVQPGGSLRLSCAASGVTEN
YYGMSWIRQAPGKGLEWVASITNSGGRIYYPDSVKGREFTISRENTOQKTLY LOMNSLRAE
DTAVYYCTLDGRDGWVAYWGQGTLVTVSSGGGGSGGGGSGGGGSNFMLTQPSSVSGVPG
QRVTISCTGNTGNIGSNYVNWYQQLPGTAPKLLIYRDDKRPSGVPDRESGSKSGTSASL
AITGFQAEDEADYYCQSYSSGFIFGGGTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 179 of the Seguence Listing)

[Figure 196]
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[Figure 197]
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[Figure 198]
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[Figure 199]
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[Figure 200]
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[Figure 201]
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[Figure 202]
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[Figure 203]
GEVQLVESGGGLVQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITNSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGEGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRDDKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGEFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 180 of the Sequence Listing)

[Figure 204]
GEVQLVESGGGLVQPGGSLRLSCAASGVTEFNYYGMSWIRQAPGKGLEWVASTITNSGGRI
YYPDSVKGRFTISRENTQKTLYLQMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSMAQAVLTQPSSVSGVPGQRVT ISCKRNTGNIGSNYVNWYQQLP
GTAPKLLIYRDDKRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

{SEQ ID NO: 181 of the Sequence Listing)

[Figure 205]
GEVQLVESGGGLVQPGGSLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITNSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPSSVSGVPGQRVTISCTGNTGNIGSNYVNWYQQLPGT
APKLLIYRDDKRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYYCQSYSSGEFIFGGGT
KLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 182 of the Sequence Listing)

[Figure 206]

GVTENYYG

{(SEQ ID NO: 183 of the Sequence Listing)
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[Figure 207]
ITNSGGRI

(SEQ ID NO: 184 of the Sequence Listing)

[Figure 208]

TLDGRDGWVAY

(SEQ ID NO: 185 of the Sequence Listing)

[Figure 209]

TGNIGSNY

(SEQ ID NO: 186 of the Sequence Listing)

[Figure 210]

RDD

(SEQ ID NO: 187 of the Sequence Listing)

[Figure 211]

QSYSSGFI

(SEQ ID NO: 188 of the Sequence Listing)

[Figure 212]
MOSGTHWRVLGLCLLSVGVWGQDGNEEMGGITQTPYKVSISGTTVILTCPQYPGSEILW
QHNDKNIGGDEDDKNIGSDEDHLSLKEFSELEQSGYYVCYPRGSKPEDANFYLYLRARYV
CENCMEMDVMSVATIVIVDICITGGLLLLVYYWSKNRKAKAKPVTRGAGAGGRQRGONK

ERPPPVPNPDYEPIRKGQRDLYSGLNQRRT

(SEQ ID NO: 189 of the Sequence Listing)
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[Figure 213]

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAGGTGAA
GAAGCCTGGGGCCTCAGTGAAGGTCTCCTGCAAGG
CTTCTGGATACACCTTCACCGGCTACTATATGCAC
TGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGTG
GATGGGACGGATCAACCCTAACAGTGGTGGCACAA
ACTATGCACAGAAGTTTCAGGGCAGGGTCACCATG
ACCAGGGACACGTCCATCAGCACAGCCTACATGGA
GCTGAGCGGGCTGAGATCTGACGACACGGCCGTTT
ATTACTGTAAGAGTGGTAGTGTAAGGCCTCCCTGG

GGCCAGGGAACCCTGGTCACCGTCTCCTCA

(SEQ ID NO: 190 of the Sequence Listing)

[Figure 214]

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH
WVRQAPGQGLEWMGRINPNSGGTNYAQKFQGRVTM
TRDTSISTAYMELSGLRSDDTAVYYCKSGSVRPPW

GQGTLVTVSS

(SEQ ID NO: 191 of the Sequence Listing)
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[Figure 215]

CAGCCTGTGCTGACTCAGCCACCCTCAGCGTCTGG

GACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTG

GAAGCAGGTCCAACATCGGAGGTAATATTGTAAGT

TGGTACCAGCAGTTCCCAGGAACGGCCCCCAGACT

CCTCACTTATCGGAATACTCGGCGGCCCTCAGGGG

TCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACC

TCAGCCTCCCTGGCCATCAGTGGCCTCCAGTCTGA

GGATGAGGCTGACTATTATTGTGCAGCATGGGATG

ACAGCCTGGGGGGTGTTGTGTTCGGAGGAGGCACC

AAGCTGACCGTCCTA

(SEQ ID NO: 192 of the Sequence Listing)

[Figure 216]

QPVLTQPPSASGTPGQRVTISCSGSRSNIGGNIVS

WYQQFPGTAPRLLTYRNTRRPSGVPDRFSGSKSGT

SASLAISGLQSEDEADYYCAAWDDSLGGVVFGGGT

KLTVL

(SEQ ID NO: 193 of the Sequence Listing)
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[Figure 217]

CAGGTTCAGCTGGTTCAGTCTGGCGCCGAAGTGAA

GAAACCTGGCAGCAGCGTGAAGGTGTCCTGCAAAG

CTTCTGGCGGCACCCTGAGCAGATACGCCATCTCT

TGGGTTCGACAGGCCCCTGGACAAGGCCTGGAATG

GATGGGAGGCATCATCCCCATCTTCGGCACCGCCA

ATTACGCCCAGAAATTCCAGGGCAGAGTGACCATC

ACCGCCGACCAGTCTACCAGAACCGCCTACATGGA

GCTGGGCAGACTGAGAAGCGAGGACACCGCCGTGT

ACTACTGTGCTCTGGAAGGCTTCCGGGACAGCCTAG

AAGAGAAACCCCGTGGACATCTGGGGCAGAGGCAC

CATGGTTACAGTGTCTAGC

(SEQ ID NO: 194 of the Sequence Listing)
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[Figure 218]

QVQLVQSGAEVKKPGSSVKVSCKASGGTLSRYAIS

WVRQAPGQGLEWMGGI IPIFGTANYAQKFQGRVTI

TADQSTRTAYMELGRLRSEDTAVYYCALEGFRDSL

KRNPVDIWGRGTMVTVSS

(SEQ ID NO: 195 of the Sequence Listing)

[Figure 219]

CAATCTGTGGTCACACAGCCTCCAAGCGTGTCAGC

TGCCCCAGGCCAGAAAGTGACAATCCCTTGTAGCG

GCGGCACCACCAACATCGGCAGCAATTACGTGTCC

TGGTATCAGCAGCTGCCCGGAACAGCCCCTAAGTT

CCTGATGTACGAGAACAACAAGCGGCCCAGCGGCA

TCCCCGATAGATTTTCTGGCAGCAAGAGCGGCACC

AGCGCCACACTGGCTATTACAGGACTGGAGACAGA

GGACGAGGCCACCTACTACTGTAGCACCTGGGACA

GCAGCCTGAACGCCGGACTTTTTGGAGGCGGCACA

GAGCTGACAGTTCTT

(SEQ ID NO: 196 of the Sequence Listing)
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[Figure 220]
QSVVTQPPSVSAAPGQKVTIPCSGGTTNIGSNYVS
WYQQLPGTAPKFLMYENNKRPSGIPDRFSGSKSGT

SATLAITGLETEDEATYYCSTWDSSLNAGLFGGGT

ELTVL

(SEQ ID NO: 197 of the Sequence Listing)

[Figure 221]
Dissociation rate

Name of constants
clone

(M)
C3022 9, 5x1078
E1018 3. 2x1072
Cc3048 3. 6x10°1°

D1012 2. 2x107°
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[Figure 222]
ATGAGGCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGCCAGGTGCAGCTGGTGGAGTCCGGCGGCGGCCTGGTGA
AGCCCAGCCAGACCCTGTCCCTGACCTGCACATTCAGCGGCTTTTCCCTGAAC
ACATACGATATGGGAGTGGGATGGATCAGACAGCCACCTGGCAAGGGCCTGGA
GTGGATCGGCAACATCTGGTGGGACGATGACAAGTACTATAATCCCTCTCTGA
AGAGCAGAGTGACCATCTCTAAGGATACAAGCAACAATCAGGCCTCCCTGAAG
CTGAGCTCCGTGACCGCCGCCGACACAGCCGTGTACTATTGCGCCAGGATCGA
GACAGTGCGGGTGAGCCGGAAGGGATTCGCACACTGGGGACAGGGCACCCTGG
TGACAGTGTCTAGCGCTAGCACAAAGGGACCTAGCGTGTTCCCACTGGCCCCT
TCCTCTAAGTCCACCTCTGGAGGAACAGCCGCCCTGGGCTGTAGGGTGAAGGA
CTATTTCCCTGAGCCAGTGACCGTGTCCTGGAACTCTGGGGCCCTGACCAGCG
GAGTGCACACATTTCCTGCCGTGCTGCAGAGCTCCGGCCTGTACAGCCTGTCT
AGCGTGGTGACCGTGCCATCCTCTAGCCTGGGCACCCAGACATATATCTGCAA
CGTGAATCACAAGCCAAGCAATACAAAGGTCGACAAGCGGGTGGAGCCCAAGT
CCTGTGACAAGACCCACACATGCCCACCCTGTCCGGCGCCAGAGGCTGCAGGA
GGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTAAAGACACACTGATGATTTC
CCGAACCCCCGAAGTCACATGCGTGGTCGTGTCTGTGAGTCACGAGGACCCTG
AAGTCAAGTTCAACTGGTACGTGGATGGCGTCGAGGTGCATAATGCCAAGACT
AAACCTAGGGAGGAACAGTACAACTCAACCTATCGCGTCGTGAGCGTCCTGAC
AGTGCTGCACCAGGATTGGCTGAACGGCAAAGAATATAAGTGCAAAGTGAGCA
ATAAGGCCCTGCCCGCTCCTATCGAGAAAACCATTTCCAAGGCTAAAGGGCAG
CCTCGCGAACCACAGGTCTACGTGCTGCCCCCTAGCCGCGACGAACTGACTAA
AAATCAGGTCTCTCTGCTGTGTCTGGTCAAAGGATTCTACCCTTCCGACATCG
CCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAACAATTACCTGACCTGGCCC
CCTGTGCTGGACTCTGATGGGAGTTTCTTTCTGTATTCAAAGCTGACAGTCGA
TAAAAGCCGGTGGCAGCAGGGCAATGTGTTCAGCTGCTCCGTCATGCACGAAG
CACTGCACAACCATTACACTCAGAAGTCCCTGTCCCTGTCACCTGGC

