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<400> 1
attgtttgaa tttgaaaacg gtaacatcge agtygctgere geygggtotgyg crtagteagge 60

gaagtttgca ga atg gaa tct aat ttl aat caa gag gga gta cct cga Cca 111
Met Glu Ser Asn Phe Asn Gln Glu Gly val Pro Arg Pro
» 10

1
tct tat gtt ttt agt got gac cca att gca agg cct tca gaa ata aat 159
ser Tyr val phe Ser Ala Asp Pro Ile Ala Arg Pro Ser Glu Ile Asn
i5 20 25

tC gat ggc att aag ctt gat ctg tct cat gaa ttt tec tta gtt get 207
phe Asp Gly Ile Lys Leu Asp Leu Ser His Glu Phe Ser Leu val Ala

30 35 40 45

cCa aat act gag gca aac agt tte gaa tct aaa gat tat ¢tc cag gtt 255
pPro Asn Thr Glu Ala Asn Ser Phe Glu Ser Lys Asp Tyr Leu Gin val

50 55 60
tgt Cctt cga ata aga Cca €Lt aca Cag tca gaa daa gaa €ttt gag Tt 303
Cys Leu Arg Ile Arg Pro Phe Thr GIn Ser Glu Lys Glu Leu Glu Ser
65 70 75
gag g%c tgt gtg cat att ctg gat tca cag act gtt grg ctg aaa gag 351
Glu Gly Cys val His ITe Leu Asp Ser GIn Thr val val Leu Lys Glu
80 85 90
cCt caa ftgc atc ctt ggt cgg tta agt gaa aaa agc tca ggg cag atg 399
pro Gln Cys Ile Leu Gly Arg Leu Ser Glu Lys Ser Ser Giy GIn mMet
95 100 105

gca cag aaa ttc agt Tt tCC aag gt tit g?c CCa gca act dca cag 447
Ala GIn Lys phe Ser Phe Ser Lys val Phe Giy Pro Ala Thr Thr GIn

110 115 120 125

aag gaa trc ttt cag g%t tgc att atg caa cca gta aaa gac ctc ttg 495
Lys Glu Phe phe Gln Gly Cys Ile Met Gln Pro Val Lys Asp Leu Leu

130 135 140

aaa g%a cag agt cgt ctg att Tttt act tac ggg cta acc aat tca g?a 543
Lys Gly GIn Ser Arg Led Ile Phe Thr Tyr Gly Leu Thr Asn Ser Gly
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caa
Gin

&ty

aaa
Lys

Tty
ser
270

tta
Lay

crt
Leu

att
Ile

ata
Ite

aga
AI"Q
350

gaa
Glu

gct
Ala

aga
Arg

att
ile

acsa
Thr

act

gat
ASpP
255

gt
Va

Tttt
Phe

tce
ser

caa
Sin

aag
Lys
335
agt
Ser

atg
Met

ggt
Gly

Gly

aac
Asnh

tat
Tyr
160

ttg
Leu

aad
Asn

3 Caa

Gin

aad
Lys

tta
Leu
240

tat
Tyr

tgg
Trp

gttt
val

caa
Glin

gta
val
320

cac
His

cac
His

tot
sSer

tca
Ser

act
Thr
400

gte
val

145
aca
Thr

aat
Asn

ctt
Leu

gag
Glu

gag
Glu
225

act
Thr

gaa
Glu

Tt
?/a?