(SEQ ID NO: 198 of the Sequence Listing)



101/158

[Figure 223]

MRPTWAWWLFLVLLLALWAPARGQVQLVESGGGLYV
KPSQTLSLTCTFSGFSLNTYDMGVGWIRQPPGKGL
EWIGN I WWDDDKYYNPSLKSRVTISKDTSNNQASL
KLSSVTAADTAVYYCARIETVRVSRKGFAHWGQGT
LVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCRYV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYS
LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVE
PKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTL
MISRTPEVTCVVVSVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYVLPPSRD
ELTKNQVSLLCLVKGFYPSDIAVEWESNGQPENNY
LTWPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS

VMHEALHNHYTQKSLSLSPG

(SEQ ID NO: 129 of the Sequence Listing)



102/158

[Figure 224]
ATGAGGCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGCCAGGTGCAGCTGGTGGAGTCCGGCGGCGGCCTGGTGA
AGCCCAGCCAGACCCTGTCCCTGACCTGCACATTCAGCGGCTTTTCCCTGAAC
ACATACGATATGGGAGTGGGATGGATCAGACAGCCACCTGGCAAGGGCCTGGA
GTGGATCGGCAACATCTGGTGGGACGATGACAAGTACTATAATCCCTCTCTGA
AGAGCAGAGTGACCATCTCTAAGGATACAAGCAACAATCAGGCCTCCCTGAAG
CTGAGCTCCGTGACCGCCGCCGACACAGCCGTGTACTATTGCGCCAGGATCGA
GACAGTGCGGGTGAGCCGGAAGGGATTCGCACACTGGGGACAGGGCACCCTGG
TGACAGTGTCTAGCGCTAGCACCAAGGGACCTAGCGTGTTCCCAGAGGCCCCT
TCCTCTAAGTCCACCTCTGGAGGAACAGCCGCCCTGGGCTGTCTGGTGACCGA
CTATTTCCCTGAGCCAGTGACAGTGTCCTGGAACTCTGGGGCCCTGACCAGCG
GAGTGCACACATTTCCTGCCGTGCTGGAGAGCTCCGGCCTGTACAGCCTGTCT
AGCGTGGTGACCGTGCCATCCTCTAGCCTGGGCACCCAGACATATATCTGCAA
CGTGAATCACAAGCCAAGCAATACAAAGGTCGACAAGAGAGTGGAGCCCAAGT
CCTGTGACAAGACCCACACATGCCCACCCTGTCCGGCGCCAGAGGCTGCAGGA
GGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTAAAGACACACTGATGATTTC
CCGAACCCCCGAAGTCACATGCGTGGTCGTGTCTGTGAGTCACGAGGACCCTG
AAGTCAAGTTCAACTGGTACGTGGATGGCGTCGAGGTGCATAATGCCAAGACT
AAACCTAGGGAGGAACAGTACAACTCAACCTATCGCGTCGTGAGCGTCCTGAC
AGTGCTGCACCAGGATTGGCTGAACGGCAAAGAATATAAGTGCAAAGTGAGCA
ATAAGGCCCTGCCCGCTCCTATCGAGAAAACCATTTCCAAGGCTAAAGGGCAG
CCTCGCGAACCACAGGTCTACGTGCTGCCCCCTAGCCGCGACGAACTGACTAA
AAATCAGGTCTCTCTGCTGTGTCTGGTCAAAGGATTCTACCCTTCCGACATCG
CCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAACAATTACCTGACCTGGCCC
CCTGTGCTGGACTCTGATGGGAGTTTCTTTCTGTATTCAAAGCTGACAGTCGA
TAAAAGCCGGTGGCAGCAGGGCAATGTGTTCAGCTGCTCCGTCATGCACGAAG
CACTGCACAACCATTACACTCAGAAGTCCCTGTCCCTGTCACCTGGC

{SEQ ID NO: 200 of the Sequence Listing)



103/158

[Figure 225]

MRPTWAWWLFLVLLLALWAPARGQVQLVESGGGLYV
KPSQTLSLTCTFSGFSLNTYDMGVGWIRQPPGKGL
EWIGNIWWDDDKYYNPSLKSRVTISKDTSNNQASL
KLSSVTAADTAVYYCARIETVRVSRKGFAHWGQGT
LVTVSSASTKGPSVFPEAPSSKSTSGGTAALGCLYV
TDYFPEPVTVSWNSGALTSGVHTFPAVLESSGLYS
LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVE
PKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTL
MISRTPEVTCVVVSVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYVLPPSRD
ELTKNQVSLLCLVKGFYPSDIAVEWESNGQPENNY
LTWPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS

VMHEALHNHYTQKSLSLSPG

{(SEQ ID NO: 201 of the Sequence Listing)



104/158

[Figure 226]
ATGCGGCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGGGCCACCAGAATGACACAGTCTCCAAGCTCCTTTTCCG
CCTCTACAGGCGACAGAGTGACCATCACATGCAAGGCCAGCCAGTCCGTGGGC
ATCAACGTGGATTGGTACCAGCAGAAGCCTGGCAAGTCCCCCAAGCTGCTGAT
CTATGGGGCCAGCAATAGGCACACCGGCGTGCCTTCTCGCTTCTCTGGCAGCG
GCTTCGGCAGGGACTTTACCCTGACAATCTCTAGCCTGCAGAGCGAGGATTTC
GCCACCTACTATTGTCTGCAGCACGGCTCCATCCCCCCTACCTTTGGCGGAGG
CACAAAGGTGGAGATCAAGAGAACAGTGGCGGCGCCCAGTGTCTTCATTTTTC
CCCCTAGCGACGAAGAGCTGAAGTCTGGGACAGCCAGTGTGGACTGTTGGCTG
AACAACTTCTACCCTAGAGAGGCTAAAGTGCAGTGGAAGGTCGATAACGCACT
GCAGTCCGGAAATTCTCAGGAGAGTGTGACTGAACAGGACTCAAAAGATAGCA
CCTATTCCCTGTCAAGCACACTGACTCTGAGCAAGGCCGACTACGAGAAGCAT
AAAGTGTATGCTTGTGAAGTCACCCACCAGGGGCTGAGTTCACCAGTCACAAA
ATCATTCAACAGAGGGGAGTGC

(SEQ ID NO: 202 of the Sequence Listing)



105/1568

[Figure 227]

MRPTWAWWLFLVLLLALWAPARGATRMTQSPSSFS
ASTGDRVTITCKASQSVGINVDWYQQKPGKSPKLL
| YGASNRHTGVPSRFSGSGFGRDFTLTISSLQSED
FATYYCLQHGSIPPTFGGGTKVEIKRTVAAPSVF I
FPPSDEELKSGTASVDCWLNNFYPREAKVQWKVDN
ALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYE

KHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 203 of the Sequence Listing)



106/158

[Figure 228]
ATGCGGCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGGGCCACCAGAATGACACAGTCTCCAAGCTCCTTTTCCG
CCTCTACAGGCGACAGAGTGACCATCACATGCAAGGCCAGCCAGTCCGTGGGC
ATCAACGTGGATTGGTACCAGCAGAAGCCTGGCAAGTCCCCCAAGCTGCTGAT
CTATGGGGCCAGCAATAGGCACACCGGCGTGCCTTCTCGCTTCTCTGGCAGCG
GCTTCGGCAGGGACTTTACCCTGACAATCTCTAGCCTGCAGAGCGAGGATTTC
GCCACCTACTATTGTCTGCAGCACGGCTCCATCCCCCCTACCTTTGGCGGAGG
CACAAAGGTGGAGATCAAGAGAACAGTGGCGGCGCCCAGTGTCTTCATTTTTC
CCCCTAGCGACGAACAGCTGAAGTCTGGGACAGCCAGAGTGGGCTGTTGGCTG
AACAACTTCTACCCTAGAGAGGCTAAAGTGCAGTGGAAGGTCGATAACGCACT
GCAGTCCGGAAATTCTCAGGAGAGTGTGACTGAACAGGACTCAAAAGATAGCA
CCTATTCCCTGAGAAGCACACTGACTCTGAGCAAGGCCGACTACGAGAAGCAT
AAAGTGTATGCTTGTGAAGTCACCCACCAGGGGCTGAGTTCACCAGTCACAAA
ATCATTCAACAGAGGGGAGTGC