ot
Pro
gac
ASD
305
tet
ser

cag
Gin

agc
ser

cgt
Arg

gaa
Glu
385
gdag
Gly

ttg
Leu

Tttt
Phe

gta
val

aaa
Lys

aaa
Lys
210

gtt
val

aac
ASn

caa
Gin

ree
Ser

gta
val
280

gta
va'l

gat
ASp

agt
ser

ata
Ile

gta
val
370

cga
Arg

aat
ASn

aag
L¥S

caa
Gin

tta
Leu

cca
Pro
195

gaa
Glu

act
Thr

tct
Ser

gee
Ala

Tt
Phe
275

tca
Ser

aag
Lys

kot ole
Ser

gtt
val

tre
Phe
355

ate
1le

act
Thr

atc
Ite

aat
ASH

494

Tt
Phe
180

cat
His

gaa
Glu

gtg
val

ttg
Ley

aac
Ash
260

Tt
Phe

tCct
ser

ggo

Gly

aaa
Lys

gce
Ala
340

act
The

cga
Arg

atg
Met

aacC
Asn

agyL ¢
Ser G

aca
Thr
165

gat
Asp

aga
Arg

att
Ile

cat
His

aat
Asn
245

tty
Leu

gaz
Glu

aaad
Lys

tat
Tyr

gaa
Glu
325

T
Phe

gt
val

gte
val

150

gaa
Glu

agt
ser

tcc
ser

gct
Ala

aat
Ast
230

atc
Ile

aat
Ash

att
Itle

tte
Fhe

Tt
Ser
310

gce
Ala

{aca
The

Ada
Lys

agt
Ser

; aca

Thr
390

[Rea
ser

y aag

Lys

gaa
Glu

ctt
L.eu

aga
APg

age
Ser
215

gat
Asp

tca
ser

atg
Met

tac
Tyr

caa
Glin
295
1ttt
Phe

tat

Tyr

aaa
Lys

ata
Ile

gaa
Gly
375

cag
Glin

tta
Ley

tca
Ser

aat
ASn

caa
Glin

gaa
Glu
200

aaa
Lys

agt
ser

gag
Glu

gt
Ala

aat
Asn
280

aag
LyS

tty
Leu

tta
Leu
360

tta
Leu

aat
Asn

tty
Ley

aag
Lys

att
Ie

gaa
Glu
185

tac
Ty

agt
ser

gat
Asp

it
rhe

aat
Asn
265

gaa
Glu

aga
Arg

aad
Lys

ctt
Ley

aat
Asn
345

cag
Gin

tect
ser

gaa
Glu

act
Thy

ThT
Phe
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ggc
Gly
170

aga
ArY

Tta
Leu

gca
Ala

gat
ASp

gaa
Glu
250

agt
ser

tat
TYr

aag
LYS

ASD

tia
Leu
330

aat
ASH

att
Ile

tta
Leu

&

ctg
Leu
410

caza
Gin

155

atrt
Ile

ctyg
Leu

agg
Ay

ttg
Leu

act
Thr
235

gaa
Glu

ata
Ile

att
Ile

atg
met

cta
Leu
315

aaa
LYS

gt
Ala

gaa
Glu

tgt
Cys

gaa
Glu
388

gga
Gly

cag
Gin

cty
Leu

tat
Tyr

tta
Leu

ctt
Leu
220

ctr
Leu

tcc
ser

ddaa
Lys

tat
Ty

cty
Leu
360

caa
Gin

cta
Leu

T
Ser

gat
Asp

gat
Asp
380

agg
Arg

aay
LYS

cat
M1S

oot
Pro

aca
Thr

tca
ser
205

gy
Arg

tat
Tyr

ata
Ile

Tttt
Phe

gac
Asp
285

cge
Arg

tgg
Trp

Gly

agt
Ser

ter
ser
365

ctt
teu

tta
L.ey

tgt
Cys

638

687

735

783

831

879

927

975

1023

1071

1118

1167

1215

1263

1311

1359



cct
Pro
430

&ty

gce

aaa
Lys

gga

agt
ser
510

cta
Leu

gct
Ala

gat
Asp

aga
Arg

gaa
Gluy

590

Thr

gaa
Glu

act
Thr
670

aaa
Lys

415

the
Phe

adad
Lys

tat
Tyr

gtt
val

cct
Pro
495

aaa
Lys

gaa
Glu

gaa
Glu

aaa
Lys

aaa
Lys
575

aaa
Lys

cag

<gg
Arg

999

gat
ASp
tgt
Cys
480
gtc
val

ata
Ile

gat
ASD

Gln Glu

act
The

ttg
ey

gca
Ala
655

gct
Ala

acc
Thr

ctg
Leu

gce
Ala
c40

gcg
Ala

tgt
Cys

aaa
Lys

gaa
Glu

aaa
Lys

gaa
Glu
465

gtc
val

adaa
Lys

tta
Leu

ttg
Leu

act
Thr
545

tta
Leu

tty
Leu

gaa
Gl

Tt
rhe

ctt
Leu
625

atc
ITe

ddd
Lys

Tta
Leu

agt
ser

att
Ile
450

aca
Thr

cga
Pro

tct
Ser

aat
Asn

atg
Met
530

caa
Gin

gag
Glu

gac
ASP

ada
Lys

act
Thr
610

caa
Glin

1Ttc
Phe

gac
Asp

gaa
Glu

gaa
Glu

aaa
Lys
435

tgt
Cys

ctc
Leu

gac
ASp

tct
ser

gta
val
515

gaa
Glu

aat
ASn

gaa
Glu

tta
L.eu

tta
Ley
595

cag
Glin

gaa
Glu

aag
Lys

att
Ite

cta
Leu
675

tta
Ley

420

ctyg
Leu

atg
Met

aat
AsSh

act
Thr

caa
GIn
500

aaa
Lys

gac
Asp

gt
va

aat
Ash

ata
Ite
580

acc
Thr

tat
Tyr

cga
Arg

gat
Asp
tgt
cys
660
aag
LyS

atc
Ite

act
Thr

att
Ife

gta
val

tea
Leu
485

gat
Asp

aga
Arg

gag
Glu

gag
Glu

ttg
lLeu
845

gcc
Ala

TLt
rPhe

aaa
Lys

cac
His

gtc
va'l

ttg
Leu
470

aat
Asn

gta
val

gce
Ala

gat
Asp

act
Thr
550

gct
Ala

gac
Asp

gaa

u Glu

gct
Ala

atra
Ile
630

gtt
vai

aca
Thr

aat
Asn

ace
Thr

tat
Tyr

aat
ASh
455

aag
Lys

tcc
Ser

tca
Ser

ace
Thr

ttg
Leu
535

dad
Lys

tte
Phe

ttg
Leu

Tttt
Phe

caa
Glin
615

tta
Ley

ggt
Gly

aaa
Lys

caa
GlIn

aaa
Lys

Tttt
rhe
440

ate
Ile

ttc
pPhe

tct
ser

cta
Leu

att
Ile
520

gtt
val

Cit
Leu

att
Ile

aaa
Lys
aaa
Lys
600
gy
At"g

gaa
Glu

aaa
LyS

gtt
val

att
Ile
680

gaa
Glu

425

caa
Gln

agc
ser

tec
Ser

caa
Gin

gac
AS

505
tca
Ser

gag
Glu

ctt
Leu

agc
Ser

ada
Lys
585

att
ile

gaa
Glu

gaa
Glu

tgt
Cys

gaa
Gluy
665

aaa
Lys

gag
Giu
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agt
Ser

caa
Gin

gece
Ala

gag
Glu
490

agt

P Ser

tgg
Trp

gag
Glu

gat
Asp

cac
His
570

adad
Lys

cga
Arg

get
Ala

aat
Asn

gac
Asp
650

act
Thr

gct
Ala

tta
L.ey

ttt
Phe

tgt
Cys

att
Ite
475

aaa
Lys

aat
Asn

gaa
Glu

cta
Leu

gaa
Glu
555

gag
Glu

cty
Leu

gaa
Glu

gac
ASp

gct
Ala
635

acr
Thr

gaa
Glu

gaa
Glu

aaad
L.ys

Tt
Phe

tat
Tyr
460

gca
Ala

tta
Leu

tca
ser

aat
Asn

gaa
Glu
540

gat
Asp

ata
Ile

gaa
Glu

ttt
phe
620

gaa
Glu

cga
Arg

gaa
Glu

tta
Leu

aag
Lys

aat
Asn
445

tta
Leu

caa
Gin

Tttt
phe

aal
Asn

agt
Ser
525

aal
AsSn

cta
Ley

ada

aat
Asn

gtt
val

60
aag
Lys

cgt
Arg

Glu

gct
Ala

get
Ala
685

aga
Arg

1407

1455

1503

1551

1599

1647

1695

1743

1791

1839

1887

1935

1983

2031

2079

2127

2175



gaa
Glu

aaa
Lys

gat
Asp

atg
Met
750

ata
Ile

gac
Asp

gaa
Glu

agt
ser

aac
Asn
830

3ty

13w

gaa
Glu

caa
Gln

cag
Gin
Q10

aat
Asn

ata
Ile

gtt
val

aat
Asn

ata
1le

caa
Gin
735

aa
?ﬁu

ata
Ile

age
sSer

ctt
Leu

tla
ser
815

att
Ile

ctyg
Leu

gaa
Glu

ctt
Leu

caa
Glin
895

aaa
Lys

gag
Giu

aaa
Lys

tct
Ser

gaa
Glu

art
Ite
720

aaa
Lys

aac
Asn

aac
Asn

aaa
Lys

cag
Gln
800

gct
Ala

gca
Ala

aga
Arg

gaa
Glu

tct
ser
880

att
Ile

agt
ser

ata
Tle

tta
Leu

cag
Gln

tca
ser
705

aca
Thr

gaa
Glu

aca
Thr

aat
ASH

tct
ser
785

caa
Gin

atc
ITe

gaa
Gly

gca
Ala

aaa
Lys
865

crt
l.eu

cag
Gin

aaa
Lys

gaa
Glu

aty
Met
945

att
Ile

690

gat
Asp

cag
Gin

gat
Asp

et
Phe

aaa
Lys
770

aaa
Lys

gat
Asp

act
Thr

artt
Ile

Tt
Phe
850

gca
Ala

ct
ser

tca
Ser

aat
Asn

act
Thr
930

cac
H1s

tca
Ser

tca
Ser

aat
Ash

act
Thr

aag
Lys
755

ttg
Ley

atc
ITe

gaa
Glu

gaa
Glu

gaa
Gly
835

tta
Leu

gaa
Glu

gaa
Glu

aat
Asn

caa
Gln
915

gct
Ala

acg
Thr

aac
Asn

ttg
Leu

caa
Gin

atc
Ile
740

tgc
Cys

att
Ile

tgt
Cys

cCa
Pro

gac
As

820
gac

Asp

ctc
Leu

tta
Leu

aaa
Lys

rat
Tyr
900

gaa
Glu

aca
Thr

aaa
Lys

ata
Iie

att
Ile

aga
Arg
725

aac
ASn

aat
Asn

tgt
cys

tca
ser

cca
Pro
805

caa

p Glin

atc
Ite

act
Thr

aat
Asn

aag
LYS
885

gat
Asp

cag
Gin

aga
Arg

ata
Ile

gat
Asp