(SEQ ID NO: 2040f the Sequence Listing)

[Figure 229]

MRPTWAWWLFLVLLLALWAPARGATRMTQSPSSFS

ASTGDRVTITCKASQSVGINVDWYQQKPGKSPKLL

lYGASNRHTGVPSRFSGSGFGRDFTLTISSLQSED

FATYYCLQHGSIPPTFGGGTKVEIKRTVAAPSVF I

FPPSDEQLKSGTARVGCWLNNFYPREAKVQWKVDN

ALQSGNSQESVTEQDSKDSTYSLRSTLTLSKADYE

KHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 205 of the Sequence Listing)



107/158

[Figure 230]
ATGCGCCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCTGCCCGGGGCGGCGAGGTGCAGCTGGTGGAGAGCGGCGGCGGCCTGG
TGCAGCCCGGCGGCTCTCTGCGGCTGAGCTGCGCCGCCTCCGGCGTGACATTC
AACTACTATGGCATGTCCTGGATCAGACAGGCCCCAGGCAAGGGCCTGGAGTG
GGTGGCCTCTATCACCAATAGCGGCGGCAGGATCTACTATCCCGACTCCGTGA
AGGGCCGGTTTACAATCTCTAGAGAGAACACCCAGAAGACACTGTACCTGCAG
ATGAACAGCCTGCGGGCCGAGGATACCGCCGTGTACTATTGTACACTGGACGG
CAGAGACGGATGGGTGGCATATTGGGGACAGGGCACCCTGGTGACAGTGAGCT
CCGCTAGCACTAAAGGCCCAAGCGTGTTTCCTCTGGCTCCAAGCTCAAAAAGC
ACTTCCGGGGGGACCGCATGGCTGGGATGTGATGTGACCGACTACTTCCCCGA
GCCTGTGACCGTGTCCTGGAACTCTGGGGCCCTGACCAGCGGAGTGCACACAT
TTCCAGCCGTGCTGCAGAGCTCCGGCCTGTATAGCCTGTCTAGCGTGGTGACA
GTGCCCTCCAGTAGCCTGGGCACTCAGACTTATATCTGTAATGTCAACCACAA
ACCATCAAACACCAAAGTCGACAAGAAAGTGGAGCCCAAGAGCTGTGATAAAA
CTCATACCTGCCCACCTTGTCCGGCGCCAGAGGCTGCAGGAGGACCAAGCGTG
TTCCTGTTTCCACCCAAGCCTAAAGACACACTGATGATTTCCCGAACCCCCGA
AGTCACATGCGTGGTCGTGTCTGTGAGTCACGAGGACCCTGAAGTCAAGTTCA
ACTGGTACGTGGATGGCGTCGAGGTGCATAATGCCAAGACTAAACCTAGGGAG
GAACAGTACAACTCAACCTATCGCGTCGTGAGCGTCCTGACAGTGCTGCACCA
GGATTGGCTGAACGGCAAAGAATATAAGTGCAAAGTGAGCAATAAGGCCCTGC
CCGCTCCTATCGAGAAAACCATTTCCAAGGCTAAAGGGCAGCCTCGCGAACCA
CAGGTCTACGTCTACCCCCCATCAAGAGATGAACTGACAAAAAATCAGGTCTC
TCTGACATGCCTGGTCAAAGGATTCTACCCTTCCGACATCGCCGTGGAGTGGG
AAAGTAACGGCCAGCCCGAGAACAATTACAAGACCACACCCCCTGTCCTGGAC
TCTGATGGGAGTTTCGCTCTGGTGTCAAAGCTGACCGTCGATAAAAGCCGGTG
GCAGCAGGGCAATGTGTTTAGCTGCTCCGTCATGCACGAAGCCCTGCACAATC
ACTACACACAGAAGTCCCTGAGCCTGAGCCCTGGC

(SEQ ID NO: 206 of the Sequence Listing)



108/158

[Figure 231]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL

VOPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE

WVASI TNSGGRIYYPDSVKGRFTISRENTQKTLYL

QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV

SSASTKGPSVFPLAPSSKSTSGGTAWLGCDVTDYF

PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSYV

VTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC

DKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISR

TPEVTCVVVSVSHEDPEVKFNWYVDGVEVHNAKTK

PREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSN

KALPAPIEKTISKAKGQPREPQVYVYPPSRDELTK

NQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP

PVLDSDGSFALVSKLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPG

(SEQ ID NO: 207 of the Sequence Listing)



109/158

[Figure 232]
ATGCGGCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCAGCCAGGGGCAACTTTATGCTGACCCAGCCCCACAGCGTGTCCGAGT
CTCCTGGCAAGACCGTGACAATCTCCTGCAAGCGGAACACAGGCAATATCGGC
TCTAACTACGTGAATTGGTATCAGCAGCACGAGGGCAGCTCCCCAACCACAAT
CATCTACCGGGACGATAAGCGGCCCGACGGCGTGTCTGATAGGTTCAGCGGCT
CCATCGACCGCTCTAGCAAGTCTGCCAGCCTGACCATCAGCAATCTGAAGACA
GAGGACGAGGCCGATTACTTTTGTCAGTCCTATTCCTCTGGCTTCATCTTTGG
AGGAGGAACCAAGCTGACAGTGCTGGGCCAGCCCAAGGCGGCGCCCAGCGTGA
CTCTGTTTCCACCCAGCTCCGAGCAGCTGCAGGCCAATAAGGCTAGACTGGTC
TGTCTGATTTCCGACTTCTACCCCGGGGCTGTGACAGTCGCATGGAAGGCCGA
TTCTAGTCCTGTGAAAGCAGGAGTCGAGACCACAACTCCATCAAAGCAGAGCA
ACAACAAGTACGCAGCCTCAAGCTATCTGTCTCTGACACCTGAACAGTGGAAA
AGCCACCGGTCTTATAGTTGTCAGGTGACTCACGAGGGCTCAACAGTGGAAAA
GACAGTCGCACCCGCAGAATGCTCA

(SEQ ID NO: 208 of the Sequence Listing)

[Figure 233]
MRPTWAWWLFLYLLLALWAPARGNFMLTQPHSVSESPGKTVTISCKRNTGNIG
SNYVNWYQQHEGSSPTTIIYRDDKRPDGYVSDRFSGSIDRSSKSASLTISNLKT
EDEADYFCQSYSSGFIFGGGTKLTVLGQPKAAPSVTLFPPSSEQLQANKARLYV
CLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWK
SHRSYSCQVTHEGSTVEKTVAPAECS

(SEQ ID NO: 209 of the Sequence Listing)



110/158

[Figure 234]
ATGCGCCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCTGCCCGGGGCGGCGAGGTGCAGCTGGTGGAGAGCGGCGGCGGCCTGE
TGCAGCCCGGCGGCTCTCTGCGGCTGAGCTGCGCCGCCTCCGGCGTGACATTC
AACTACTATGGCATGTCCTGGATCAGACAGGCCCCAGGCAAGGGCCTGGAGTG
GGTGGCCTCTATCACCAATAGCGGCGGCAGGATCTACTATCCCGACTCCGTGA
AGGGCCGGTTTACAATCTCTAGAGAGAACACCCAGAAGACACTGTACCTGCAG
ATGAACAGCCTGCGGGCCGAGGATACCGCCGTGTACTATTGTACACTGGACGG
CAGAGACGGATGGGTGGCATATTGGGGACAGGGCACCCTGGTGACAGTGAGCT
CCGCTAGCACTAAAGGACCAAGCGTGTTTCCACTGGCTCCATCATCCAAAAGC
ACAAGCGGCGGGACTGCCTGGCTGGGCTGTAAGGTGAAGGACTACTTCCCCGA
GCCTGTGACCGTGTCCTGGAACTCTGGGGCCCTGACCAGCGGAGTGCACACAT
TTCCAGCCGTGCTGCAGAGCTCCGGCCTGTATAGCCTGTCTAGCGTGGTGACA
GTGCCCTCCTCAAGCCTGGGCACTCAGACCTATATTTGTAATGTCAACCATAA
ACCTTCCAACACTAAAGTCGACAAGAAAGTGGAGCCCAAGAGCTGTGATAAAA
CTCATACCTGCCCACCTTGTCCGGCGCCAGAGGCTGCAGGAGGACCAAGCGTG
TTCCTGTTTCCACCCAAGCCTAAAGACACACTGATGATTTCCCGAACCCCCGA
AGTCACATGCGTGGTCGTGTCTGTGAGTCACGAGGACCCTGAAGTCAAGTTCA
ACTGGTACGTGGATGGCGTCGAGGTGCATAATGCCAAGACTAAACCTAGGGAG
GAACAGTACAACTCAACCTATCGCGTCGTGAGCGTCCTGACAGTGCTGCACCA
GGATTGGCTGAACGGCAAAGAATATAAGTGCAAAGTGAGCAATAAGGCCCTGC
CCGCTCCTATCGAGAAAACCATTTCCAAGGCTAAAGGGCAGCCTCGCGAACCA
CAGGTCTACGTCTACCCCCCATCAAGAGATGAACTGACAAAAAATCAGGTCTC
TCTGACATGCCTGGTCAAAGGATTCTACCCTTCCGACATCGCCGTGGAGTGGG
AAAGTAACGGCCAGCCCGAGAACAATTACAAGACCACACCCCCTGTCCTGGAC
TCTGATGGGAGTTTCGCTCTGGTGTCAAAGCTGACCGTCGATAAAAGCCGGTG
GCAGCAGGGCAATGTGTTTAGCTGCTCCGTCATGCACGAAGCCCTGCACAATC
ACTACACACAGAAGTCCCTGAGCCTGAGCCCTGGC

{(SEQ ID NO: 210 of the Sequence Listing)



111/168

[Figure 235]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL
VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE
WVASITNSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV
SSASTKGPSVFPLAPSSKSTSGGTAWLGCKVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSYV
VTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC
DKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMI SR
TPEVTCVVVSVSHEDPEVKFNWYVDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYVYPPSRDELTK
NQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFALVSKLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPG

(SEQ ID NO: 211 of the Sequence Listing)



112/1568

[Figure 236]
ATGCGGCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCTGCCAGGGGCAACTTTATGCTGACCCAGCCTAGCTCCGTGAGCGGAG
TGCCAGGACAGAGGGTGACAATCTCCTGCACCGGCAACACAGGCAATATCGGC
TCTAACTACGTGAATTGGTATCAGCAGCTGCCCGGCACAGCCCCTAAGCTGCT
GATCTACCGGGACGATAAGCGGCCCAGCGGAGTGCCAGACAGGTTCTCCGGCT
CTAAGAGCGGCACCTCCGCCTCTCTGGCCATCACAGGCTTTCAGGCCGAGGAC
GAGGCCGATTACTATTGTCAGTCCTATTCTAGCGGCTTCATCTTTGGAGGAGG
AACCAAGCTGACAGTGCTGGGCCAGCCCAAGGCGGCGCCCAGTGTCACACTGT
TTCCCCCTAGCTCCGAGGAACTGCAGGCTAACACCGCAACACTGGACTGTCTG
ATCAGCGACTTCTACCCTGGAGCTGTGACTGTCGCCTGGAAGGCTGATTCTAG
TCCAGTGAAAGCAGGCGTCGAGACCACAACTCCCTCTAAGCAGAGTAACAACA
AGTACGCAGCCTCAAGCTATCTGTCACTGACCCCAGAACAGTGGAAGAGCCAC
CGGAGCTATTCCTGCCAGGTCACTCACGAAGGCTCCACTGTCGAGAAAACCGT
CGCTCCCACCGAATGTTCA

{SEQ ID NO: 212 of the Sequence Listing)



113/158

[Figure 237]

MRPTWAWWLFLVLLLALWAPARGNFMLTQPSSVSG
VPGQRVTISCTGNTGNIGSNYVNWYQQLPGTAPKL
LIYRDDKRPSGVPDRFSGSKSGTSASLAITGFQAE
DEADYYCQSYSSGFIFGGGTKLTVLGQPKAAPSVT
LFPPSSEELQANTATLDCLISDFYPGAVTVAWKAD
SSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWK

SHRSYSCQVTHEGSTVEKTVAPTECS

(SEQ ID NO: 213 of the Sequence Listing)



114/158

[Figure 238]
ATGAGGCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGCCAGGTGCAGCTGGTGGAGTCCGGCGGCGGCCTGGTGA
AGCCCAGCCAGACCCTGTCCCTGACCTGCACATTCAGCGGCTTTTCCCTGAAC
ACATACGATATGGGAGTGGGATGGATCAGACAGCCACCTGGCAAGGGCCTGGA
GTGGATCGGCAACATCTGGTGGGACGATGACAAGTACTATAATCCCTCTCTGA
AGAGCAGAGTGACCATCTCTAAGGATACAAGCAACAATCAGGCCTCCCTGAAG
CTGAGCTCCGTGACCGCCGCCGACACAGCCGTGTACTATTGCGCCAGGATCGA
GACAGTGCGGGTGAGCCGGAAGGGATTCGCACACTGGGGACAGGGCACCCTGG
TGACAGTGTCTAGCGCTAGCACAAAGGGACCTAGCGTGTTCCCACTGGCCCCT
TCCTCTAAGTCCACCTCTGGAGGAACAGCCGCCCTGGGCTGTCTGGTGAAGGA
CTATTTCCCTGAGCCAGTGACCGTGTCCTGGAACTCTGGGGCCCTGACCAGCG
GAGTGCACACATTTCCTGCCGTGCTGCAGAGCTCCGGCCTGTACAGCCTGTCT
AGCGTGGTGACCGTGCCATCCTCTAGCCTGGGCACCCAGACATATATCTGCAA
CGTGAATCACAAGCCAAGCAATACAAAGGTCGACAAGAGAGTGGAGCCCAAGT
CCTGTGACAAGACCCACACATGCCCACCCTGTCCGGCGCCAGAGGCTGCAGGA
GGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTAAAGACACACTGATGATTTC
CCGAACCCCCGAAGTCACATGCGTGGTCGTGTCTGTGAGTCACGAGGACCCTG
AAGTCAAGTTCAACTGGTACGTGGATGGCGTCGAGGTGCATAATGCCAAGACT
AAACCTAGGGAGGAACAGTACAACTCAACCTATCGCGTCGTGAGCGTCCTGAC
AGTGCTGCACCAGGATTGGCTGAACGGCAAAGAATATAAGTGCAAAGTGAGCA
ATAAGGCCCTGCCCGCTCCTATCGAGAAAACCATTTCCAAGGCTAAAGGGCAG
CCTCGCGAACCACAGGTCTACGTGCTGCCCCCTAGCCGCGACGAACTGACTAA
AAATCAGGTCTCTCTGCTGTGTCTGGTCAAAGGATTCTACCCTTCCGACATCG
CCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAACAATTACCTGACCTGGCCC
CCTGTGCTGGACTCTGATGGGAGTTTCTTTCTGTATTCAAAGCTGACAGTCGA
TAAAAGCCGGTGGCAGCAGGGCAATGTGTTCAGCTGCTCCGTCATGCACGAAG
CACTGCACAACCATTACACTCAGAAGTCCCTGTCCCTGTCACCTGGC

(SEQ ID NO: 214 of the Sequence Listing)



115/158

[Figure 239]

MRPTWAWWLFLVLLLALWAPARGQVQLVESGGGLYV
KPSQTLSLTCTFSGFSLNTYDMGVGWIRQPPGKGL
EWIGN I WNWDDDKYYNPSLKSRVTISKDTSNNQASL
KLSSVTAADTAVYYCARIETVRVSRKGFAHWGQGT
LVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLYV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYS
LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVE
PKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTL
MISRTPEVTCVVVSVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYVLPPSRD
ELTKNQVSLLCLVKGFYPSDIAVEWESNGQPENNY
LTWPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS

VMHEALHNHYTQKSLSLSPG

(SEQ ID NO: 215 of the Seguence Listing)



116/158

[Figure 240]
ATGCGGCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGGGCCACCAGAATGACACAGTCTCCAAGCTCCTTTTCCG
CCTCTACAGGCGACAGAGTGACCATCACATGCAAGGCCAGCCAGTCCGTGGGC
ATCAACGTGGATTGGTACCAGCAGAAGCCTGGCAAGTCCCCCAAGCTGCTGAT
CTATGGGGCCAGCAATAGGCACACCGGCGTGCCTTCTCGCTTCTCTGGCAGCG
GCTTCGGCAGGGACTTTACCCTGACAATCTCTAGCCTGCAGAGCGAGGATTTC
GCCACCTACTATTGTCTGCAGCACGGCTCCATCCCCCCTACCTTTGGCGGAGG
CACAAAGGTGGAGATCAAGAGAACAGTGGCGGCGCCCAGTGTCTTCATTTTTC
CCCCTAGCGACGAACAGCTGAAGTCTGGGACAGCCAGTGTGGTCTGTCTGCTG
AACAACTTCTACCCTAGAGAGGCTAAAGTGCAGTGGAAGGTCGATAACGCACT
GCAGTCCGGAAATTCTCAGGAGAGTGTGACTGAACAGGACTCAAAAGATAGCA
CCTATTCCCTGTCAAGCACACTGACTCTGAGCAAGGCCGACTACGAGAAGCAT
AAAGTGTATGCTTGTGAAGTCACCCACCAGGGGCTGAGTTCACCAGTCACAAA
ATCATTCAACAGAGGGGAGTGC

(SEQ ID NO: 216 of the Sequence Listing)

[Figure 241]
MRPTWAWWLFLVLLLALWAPARGATRMTQSPSSFSASTGDRVTITCKASQSVG
INVDWYQQKPGKSPKLLIYGASNRHTGVPSRFSGSGFGRDFTLTISSLQSEDF
ATYYCLQHGS IPPTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLL
NNFYPREAKVQWKVYDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKH
KVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 217 of the Sequence Listing)