695

gag
Glu

daa
Lys

trt
Phe

aag
Lys

gaa
Glu
775

aga
Arg

aag
LYS

gca
Ala

gaa
Glu

att
Ile
938

gaa
Glu

cte
Leu

ctt
Leu

gaa
Glu

cag
Gin

gct
Ala
760

aca
Thr

aaa
Lys

daa
Lys

agt
ser

tta
Leu
840

aat
Asn

att
Ile

act
Thr

att
Ile

aag
LYS
920

aca
Thr

cta
Leu

aat
ASn

gag
Glu

ttg
Leu

aac
Asn
745

gat
Asp

gtt
val

aga
Arg

sty

gaa
Glu
825

caa
Gin

gaa
Glu

gtt
val

tta
Leu

gct
Ala
905

atc
Ile

aat
Asn

cgt
Arg

ctc
leu
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aca
Thr

ata
Ile
730

cta
Leu

aca
Thr

gaa
Glu

gta
val

tct
Ser
810

gaa
Glu

gaa
Gly

ctt
Leu

cat
His

agt
ser
890

gaa
Glu

atg
Met

aat
Asn

act
Thr

agg
Arg

tet
Ser
715

aat
Asn

aag
Lys

tct
Ser

gta
val

aat
Asn
795

atc
Ile

gt
va

aat
AsH

aaa
Lys

TrL
phe
875

aaa
Lys

tta
Leu

aaa
Lys

gtt
val

e
Ley
955

gat
Asp

700

aat
Asn

ata
Ile

tcr
ser

tct
sSer

cct
Pro
780

gaa
Glu

cat
His

cga
Arg

aat
Asn

aat
Asn
860

cag
Glin

gag
Glu

cat
H1s

ttg
Ley

tca
Ser
840

gat
ASp

ctg
Leu

aag
Lys

att
Ile

C@t
H1s

tta
Leu
765

aag
Lys

aat
Asn

gtt
val

ccg
Pro

gaa
Glu
845

gaa
Glu

cag
Gln

gtc
val

tca
ser
925

caa
Gin

tca
Sar

tca
ser

2223

2271

2319

2367

2415

2463

2511

2559

2607

2655

2703

2751

2799

2847

2895

2943

2991



aat
Asn

got
Gly
990

gaa
Glu

tgg
Trp

cat
His

gaa
Glu

Jag
Glu

ata
Ile

gat
ASP

gaa
Glu

Tt
t.au

gee
Ala

aag
Lys

L
ser

aaa
Lys

cat
His

aa
g1u

4t
975

aat
Asn

cCe
Pro

gaa ga

Glu

cag
Glin

gta
va'l

cat
Hl1s

cag
Gln

gtt
vai

ctt
Leu

gaa
Glu

aag
Lys

cta
Leu

gtc
val

gaa
Glu

tta
Leu

aca
Thr

960
tCe
Ser

gat
ASp

aat
Asn

att
Ile

aaa
Lys

aaa
Lys

cag
Gin

caa
Gin

aca
Thr

aca
Thr

tta
Leu

gaa
Glu

aaa
Lys

gaa
Glu

ctt
Leu

gaa
Glu

gag
Glu

tat
Tyr

agg
Arg

tgt
Cys

gag
Glu

&ty

aac
Asn

ctg
Leu

ata
Ite

caa
Gin
att
Ile

gaa
Glu

aga
Arg

aac
Ash

atc
Ile

caa
Gin

ada
Lys

gag

ttg gta agt aag caa gtt aaa gaa tat cga att caa

1005

Leu Vval Ser Lys GIn val Lys Glu Tyr Arg Ile Gln
995 1000

gaa aat tct ttc cac tct agt
Glu Asn Ser Phe His Ser Ser
1010 1015

aaa gag att gtg aag gcc  tct
Lys Glu Ile val Lys Ala Ser
1025 1630

gaa Ctg gaa caa caa att gaa
Gglu Leu Glu GIn GIn Ile Glu
1040 1045

tat aag galt gaa aac aat aga
Tyr Lys Asp Glu Asn Asn  Arg
1055 1660

cad gat gac cta Ccta asa gaa
GIn  Asp Asp Leu Leu Lys Glu
1070 1075

aad g¢aa gaa ttg caa gaa aaa
Lys Glu Glu Leu GIn Glu Lys
1085 1090

cag cat gta gtt gaa g?a aag
GIn His val val Glu Gly Lys
1100 1105

g?t gtt act tgc tat aag gca
Gly val Thr Cys Tyr Lys Ala
1115 1120

tta g¢gag act cag aaa gtt gaa
Ltey Glu Thr ¢1n Lys val &Glu
1130 e 1135

cag gac att ttg gaa aag gaa
GIn Asp Ile teu Glu Lys Glu
1145 1150

aat ttg aag gaa ttlt caa gaa
Ash  Leu Lys Glu Phe G1n Glu
1160 1165

acC aaa gat tta aat gta aag
Tht Lys Asp Leu Asn val Lys
1175 1180

aca cag tta aca aat aat 1Tty
Thr GIn Leu Thr Asn Asn Lel
1190 1195

Ttd 3ad gad gaa ¢gaa gaa gaa
Leu Lys Glu Glu Glu Glu Glu
1205 1210
ttg aaa gag gaa Cctc tct gea
Leu Lys Glu Glu Leu Ser Ala

gat aat ttg cca aat aca cag tta gac ctt tta
Glu Asp Asn teu Pro Asn Thr GIn Leu Asp Leu Leu