117/158

[Figure 242]
ATGCGCCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCAGCCCGGGGCGGCGAGGTGCAGCTGGTGGAGTCTGGCGGCGGCCTGG
TGCAGCCCGGCGGCAGCCTGCGGCTGTCCTGCGCCGCCTCTGGCGTGACCTTC
AACTACTATGGCATGAGCTGGATCAGACAGGCCCCCGGCAAGGGCCTGGAGTG
GGTGGCCAGCATCACCAATTCCGGCGGCAGGATCTACTATCCTGACTCTGTGA
AGGGCAGGTTTACAATCAGCCGCGAGAACACCCAGAAGACACTGTACCTGCAG
ATGAACAGCCTGCGGGCCGAGGATACCGCCGTGTACTATTGCACACTGGACGG
CAGAGACGGATGGGTGGCATATTGGGGACAGGGCACCCTGGTGACAGTGAGCT
CCGGCGGCGGCGGCTCTGGAGGAGGAGGCAGCGGCGGAGGAGGCTCCAACTTT
ATGCTGACCCAGCCCCACTCTGTGAGCGAGTCCCCTGGCAAGACCGTGACAAT
CTCCTGTAAGAGAAACACAGGCAATATCGGCTCTAACTACGTGAATTGGTATC
AGCAGCACGAGGGCTCTAGCCCAACCACAATCATCTACCGGGACGATAAGCGG
CCCGACGGCGTGAGCGATCGGTTCTCTGGCAGCATCGACAGATCCTCTAAGTC
CGCCTCTCTGACCATCAGCAATCTGAAGACAGAGGACGAGGCCGATTACTTTT
GTCAGTCCTATAGCTCCGGCTTCATCTTTGGCGGCGGCACCAAGCTGACAGTG
CTGGCGGCCGAGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGCCC
GGCGCCAGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTA
AAGACACACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGGTCGTGTCT
GTGAGTCACGAGGACCCTGAAGTCAAGTTCAACTGGTACGTGGATGGCGTCGA
GGTGCATAATGCCAAGACTAAACCTAGGGAGGAACAGTACAACTCAACCTATC
GCGTCGTGAGCGTCCTGACAGTGCTGCACCAGGATTGGCTGAACGGCAAAGAA
TATAAGTGCAAAGTGAGCAATAAGGCCCTGCCCGCTCCTATCGAGAAAACCAT
TTCCAAGGCTAAAGGGCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCAT
CAAGAGATGAACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGA
TTCTACCCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAA
CAATTACAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTTTCGCTCTGG
TGTCAAAGCTGACCGTCGATAAAAGCCGGTGGCAGCAGGGCAATGTGTTTAGC
TGCTCCGTCATGCACGAAGCCCTGCACAATCACTACACACAGAAGTCCCTGAG
CCTGAGCCCTGGC

(SEQ ID NO: 218 of the Sequence Listing)



118/158

[Figure 243]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL
VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE
WVASITNSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV
SSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTYV
TISCKRNTGNIGSNYVNWYQQHEGSSPTTIIYRDD
KRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEAD
YFCQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCP
PCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCYV
VVSVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYVYPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYT

QKSLSLSPG

(SEQ ID NO: 219 of the Seguence Listing)
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[Figure 244]
ATGCGGCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCTGCCAGGGGCGGCGAGGTGCAGCTGGTGGAGAGCGGCGGCGGCCTGG
TGCAGCCTGGAGGCTCTCTGAGGCTGAGCTGCGCAGCCTCCGGCGTGACATTC
AACTACTATGGCATGTCCTGGATCAGACAGGCCCCAGGCAAGGGCCTGGAGTG
GGTGGCCTCTATCACCAATAGCGGCGGCAGAATCTACTATCCCGACTCCGTGA
AGGGCAGGTTTACAATCAGCCGGGAGAACACCCAGAAGACACTGTACCTGCAG
ATGAATAGCCTGCGGGCCGAGGATACCGCCGTGTACTATTGCACACTGGACGG
CAGAGATGGATGGGTGGCATATTGGGGACAGGGCACCCTGGTGACAGTGAGCT
CCGGAGGAGGAGGCTCCGGCGGCGGAGGCTCTGGCGGCGGCGGCAGCAACTTT
ATGCTGACCCAGCCTTCTAGCGTGAGCGGAGTGCCAGGACAGAGGGTGACAAT
CTCCTGTACCGGCAACACAGGCAATATCGGCTCTAACTACGTGAATTGGTATC
AGCAGCTGCCAGGAACCGCCCCTAAGCTGCTGATCTACCGGGACGATAAGCGG
CCCTCTGGAGTGCCAGACCGGTTCAGCGGCTCCAAGTCTGGCACCAGCGCCTC
CCTGGCCATCACAGGATTTCAGGCCGAGGACGAGGCCGATTACTATTGTCAGT
CCTATTCCTCTGGCTTCATCTTTGGCGGCGGCACCAAGCTGACAGTGCTGGCG
GCCGAGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGLCCCGGCGCC
AGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTAAAGACA
CACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGGTCGTGTCTGTGAGT
CACGAGGACCCTGAAGTCAAGTTCAACTGGTACGTGGATGGCGTCGAGGTGCA
TAATGCCAAGACTAAACCTAGGGAGGAACAGTACAACTCAACCTATCGCGTCG
TGAGCGTCCTGACAGTGCTGCACCAGGATTGGCTGAACGGCAAAGAATATAAG
TGCAAAGTGAGCAATAAGGCCCTGCCCGCTCCTATCGAGAAAACCATTTCCAA
GGCTAAAGGGCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCATCAAGAG
ATGAACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGATTCTAC
CCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAACAATTA
CAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTTTCGCTCTGGTGTCAA
AGCTGACCGTCGATAAAAGCCGGTGGCAGCAGGGCAATGTGTTTAGCTGCTCC
GTCATGCACGAAGCCCTGCACAATCACTACACACAGAAGTCCCTGAGCCTGAG
CCCTGGC

(SEQ ID NO: 220 of the Sequence Listing)
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[Figure 245]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL

VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE

WVASITNSGGRIYYPDSVKGRFTISRENTQKTLYL

QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV

SSGGGGSGGGGSGGGGSNFMLTQPSSVSGVPGQRYV

TISCTGNTGNIGSNYVNWYQQLPGTAPKLLIYRDD

KRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYY

CQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCPPC

PAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVYV

SVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNST

YRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK

TISKAKGQPREPQVYVYPPSRDELTKNQVSLTCLYV

KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF

ALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK

SLSLSPG

(SEQ ID NO: 221 of the Sequence Listing)
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[Figure 246]
ATGCGGCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGGGCCACCCGCATGACACAGTCCCCTAGCTCCTTTTCTG
CCAGCACAGGCGATAGAGTGACCATCACATGCAAGGCCTCCCAGTCTGTGGGC
ATCAACGTGGACTGGTACCAGCAGAAGCCTGGCAAGAGCCCAAAGCTGCTGAT
CTATGGGGCCAGCAATAGGCACACCGGAGTGCCATCTAGATTCAGCGGCTCCG
GCTTCGGCAGAGACTTCACCCTGACAATCTCTAGCCTGCAGAGCGAGGACTTC
GCCACATACTATTGCCTGCAGCACGGCTCCATCCCCCCTACCTTTGGCGGAGG
CACAAAGGTGGAGATCAAGGGAGGAGGAGGCTCCGGCGGAGGAGGCTCTGGCG
GCGGCGGCAGCGGCGGCGGCCAGGTGCAGCTGGTGGAGTCCGGAGGAGGCCTG
GTGAAGCCAAGCCAGACCCTGTCCCTGACCTGTACATTCTCTGGCTTTAGCCT
GAACACATACGATATGGGAGTGGGATGGATCAGGCAGCCACCAGGCAAGGGCC
TGGAGTGGATCGGCAACATCTGGTGGGACGATGACAAGTACTATAATCCCTCC
CTGAAGTCTCGCGTGACCATCTCTAAGGATACAAGCAACAATCAGGCCTCTCT
GAAGCTGTCCTCTGTGACCGCCGCCGACACAGCCGTGTACTATTGTGCAAGGA
TCGAGACAGTGCGGGTGAGCCGGAAGGGATTTGCACACTGGGGACAGGGCACC
CTGGTGACAGTGAGCTCTGCGGCCGAGCCTAAAAGTAGCGATAAAACCCATAC
CTGCCCCCCCTGCCCGGCGCCAGAGGCTGCAGGAGGACCAAGCGTGTTCCTGT
TTCCACCCAAGCCTAAAGACACACTGATGATTTCCCGAACCCCCGAAGTCACA
TGCGTGGTCGTGTCTGTGAGTCACGAGGACCCTGAAGTCAAGTTCAACTGGTA
CGTGGATGGCGTCGAGGTGCATAATGCCAAGACTAAACCTAGGGAGGAACAGT
ACAACTCAACCTATCGCGTCGTGAGCGTCCTGACAGTGCTGCACCAGGATTGG
CTGAACGGCAAAGAATATAAGTGCAAAGTGAGCAATAAGGCCCTGCCCGCTCC
TATCGAGAAAACCATTTCCAAGGCTAAAGGGCAGCCTCGCGAACCACAGGTCT
ACGTGCTGCCCCCTAGCCGCGACGAACTGACTAAAAATCAGGTCTCTCTGCTG
TGTCTGGTCAAAGGATTCTACCCTTCCGACATCGCCGTGGAGTGGGAAAGTAA
CGGCCAGCCCGAGAACAATTACCTGACCTGGCCCCCTGTGCTGGACTCTGATG
GGAGTTTCTTTCTGTATTCAAAGCTGACAGTCGATAAAAGCCGGTGGCAGCAG
GGCAATGTGTTCAGCTGCTCCGTCATGCACGAAGCACTGCACAACCATTACAC
TCAGAAGTCCCTGTCCCTGTCACCTGGC

(SEQ ID NO: 222 of the Sequence Listing)
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[Figure 247]

MRPTWAWWLFLVLLLALWAPARGATRMTQSPSSFS
ASTGDRVTITCKASQSVGINVDWYQQKPGKSPKLL
| YGASNRHTGVPSRFSGSGFGRDFTLTISSLQSED
FATYYCLQHGS IPPTFGGGTKVEIKGGGGSGGGGS
GGGGSGGGQVQLVESGGGLVKPSQTLSLTCTFSGF
SLNTYDMGVGWIRQPPGKGLEWIGNIWWDDDKYYN
PSLKSRVTISKDTSNNQASLKLSSVTAADTAVYYC
ARIETVRVSRKGFAHWGQGTLVTVSSAAEPKSSDK
THTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTP
EVTCVVVSVSHEDPEVKFNWYVDGVEVHNAKTKPR
EEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVYVLPPSRDELTKNAQ
VSLLCLVKGFYPSDIAVEWESNGQPENNYLTWPPYV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL

HNHYTQKSLSLSPG

(SEQ ID NO: 223 of the Sequence Listing)
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[Figure 248]
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[Figure 249]
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[Figure 251]
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[Figure 252]
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[Figure 253]
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[Figure 254]
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[Figure 255]
ATGCGGCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGC
CCTGTGGGCCCCTGCCAGGGGCGGAGAAGTGCAGCTGGTGGAATCCG
GGGGGGGCCTGGTGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCC
GCCTCTGGGGTGACATTTAACTACTATGGCATGTCTTGGATCCGCCA
GGCACCTGGAAAGGGCCTGGAGTGGGTGGCCAGCATCACTAGGTCCG
GCGGGCGAATCTACTATCCCGACAGCGTCAAGGGCAGGTTCACAATT
TCCCGCGAGAACACACAGAAAACTCTGTACCTGCAGATGAATAGCCT
GAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGGCAGGG
ATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGC
TCCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTC
AAACTTTATGCTCACTCAGCCGTCCTCTGTTTCTGGCGTACCTGGCC
AACGGGTGACCATTAGCTGTACGGGTAATACCGGGAATATCGGGTCT
AACTACGTGAACTGGTATCAGCAGCTTCCAGGGACAGCTCCCAAGTT
GCTGATCTATCGCGACGACAAAAGACCCTCAGGGGTCCCTGACCGAT
TTAGTGGCAGCAAAAGCGGTACTTCCGCTTCCCTGGCGATAACCGGC
TTTCAGGCCGAAGATGAGGCAGACTACTATTGCCAGTCATATTCCAG
CGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTGTTGGCGGCCG
AGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGCCCGGCG
CCAGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCC
TAAAGACACACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGG
TCGTGTCTGTGAGTCACGAGGACCCTGAAGTCAAGTTCAACTGGTAC
GTGGATGGCGTCGAGGTGCATAATGCCAAGACTAAACCTAGGGAGGA
ACAGTACAACTCAACCTATCGCGTCGTGAGCGTCCTGACAGTGCTGC
ACCAGGATTGGCTGAACGGCAAAGAATATAAGTGCAAAGTGAGCAAT
AAGGCCCTGCCCGCTCCTATCGAGAAAACCATTTCCAAGGCTAAAGG
GCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCATCAAGAGATG
AACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGATTC
TACCCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGA
GAACAATTACAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTT
TCGCTCTGGTGTCAAAGCTGACCGTCGATAAAAGCCGGTGGCAGCAG
GGCAATGTGTTTAGCTGCTCCGTCATGCACGAAGCCCTGCACAATCA
CTACACACAGAAGTCCCTGAGCCTGAGCCCTGGC

(SEQ ID NO: 224 of the Sequence Listing)
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[Figure 256]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL

VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE

WVASITRSGGRIYYPDSVKGRFTISRENTQKTLYL

QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV

SSGGGGSGGGGSGGGGSNFMLTQPSSVSGVPGQRYV

TISCTGNTGNIGSNYVNWYQQLPGTAPKLLIYRDD

KRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYY

CQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCPPC

PAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVYV

SVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNST

YRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK

TISKAKGQPREPQVYVYPPSRDELTKNQVSLTCLYV

KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF

ALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK

SLSLSPG

(SEQ ID NO: 225 of the Sequence Listing)
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[Figure 257]
ATGCGCCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCAGCCCGGGGCGGAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGG
TGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTT
AACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTG
GGTGGCCAGCATCACTAGGTCCGGCGGGCGAATCTACTATCCCGACAGCGTCA
AGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAG
ATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGG
CAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCT
CCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAAACTTT
ATGCTGACCCAGCCCCACAGTGTGTCAGAGAGCCCTGGCAAGACTGTCACCAT
CTCTTGTAAAAGGAACACCGGAAATATTGGCAGTAACTACGTGAATTGGTATC
AGCAGCATGAAGGGTCTAGTCCAACCACAATCATCTACCGGAACGATAAGAGA
CCCGACGGGGTGTCCGATCGATTCTCCGGATCTATCGACCGGTCAAGCAAGAG
TGCTTCACTGACCATTAGCAATCTGAAAACAGAGGACGAAGCAGATTACTTTT
GCCAGTCCTATTCCTCTGGCTTCATCTTTGGAGGCGGGACTAAACTGACCGTG
CTGGCGGCCGAGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGCCC
GGCGCCAGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTA
AAGACACACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGGTCGTGTCT
GTGAGTCACGAGGACCCTGAAGTCAAGTTCAACTGGTACGTGGATGGCGTCGA
GGTGCATAATGCCAAGACTAAACCTAGGGAGGAACAGTACAACTCAACCTATC
GCGTCGTGAGCGTCCTGACAGTGCTGCACCAGGATTGGCTGAACGGCAAAGAA
TATAAGTGCAAAGTGAGCAATAAGGCCCTGCCCGCTCCTATCGAGAAAACCAT
TTCCAAGGCTAAAGGGCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCAT
CAAGAGATGAACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGA
TTCTACCCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAA
CAATTACAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTTTCGCTCTGG
TGTCAAAGCTGACCGTCGATAAAAGCCGGTGGCAGCAGGGCAATGTGTTTAGC
TGCTCCGTCATGCACGAAGCCCTGCACAATCACTACACACAGAAGTCCCTGAG
CCTGAGCCCTGGC

(SEQ ID NO: 226 of the Sequence Listing)
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[Figure 258]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL
VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE
WVASITRSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV
SSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTYV
TISCKRNTGNIGSNYVNWYQQHEGSSPTTIIYRND
KRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEAD
YFCQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCP
PCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCYV
VVSVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYVYPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYT

QKSLSLSPG

{(SEQ ID NO: 227 of the Seguence Listing)
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[Figure 259]
ATGCGCCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCAGCCCGGGGCGGAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGG
TGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTT
AACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTG
GGTGGCCAGCATCACTTCTTCCGGCGGGCGAATCTACTATCCCGACAGCGTCA
AGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAG
ATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGG
CAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCT
CCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAAACTTT
ATGCTGACCCAGCCCCACAGTGTGTCAGAGAGCCCTGGCAAGACTGTCACCAT
CTCTTGTAAAAGGAACACCGGAAATATTGGCAGTAACTACGTGAATTGGTATC
AGCAGCATGAAGGGTCTAGTCCAACCACAATCATCTACCGGAACGATAAGAGA
CCCGACGGGGTGTCCGATCGATTCTCCGGATCTATCGACCGGTCAAGCAAGAG
TGCTTCACTGACCATTAGCAATCTGAAAACAGAGGACGAAGCAGATTACTTTT
GCCAGTCCTATTCCTCTGGCTTCATCTTTGGAGGCGGGACTAAACTGACCGTG
CTGGCGGCCGAGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGCCC
GGCGCCAGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTA
AAGACACACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGGTCGTGTCT
GTGAGTCACGAGGACCCTGAAGTCAAGTTCAACTGGTACGTGGATGGCGTCGA
GGTGCATAATGCCAAGACTAAACCTAGGGAGGAACAGTACAACTCAACCTATC
GCGTCGTGAGCGTCCTGACAGTGCTGCACCAGGATTGGCTGAACGGCAAAGAA
TATAAGTGCAAAGTGAGCAATAAGGCCCTGCCCGCTCCTATCGAGAAAACCAT
TTCCAAGGCTAAAGGGCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCAT
CAAGAGATGAACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGA
TTCTACCCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAA
CAATTACAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTTTCGCTCTGG
TGTCAAAGCTGACCGTCGATAAAAGCCGGTGGCAGCAGGGCAATGTGTTTAGC
TGCTCCGTCATGCACGAAGCCCTGCACAATCACTACACACAGAAGTCCCTGAG
CCTGAGCCCTGGC