965

980

970

985
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att
Ile

tece
Ser

aaa
Lys

cta
Leu

aaa
Lys

aat
Asn

aga
Arg

aaa
Lys

tgt
Cys

tct
ser

cat
His

gaa
Glu

caa
Glin

acc
Thr

age
Ser

gaa
Glu

aaa
Lys

ttg
Leu

aag
Lys

gaa
Glu

gtt
val

gy
Ala

ata
Ile

agt
Ser

atc
ITe

crt
Ley

ctc
Leu

gat
Asp

aac
AsSn

tet
ser

gct
Ala

aaa
Lys

cag
Gln

gag
Glu

act
Thr

act
Thr

ctr
Leu

aag
Lys

cat
H1S

atc
Ile

cag
Gin

aag
Lys

atg
Met

agg
Arg

gct
Ala

att
Itle
1020

agt
Ser
1035

gca
Ala
1050

aag
Lys
1065

ctt
Leu
1080

ctt
Leu
1095

tca
ser
1110

gaa
Glu
1125

tCa
Ser
1140

tta
Ley
1155

gat
Asp
1170

cty
Leu
1185

aaa
LysS
1200

caa
Gin
1215

cgt
Arg

3039

3087

3132

3177

3222

3267

3312

3357

3402

3447

3482

3537

3582

3627

3672

3747

3762



ace
Thr

gct
Ala

caa
Gin

ctg
teu

Tct
Ser

gag
Glu

gac
ASD

cag
Gin

gee
Ala

acc
Thr

gat
ASp

tct
sepr

aaa
Lys

aat
Asn

aag
Lys

aaa
Lys

cag
GIn

gac
Asp

gta ¢

val

agg
Arg

cag
Glin

cag
Gin

aga
Arg

aaa
Lys

gt
Va

gaa
Glu

atg
met

adaq
Lys

caa
Gin

gat
ASD

aat
AsSn

ctyg
Leu

Gin

att
e

gaa
Glu

tta
Leu

gca
Ala

cga
Arg

caa
Gin

aa
g?u

aad
Asn

ctt
ey

€ag
Gin

aty
Met

gag
Glu

cag
GIn

agt
ser

cty
Leu

aaa
Lys

aas
Lys

aaa
LYsS

tta
Leu

aat
ABH

tgc
Ccys

atg
Met

gtg

tty
Leu

aat
ABN

&y

daat
LYS

ctt
Leu

atg
Met

aat
ASD

gac
Asp

caa
1385

aag
LyS
1400

tat
Tyr
1415

atc
Ile
1430

aaa
Lys
1445

gaa
Glu
1460

ctt
Leu

gca
Ala

add
Lys

gta
val

aat
Asn

atyg
Met

cay
Gin

gat
ASD

cta
Leu

gag
Gly

aaa
Lys

agy
AFg

cte
t.eu

aat
Asn

act
Thr

aaa
LYS

atg
Me't

caa
Glin

gat
Asp

ctg
Leu

tct
ser

gaa
Glu

aaa
Lys

aaa
Lys

cta
ey

gaa
Glu

ct
g?a

tygg
Trp

tca
ser

act
The

gct
Ala

caa
Gin

tat
Tyr

gaa
Glu

aag
Ly&

¢t
Leu

act
Thr

gta
val

cty
Leu

cag
Gn

gty

aat
ASN

gaa
Glu

aaa
LyS

aag
LysS

aat
ASh

aat
Asn

gat
ASD

C
H

gct
Ala

ata
Ile

tgg
Tro

cag
Gin

gat
Asp

atg
Met

gag
Glu

cga
Arg

gaa
Glu

gtt
val

cag
Gin

tta
Leu

gaa
Glu

daad
Lys

ctt
Leu

aga
Arg

aaa
Lys

gag
Glu

cty
Leu

cga
Arg

5
1225

agg
Arg
1240

gee
Ala
1255

cgt
ATG
1270

aaa
Lys
1285

ace
Thr
1300

gaa
Gy
1315

aaa
LYS
1330
gaa

Glu
1345

gag
Glu
1360
aaa
LYS
1375
gaa

Glu
1380

caa

Gin
1405

aag
Lys
1420
gaa
Glu
1435
gac
ASp
1450
aca
Thr
1465

gaa
Glu

aag
LyS

aaa
Lys

gat
ASD

aag
LYyS

att
Ile

gct
Ala

gag
Glu

caa
GIn

gaa
Glu

tge
Cys

cat
His

gat
Asp

aaa
Lys

gea
Ala

agg
Arg

gce
Ala

gaa
Glu

981236.1

gaa
Glu

cag
Gin

ata
Ile

aaa
Lys

act
Thr

gtt
val

aat
Asn

gay
Gy

gaa
Gly

cag
Gin

gat
ASp

aag
ASN

caa
GlIn

caa
Gin

ata
Ile

cag
GIn

gaa
Glu

gat
AsD

aac
Asn

tta
Leu

tta
Leu

aat
Asn

ot
Arg

cty
L.eu

gat
Asp

gat
Asp

att
Ile

aaa
LyS

cag
Gln

CTe
Leu

cag
Gin

att
Ile

gta
Val

a449g
Arg

1230

tat
Tyr
1245

aag
Lys
1260

tta
Leu
1275

gt
Cys
1290

aag
LYS
1305

tat
TYyr
1320

gaa
Glu
1335

gaa
Glu
1350

e
LB
1365

gaa
Glu
1380

aca
Thr
1395

gag
Glu
1410

gaa
Gly
1425

cga
Arg
1440

Tt
Phe
1455

gag
Glu
1470

cty
Leu

3807

3852

38497

3942

3987

4032

4677

4122

4167

4212

4257

4302

4347

4392

4437

4482

4527



gtt
val

gta
val

gag
Glu

cgt
Arg

tcy
ser

gta
val