(SEQ ID NO: 228 of the Sequence Listing)
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[Figure 260]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL
VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE
WVASITSSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV
SSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTYV
TISCKRNTGNIGSNYVNWYQQHEGSSPTTIIYRND
KRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEAD
YFCQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCP
PCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCYV
VVSVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP I
EKTISKAKGQPREPQVYVYPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYT

QKSLSLSPG

(SEQ ID NO: 229 of the Seguence Listing)
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[Figure 261]

ATGCGGCCCACCTGGGCATGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCTGCCAGGGGCGGAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGG
TGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTT
AACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTG
GGTGGCCAGCATCACTAGGTCCGGCGGGCGAATCTACTATCCCGACAGCGTCA
AGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAG
ATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGG
CAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCT
CCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAAACTTT
ATGCTCACTCAGCCGTCCTCTGTTTCTGGCGTACCTGGCCAACGGGTGACCAT
TAGCTGTACGGGTAATACCGGGAATATCGGGTCTAACTACGTGAACTGGTATC
AGCAGCTTCCAGGGACAGCTCCCAAGTTGCTGATCTATCGCGACGACAAAAGA
CCCTCAGGGGTCCCTGACCGATTTAGTGGCAGCAAAAGCGGTACTTCCGCTTC
CCTGGCGATAACCGGCTTTCAGGCCGAAGATGAGGCAGACTACTATTGCCAGT
CATATTCCAGCGGCTTCATCTTCGGAGGCGGAACTAAGCTGACAGTGTTGGCG
GCCGAGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGCCCGGCGCC
AGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTAAAGACA
CACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGGTCGTGTCTGTGAGT
CACGAGGACCCTGAAGTCAAGTTCAACTGGTACGTGGATGGCGTCGAGGTGCA
TAATGCCAAGACTAAACCTAGGGAGGAACAGTACAACTCAACCTATCGCGTCG
TGAGCGTCCTGACAGTGCTGCACCAGGATTGGCTGAACGGCAAAGAATATAAG
TGCAAAGTGAGCAATAAGGCCCTGCCCGCTCCTATCGAGAAAACCATTTCCAA
GGCTAAAGGGCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCATCAAGAG
ATGAACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGATTCTAC
CCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAACAATTA
CAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTTTCGCTCTGGTGTCAA
AGCTGACCGTCGATAAAAGCCGGTGGCAGCAGGGCAATGTGTTTAGCTGCTCC
GTCATGCACGAAGCCCTGCACAATCACTACACACAGAAGTCCCTGAGCCTGAG
CCCTGGCAAG

(SEQ ID NO: 230 of the Segquence Listing)
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[Figure 262]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL
VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE
WVASITRSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV
SSGGGGSGGGGSGGGGSNFMLTQPSSVSGVPGQRYV
TISCTGNTGNIGSNYVNWYQQLPGTAPKLLIYRDD
KRPSGVPDRFSGSKSGTSASLAITGFQAEDEADYY
CQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCPPC
PAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVYV
SVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYVYPPSRDELTKNQVSLTCLYV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF
ALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK

SLSLSPGK

{SEQ ID NO: 231 of the Sequence Listing)
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[Figure 263]
ATGCGCCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCAGCCCGGGGCGGAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGG
TGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTT
AACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTG
GGTGGCCAGCATCACTAGGTCCGGCGGGCGAATCTACTATCCCGACAGCGTCA
AGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAG
ATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGG
CAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCT
CCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAAACTTT
ATGCTGACCCAGCCCCACAGTGTGTCAGAGAGCCCTGGCAAGACTGTCACCAT
CTCTTGTAAAAGGAACACCGGAAATATTGGCAGTAACTACGTGAATTGGTATC
AGCAGCATGAAGGGTCTAGTCCAACCACAATCATCTACCGGAACGATAAGAGA
CCCGACGGGGTGTCCGATCGATTCTCCGGATCTATCGACCGGTCAAGCAAGAG
TGCTTCACTGACCATTAGCAATCTGAAAACAGAGGACGAAGCAGATTACTTTT
GCCAGTCCTATTCCTCTGGCTTCATCTTTGGAGGCGGGACTAAACTGACCGTG
CTGGCGGCCGAGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGCCC
GGCGCCAGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTA
AAGACACACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGGTCGTGTCT
GTGAGTCACGAGGACCCTGAAGTCAAGTTCAACTGGTACGTGGATGGCGTCGA
GGTGCATAATGCCAAGACTAAACCTAGGGAGGAACAGTACAACTCAACCTATC
GCGTCGTGAGCGTCCTGACAGTGCTGCACCAGGATTGGCTGAACGGCAAAGAA
TATAAGTGCAAAGTGAGCAATAAGGCCCTGCCCGCTCCTATCGAGAAAACCAT
TTCCAAGGCTAAAGGGCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCAT
CAAGAGATGAACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGA
TTCTACCCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAA
CAATTACAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTTTCGCTCTGG
TGTCAAAGCTGACCGTCGATAAAAGCCGGTGGCAGCAGGGCAATGTGTTTAGC
TGCTCCGTCATGCACGAAGCCCTGCACAATCACTACACACAGAAGTCCCTGAG
CCTGAGCCCTGGCAAG

{SEQ ID NO: 232 of the Sequence Listing)
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[Figure 264]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL
VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE
WVASITRSGGRIYYPDSVKGRFTISRENTQKTLYL
QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV
SSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTYV
TISCKRNTGNIGSNYVNWYQQHEGSSPTTIIYRND
KRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEAD
YFCQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCP
PCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCYV
VVSVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYVYPPSRDELTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYT

QKSLSLSPGK

(SEQ ID NO: 233 of the Sequence Listing)
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[Figure 265]
ATGCGCCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCAGCCCGGGGCGGAGAAGTGCAGCTGGTGGAATCCGGGGGGGGCCTGG
TGCAGCCTGGGGGGAGCCTGAGACTGAGTTGTGCCGCCTCTGGGGTGACATTT
AACTACTATGGCATGTCTTGGATCCGCCAGGCACCTGGAAAGGGCCTGGAGTG
GGTGGCCAGCATCACTTCTTCCGGCGGGCGAATCTACTATCCCGACAGCGTCA
AGGGCAGGTTCACAATTTCCCGCGAGAACACACAGAAAACTCTGTACCTGCAG
ATGAATAGCCTGAGAGCCGAAGATACAGCTGTGTACTATTGCACTCTGGACGG
CAGGGATGGGTGGGTCGCCTATTGGGGGCAGGGAACCCTGGTGACAGTCAGCT
CCGGAGGAGGAGGATCTGGCGGAGGAGGCAGTGGGGGAGGCGGGTCAAACTTT
ATGCTGACCCAGCCCCACAGTGTGTCAGAGAGCCCTGGCAAGACTGTCACCAT
CTCTTGTAAAAGGAACACCGGAAATATTGGCAGTAACTACGTGAATTGGTATC
AGCAGCATGAAGGGTCTAGTCCAACCACAATCATCTACCGGAACGATAAGAGA
CCCGACGGGGTGTCCGATCGATTCTCCGGATCTATCGACCGGTCAAGCAAGAG
TGCTTQACTGACCATTAGCAATCTGAAAACAGAGGACGAAGCAGATTACTTTT
GCCAGTCCTATTCCTCTGGCTTCATCTTTGGAGGCGGGACTAAACTGACCGTG
CTGGCGGCCGAGCCTAAAAGTAGCGATAAAACCCATACCTGCCCCCCCTGCCC
GGCGCCAGAGGCTGCAGGAGGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTA
AAGACACACTGATGATTTCCCGAACCCCCGAAGTCACATGCGTGGTCGTGTCT
GTGAGTCACGAGGACCCTGAAGTCAAGTTCAACTGGTACGTGGATGGCGTCGA
GGTGCATAATGCCAAGACTAAACCTAGGGAGGAACAGTACAACTCAACCTATC
GCGTCGTGAGCGTCCTGACAGTGCTGCACCAGGATTGGCTGAACGGCAAAGAA
TATAAGTGCAAAGTGAGCAATAAGGCCCTGCCCGCTCCTATCGAGAAAACCAT
TTCCAAGGCTAAAGGGCAGCCTCGCGAACCACAGGTCTACGTCTACCCCCCAT
CAAGAGATGAACTGACAAAAAATCAGGTCTCTCTGACATGCCTGGTCAAAGGA
TTCTACCCTTCCGACATCGCCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAA
CAATTACAAGACCACACCCCCTGTCCTGGACTCTGATGGGAGTTTCGCTCTGG
TGTCAAAGCTGACCGTCGATAAAAGCCGGTGGCAGCAGGGCAATGTGTTTAGC
TGCTCCGTCATGCACGAAGCCCTGCACAATCACTACACACAGAAGTCCCTGAG
CCTGAGCCCTGGCAAG

(SEQ ID NO: 234 of the Sequence Listing)
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[Figure 266]