act
Thr

cag
Gin

gty

atg
Met

CcCC
Pro

tct
Ser

248
Lys

cty
Ley

ttc
Phe

ata
Ile

agt
Ser

gca
Ala

cag
GIn

act
Thr

att
Tle

aca
Thr

gtc
val

«ga
Arg

aga

tC
8a1

aca
Thr

gee
Ala

tta
Leu

att
Ile

aaa
LYysS

gct
Ala

aaa
Lys

et
ser

agt
Ser

agt
sSer

ctt
Leu

Ttt
Phe

aac
Asn

gttt
val

gag
Glu

act
Thr

aaa
Lys

tat
Tyr

act
Thr

caa
Gin

gaa
Glu

gaa
Glu

tta
Leu

gat
ASp

aaa
Lys

tca
Ser

ttt
Phe

gac
AsSp

CCa
Pro

aaa
Lys

aag
LyS

gac
Asp

aat
Asn

aag
LYS

Tct
Ser

aag
Lys

th
His

aca
Thr

aat
Asnh

1475

gaa
Glu
1490

aat
Asn
1505

ata
Ile
1520

gca
Ala
1535

gaa
GTu
1550

tct
ser
1565

aaa
Lys
1580
atg

Met
1595

att
ITe
1610

ttg
Leu
1625

Tty
Leu
1640

gaa
Glu
1655

tta
Leu
1670

aaa
LYS
1685
tct
ser
1700
atg

Met
1715

gtyg
val

ata
Ile

gaa
Glu

gaa
Glu

gat
ASp

att
Ile

tgt
cys

cCct
Pro

gca
Ala

ccc
Pro

gt
va

aaa
Lys

caa
Gin

cgg
ATG

aaa
Lys

cCC
Pro

age
ser

tct
ser

cag
GlIn

att
Ile

aca
Thr

cct
Pro

tcc
Ser

gaa
Glu

gag
Glu

aag
Lys

aaa
Lys

TLt
Phe

aag
Lys

agt
ser

gaa
Glu

tca
Ser

tct
Ser

caa
Gin

cta
L.eu

gaa
Glu

caa
GlIn

gac
ASp

aga
Arg

gt
va

tta
Leu

aaa
Lys

gct
Ala

tgt
Cys

cCct
Pro

gtt
val

cag
Gln

&ty

att
Ile

tca
Ser

cca
Pro

aaa
LYyS

caa
Glin

arc
Ite

ada
Lys

dat
Asn

tca
ser

gag
Gy

cac
H1s

cgg
Arg

gaa
Glu

att
Ile

gee
Ala

gca
Ala

aca
Thr

ctt
Leu

aag
LYysS

dda
LyS

7
1480

geca
Ala
1495

Ccta
Leu
1510

atg
Met
1525

ctt
Leu
1540

aaa
LYS
1555
aca

Thr
1570

att
Ile
1585

cct
Pro
1600

aag
Lys
1615

aat
Asn
1630

tca
Ser

1645

ata
Ile
1660

tee
ser
1675

cta
Ley
1690

caa
Glin
1705

ctc
Leu
1720

cga
Arg

ctg
Leu

aaa
Lys

gat
Asp

caa
Gin

ata
ITe

gaa
Glu

caa
Glin

ggt
Gly

agg
Arg

aag
Lys

gat
Asp

cgt
Arg

ata
ile

cag
Gln

tca
Ser

tca
Ser

gcc
Ala

981236..1

ata
Ile

agg
Arg

atc
Ile

act
Thr

aat
Asn

Tttt
Phe

tgt
cys

aag
Lys

aag
Lys

gat
Asp

cCa
Pro

att
Ile

ada
Lys

ada
LYsS

aat
ASn

aaa
Lys

tcc
Ser

arc
Ile

aagy
Lys

gaa
Glu

gat
Asp

gat
Asp

aca
Thr

acc
Thr

agt
Ser

aat
Asn

aga
Arg

tca
Ser

&y

Tttt
Phe

gca
Ala

gta
val

cgg
Arg

agt
Ser

ata
Ile

CCC
Pro

cct
Pro

gga
Gly

caa
Glin

cct
Pro

aca
The

aat
Asn

gct
Ala

aat
AsSn

Tct
ser

gta
val

&ty

aag
Lys

gdad
Glu

ada
Lys

1485

aat
Asn
1500

tca
ser
1515

aaa
Lys
1530

cta
Leu
1545

tct
Ser
1560

age
ser
1575

tra
Leu
1590

cca
Pro
1605

gaa
Glu
1620

aca
Thr
1635

tce
Ser
1650

aag
LYS
1665

aac
Asn
1680

gac
ASpP
1695

aag
LYS
1710

gca
Ala
1725

tia
Leu

4572

4617

4662

4707

4752

4797

4842

4887

4932

4977

5022

5067

5112

5157

5202

5247

5292



aca
Thr

tac
Tyr

att
Ile

tta
Leu

aaa
Lys

cga
Arg

cga
Arg
gaaatgttta
tataaatgta
tataatttta
tagetrcottt
gaaagaggct
tttacttata
tttacatatc
acatgtatat
ttgtaaacat
tgacacaggc
agcatrittc
acaagtaagt
ttttatctta
acccttacca
ttatttttag
<210> 2
<211> 1780
<212> PRT
<213> Homo
<4Q0> 2
?et Glu Ser

phe Ser Ala
Ile Lys Leu
35

Glu Ala Asn
50

agt
Ser

atg
Met

1730

att
Ile
1745

gaa
Glu

gac
Asp

cag
Gln
1760

cga
Ar‘g
1775

atataaattt

ctt
Leu

tatattatge
attcaataaa
caaactgtat
gttattcteca
tttaacaatg
tgtttggatt
acattattta
tttgtgggta
atgcaatgtg
cttigaatta
tattattgat
tttgtrtttg
gccactggta

atcccataaa

sapiens

tca
Ser

aaa
LYS

aca
Thr Lys

tct
ser

cCct
Pro

atg
Met

aag
Lys

daa adla

Thr
tatagtcata
attaaatcac
tgagtcaaaa
ttccctatta
trtattitgc
tcttatgaat
atagctagga
gaaaagatct
catagtacat
aaatacgtgt
cagataatcc
tatagtcact
tacccataa
accattcettc

taaatgagaa

8
1735

att
Ile
1750
gag
Glu
1765

gec

Ala Lys

1780
gtcattggaa
tctgcatata
ttigtatatt
tctcagacat
tatacaggat
tttttttact
tttggagaat
caagtctita
gtatatattt
atcatggaga
aattacattc
ctattgtget
ceatecccac
tactctgtat

catgcagtct

Asn ghe Asn GlIn Glu Gly val pro

10

Asp Pro 1le Ala Arg Pro Ser Glu
20 25

Asp Leu Ser His Glu Phe Ser Leu

ser phe Glu ggr Lys Asp Tyr Leu

gat ata
Asp Ile

agt gat
ser Asp

aaa tas

cttgcatcct
gattgctgrt
tttataaggc
tggatcagty
gtaataggtc
ttatctgtta
aagtgrgtac
attagaatgt
acggggtatg
atgaggtatc
tttagatcat
atcagatagt
cteecectge
gcccatgagg

ttgtcaaaaa

tca gge caa
Ser Gly Gln

cac cag art
His GlIn Ile

1740

gtg
val
1755

atc
Ile
1770

atcacttatyg

gtattgtaaa
ttatacatag
ttrtttataa
aagatcctag
aggtatttgg
tacaactgat
agatcacaaa
ctcacttatt
tgagatgttt
catcecctea
ttaagaatat
agatcattct
aaccgtcagt
tcaattgatt