MRPTWAWWLFLVLLLALWAPARGGEVQLVESGGGL

VQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLE

WVASITSSGGRIYYPDSVKGRFTISRENTQKTLYL

QMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTYV

SSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTYV

TISCKRNTGNIGSNYVNWYQQHEGSSPTTI IYRND

KRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEAD

YFCQSYSSGFIFGGGTKLTVLAAEPKSSDKTHTCP

PCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCYV

VVSVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN

STYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI

EKTISKAKGQPREPQVYVYPPSRDELTKNQVSLTC

LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG

SFALVSKLTVDKSRWQQGNVFSCSVMHEALHNHYT

QKSLSLSPGK

(SEQ ID NO: 235 of the Sequence Listing)
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[Figure 267]
ATGAGGCCTACCTGGGCCTGGTGGCTGTTCCTGGTGCTGCTGCTGGCCCTGTG
GGCCCCCGCCCGGGGCCAGGTGCAGCTGGTGGAGTCCGGCGGCGGCCTGGTGA
AGCCCAGCCAGACCCTGTCCCTGACCTGCACATTCAGCGGCTTTTCCCTGAAC
ACATACGATATGGGAGTGGGATGGATCAGACAGCCACCTGGCAAGGGCCTGGA
GTGGATCGGCAACATCTGGTGGGACGATGACAAGTACTATAATCCCTCTCTGA
AGAGCAGAGTGACCATCTCTAAGGATACAAGCAACAATCAGGCCTCCCTGAAG
CTGAGCTCCGTGACCGCCGCCGACACAGCCGTGTACTATTGCGCCAGGATCGA
GACAGTGCGGGTGAGCCGGAAGGGATTCGCACACTGGGGACAGGGCACCCTGG
TGACAGTGTCTAGCGCTAGCACAAAGGGACCTAGCGTGTTCCCACTGGCCCCT
TCCTCTAAGTCCACCTCTGGAGGAACAGCCGCCCTGGGCTGTCTGGTGAAGGA
CTATTTCCCTGAGCCAGTGACCGTGTCCTGGAACTCTGGGGCCCTGACCAGCG
GAGTGCACACATTTCCTGCCGTGCTGCAGAGCTCCGGCCTGTACAGCCTGTCT
AGCGTGGTGACCGTGCCATCCTCTAGCCTGGGCACCCAGACATATATCTGCAA
CGTGAATCACAAGCCAAGCAATACAAAGGTCGACAAGAGAGTGGAGCCCAAGT
CCTGTGACAAGACCCACACATGCCCACCCTGTCCGGCGCCAGAGGCTGCAGGA
GGACCAAGCGTGTTCCTGTTTCCACCCAAGCCTAAAGACACACTGATGATTTC
CCGAACCCCCGAAGTCACATGCGTGGTCGTGTCTGTGAGTCACGAGGACCCTG
AAGTCAAGTTCAACTGGTACGTGGATGGCGTCGAGGTGCATAATGCCAAGACT
AAACCTAGGGAGGAACAGTACAACTCAACCTATCGCGTCGTGAGCGTCCTGAC
AGTGCTGCACCAGGATTGGCTGAACGGCAAAGAATATAAGTGCAAAGTGAGCA
ATAAGGCCCTGCCCGCTCCTATCGAGAAAACCATTTCCAAGGCTAAAGGGCAG
CCTCGCGAACCACAGGTCTACGTGCTGCCCCCTAGCCGCGACGAACTGACTAA
AAATCAGGTCTCTCTGCTGTGTCTGGTCAAAGGATTCTACCCTTCCGACATCG
CCGTGGAGTGGGAAAGTAACGGCCAGCCCGAGAACAATTACCTGACCTGGCCC
CCTGTGCTGGACTCTGATGGGAGTTTCTTTCTGTATTCAAAGCTGACAGTCGA
TAAAAGCCGGTGGCAGCAGGGCAATGTGTTCAGCTGCTCCGTCATGCACGAAG
CACTGCACAACCATTACACTCAGAAGTCCCTGTCCCTGTCACCTGGCAAG

(SEQ ID NO: 236 of the Sequence Listing)
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[Figure 268]

MRPTWAWWLFLVLLLALWAPARGQVQLVESGGGLYV
KPSQTLSLTCTFSGFSLNTYDMGVGWIRQPPGKGL
EWIGNIWWDDDKYYNPSLKSRVTISKDTSNNQASL
KLSSVTAADTAVYYCARIETVRVSRKGFAHWGQGT
LVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLYV
KDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYS
LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVE
PKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTL
MISRTPEVTCVVVSVSHEDPEVKFNWYVDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYVLPPSRD
ELTKNQVSLLCLVKGFYPSDIAVEWESNGQPENNY
LTWPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS

VMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 237 of the Sequence Listing)
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[Figure 269]
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[Figure 270]
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[Figure 272]
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[Figure 273-1]
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[Figure 273
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[Figure 273-3]
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[Figure 274]
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[Figure 275]
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[Figure 276]

I TXaaXaaGGR I

(Xaa is an arbitrary natural amino acid residue)

(SEQ ID NO: 238 of the Sequence Listing)

[Figure 277]

R XaaD

(xaa is an arbitrary natural amino acid residue)

{SEQ ID NO: 239 of the Sequence Listing)

[Figure 278]

EVQLVESGGGLVQPGGSLRLSCAASGVTFNYYGMS
WIRQAPGKGLEWVASI|ITXaaXaaGGRIYYPDSVKGRF
TISRENTQKTLYLQMNSLRAEDTAVYYCTLDGRDG
WVAYWGQGTLVTVSS

(Xaa is an arbitrary natural amino acid residue)

{({SEQ ID NO: 240 of the Seguence Listing)
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[Figure 279]
NFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVN
WYQQHEGSSPTTI IYRXaaDKRPDGVSDRFSGSIDR
SSKSASLTISNLKTEDEADYFCQSYSSGFIFGGGT
KLTVL

(Xaa is an arbitrary natural amino acid residue)

(SEQ ID NO: 241of the Sequence Listing)

[Figure 280]

QAVLTQPSSVSGVPGQRVTISCKRNTGNIGSNYVN
WYQQLPGTAPKLLIYRXaaDKRPSGVPDRFSGSKSG
TSASLAITGFQAEDEADYYCQSYSSGFIFGGGTKL
TVL

(Xaa is an arbitrary natural amino acid residue)

(SEQ ID NO: 242 of the Sequence Listing)
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[Figure 281]

NFMLTQPSSVSGVPGQRVTISCTGNTGNIGSNYVN
WYQQLPGTAPKLLIYRXazaDKRPSGVPDRFSGSKSG
TSASLAITGFQAEDEADYYCQSYSSGFIFGGGTKL

TVL

(Xaa is an arbitrary natural amino acid residue)

(SEQ ID NO: 243 of the Seguence Listing)

[Figure 282]

GEVQLVESGGGLVQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRDDKRPDGVSDREFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGEIEFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 244 of the Sequence Listing)

[Figure 283]
GEVQLVESGGGLVQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPSSVSGVPGORVTISCTGNTGNIGSNYVNWYQQLPGT
APKLLIYRDDKRPSGVPDRESGSKSGTSASLAITGFQAEDEADYYCQSYSSGFIFGGGT
KLTVLGAARAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 245 of the Sequence Listing)
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[Figure 284]
GEVQLVESGGGLVQPGGSLRLSCAASGVTFNYYGMSWIRQAPGKGLEWVASITRSGGRI
YYPDSVKGRETISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNEFMLTQPHSVSESPGKTVT ISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRGDKRPDGVSDRESGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 246 of the Sequence Listing)

[Figure 285]
GEVQLVESGGGLVQPGGSLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITRSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRQDKRPDGVSDREFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 247 of the Sequence Listing)

[Figure 286]
GEVQLVESGGGLVQPGGSLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITRSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRNDKRPDGVSDREFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAARHHHHHH

(SEQ ID NO: 248 of the Sequence Listing)

[Figure 287]
GEVQLVESGGGLVQPGGSLRLSCAASGVTEFNYYGMSWIRQAPGKGLEWVASITRSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTITIIYRSDKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 249 of the Sequence Listing)
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[Figure 288]
GEVQLVESGGGLVQPGGSLRLSCAASGVTEFNYYGMSWIRQAPGKGLEWVASITRSGGRI
YYPDSVKGRETISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTOPHSVSESPGKTVT ISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRADKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGEIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 250 of the Sequence Listing)

[Figure 289]
(SEQ ID NO: 251 of the Sequence Listing)

[Figure 290]
GEVQLVESGGGLVQPGGSLRLSCAASGVTEFNYYGMSWIRQAPGKGLEWVASITSSGGRI
YYPDSVKGRETISRENTQKTLYLQMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNEFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRGDKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFCOSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 252 of the Sequence Listing)

[Figure 291]
GEVQLVESGGGLVQPGGSLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITSSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRNDKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 253 of the Sequence Listing)
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[Figure 292]
GEVQLVESGGGLVQPGGSLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITSSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRSDKRPDGVSDREFSGSIDRSSKSASLTISNLKTEDEADYFCQOSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 254 of the Sequence Listing)

[Figure 293]
GEVQLVESGGGLVQPGGSLRLSCAASGVTENYYGMSWIRQAPGKGLEWVASITSSGGRI
YYPDSVKGRFTISRENTQKTLYLOMNSLRAEDTAVYYCTLDGRDGWVAYWGQGTLVTVS
SGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTVTISCKRNTGNIGSNYVNWYQQHEGS
SPTTIIYRADKRPDGVSDRFSGSIDRSSKSASLTISNLKTEDEADYFCQSYSSGFIFGG
GTKLTVLGAAAGAGGDYKDDDDKGAAAHHHHHH

(SEQ ID NO: 255 of the Sequence Listing)