daaa

Arg Pro Ser Tyr val
15

Ile Aasn pPhe Asp Gly
30

val ala Pro Asn Thr

45

GIn val Cys Leu Ar
60 g

9812361

5337

5382

5425

5485
5545
5605
5665
5725
5785
5845
5305
5965
6025
6085
6145
6205
6265
6319



Ile Arg
65
val #His
Ile Leu
phe Ser
phe Gln
130
Ser Arg
145
Thr phe
Asn val

Leu Lys

Glu Lys

D
[
Wikl

The Asn

Giu Gin

val ser

pro val
280

Asp val
305

Ser Asp

pro Phe

ITe Leu

Gly Arg
100

phe Ser
115

Gly Cys
Leu Ile
Gin Gly
Leu Phe

180

Pro His
195

Glu Glu
Thr val
ser Leu
Ala Asn

260

phe phe
275
sSay e

Lys Gly

ser Lys

Thr
ASp

85

Leu

Lys

Tie

The
165
ASp

AlQg

His

AsSn

245

Leu

Gly

Gin

70

Ser

sSetr

val

Met

> Thr

150

Glu

ser

Ser

Ala

Asn

230

Ile

Asn

Tle

Phe

ser
310

ser

Gin

Glu

Phe

Gin

135

Tyr

Gy

Leu

Arg

Sey

215

Asp

Bar

Met

Tyy

Gin

295

Phe

TyYr

Glu
Thr
Lys
Gly
1

Pro
Gly
ASH
Gln
Glu
200
ser
Glu
Ala
Anf
280
LysS
Ite

Arg

Lys

val

Ser

105

Rro

val

Leu

Glu

185

Tyr

Ser

ASP

rhe

ASn

265

Gly

Arg

feu

Glu

val

90

sSer

Ala

Lys

Thr

Gly

Arg

Ley

Asp

Tyr

LYS

ASp

Lew
330

teu Glu
75

Leu Lys

Gly 6in

Thr Thr

Asp Leu

140

Asn Ser
155

Joned

Ile Leu

Leu Tyr

Arg Leu

Leu Ley

220

Thr teu
235

Glu sepr

1le Lys

Tle Tyr

Met Leu
300

Leu Gin
315

Lys Leu

9812361

Met

Pra

Thr

phe

ASp

285

arg

Trp

Gly

Glu

Pro

Ala

110

Lys

Lys

Lys

A

Gly

Lys

sSer

270

Leu

Leu

Itle

Ile

Gly

Gin

95

Gln

Glu

Gly

Thr

Thi

175

Met

Glu

ser

255

val

phe

ser

Gin

LyS
335

Cys

80

Cys

Lys

Phe

Tyr

Leu

Asn

Gin

LYS

Leu

240G

Tyr

Trp

val

Gln

val

320

Hisg



Gin

Ser

Arg

Leu

Glu

Lys

Glu

465

Lys

Ley

Leu

Thr

545

Ley

l.ey

Glu

ser

Ile

val

370

Arg

AsSn

Lys

ser

Ile

450

Thr

Ser

ASh

Met

530

Gln

Glu

ASP

Lys

val

Phe

355

Tle

Thr

Ile

Asn

cys

Leu

Asp

Ser

val

515

Glu

Asn

Glu

Leu

Lau
595

Alz

340

Thr

Arg

Met

Asn

Ser

420

L.eu

Met

Asn

Thr

Gln

500

Lys

Asp

val

Asn

Ile

580

Thy

Phe

val

val

Lys

Thr

405

Glu

Thr

Ile

val

Leu

485

ASD

Arg

Glu

Glu

LYyS

GTu

eu

Thr

Lys

ser

Thr

390

Ser

Lys

His

val

Leu

470

Asn

val

Ala

Asp

Thr

550

Ala

Asp

Giu

Lys

Ile

Glu

375

Gln

Ley

ser

Tyr

Asn

455

Lys

ser

ser

Thr

Leu

535

Lys

Phe

Leu

Phe

Ley

Leu

360

Leu

Asn

t.eu

Lys

Phe

440

Ile

Phe

Ser

Leu

Ile

320

val

Ley

Ile

Lys

ASD

345

Gln

ser

Glu

Thr

phe

425

Gin

ser

ser

ser

Glu

Leu

ser

AsSn

Ile

Leu

Gly

Leu

4310

Gln

Ser

GIn

Ala

Glu

490

ser

Trp

Glu

Asp

70

1

Lys

Arg

10
Ala

Glu

Cys

Glu

395

Gly

Gln

Phe

cys

Ile

475

Lys

Asn

Glu

Leu

Glu

535

Glu

Leu

Glu

Ser

Asp

ASp

380

Arg

Lys

His

Phe

TYIr

460

Ala

Ley

Ser

Asn

Glu

540

ASp

Glu

ITe

Glu

981236_1

ser

ser

365

Leu

Leu

Cys

val

Asn

445

Leu

Gin

Phe

Asn

ser

525

Asn

Leu

Lys

Asn

val
605

Ala

Arg

Ite

Pro

430

Gly

Ala

Lys

Gly

Ser

510

Leu

Ala

Asp

Arg

Glu

590

Thr

ser

Met

Gly

Glu

Asn

415

Phe

Lys

Tyr

val

Pro

495

Lys

Glu

Glu

Lys

LysS

575

LYS

Glin

His

Ser

Ser

Thr

400

val

Arg

Gly

ASp

Ile

ASD

Glu

The

560

Leu

LYS

Glu



Phe Thr
610

teu Gln
625

Ile phe

Lys Asp

Leu Glu

Gly Glu

690

ser Asp
705

Thr G¢In

Glu Asp

Thr phe i

AsSr Lys
ser Lys
785
Gin Asp
Ile Thr
Glu 1le
Ala prhe
250

Lys Ala

Gin

Gly

Lys

Iie

Leuy

875

Leu

ser

Asn

The

"
~

A
(Wl

(o8]

Ley

Ie

Leu

Glu

Tyr
Arg
ASD
Cys
660
Lys

Ile

Ley

Ite
740

Ile

Cys

o

Leu

Leu

Trp

Glu

Ley

645

Ala

phe

LyS

Ary
725

Asn

Cys.

Ser

Pro

805

Gln

Ile

Thr

Astt

Ala

e

630

val

Thr

Asn

Thyr

Gln

710

Ile

Glu

ASH

Glu

790

Ala

Lys

APy

Ile

LyS
870

Gn
615

Leu

Gly

Lys

Phe

r
e
W

Glu

775

Arg

lL.ys

Lys

val

Glu

855

Glin

ATg

Glu

LYS

val

Ite

680

Glu

Leu

Glu

Glin

Thr

LYs

Lys

s5er

Leu

840

AST

Ile

Glu

Glu

Cys

Glu

665

Lys

Glu

Glu

lLeu

Asn

745

ASp

val

Glu

val

Ala

AsSH

650

Thr

Ala

Lau

Thy

Ile

730

Leu

Thr

Glu

val

ser

810

Glu

Glu

Leu

His

11

“Asp

Ala

635

Glu

Glu

Lys

Ser

715

ASn

LyS

Ser

val

ASH

795

Ile

val

Asn

Lys

Phe
875

Phe

620

Glu

Arg

Glu

Leu

Lys

700

Ash

Ile

Pro

780

Glu

His

Arg

Asn

Asn

ISy

Gin

9812361

Lys

Arg

Glu

Ala

Ala

685

Arg

Lys

e

His

Lau

765

Lys

Asn

val

Pro

Gy

845

Glu

Gln

Glu

Arg

Glu

Thy

670

Lys

Gly

Lys

AsSp

Met

750

ASp

Gy

Ser

Asn

830

Gly

Lys

Glu

Thr

Leu

Ala

655

Ala

Thr

Asn

Ser

Leu

815

Ile

l.eu

Glu

Leu

Leu

Ala

640

Ala

cys

Lys

Glu

Ile

720

LYS

AST

: ASH

LYS

Glin

800

Ala

Ala

Arg

Glu

Ser
880



12
Leu Ser Glu Lys Lys Asn Leu Thr Leu Ser Lys Glu val Gln Gln Ile
B&S 880 885

Gln ser asn Tyr Asp Ile Ala Ile Ala Glu Leu His val Gln Lys Ser
oG0 905 910

Lys Asn 6In Glu GIn Glu Glu Lys Xle Met Lys Leu Ser Asn Glu Ile
915 920 925

Glu Thr Ala Thr Arg Ser Ile Thr Asn Asn val Ser GIn ITe Lys Leu
930 935 940

met His Thr Lys Ile Asp Glu Leu Arg Thr Leu Asp Ser val Ser ¢lin
945 950 955 9606

Ile Ser Asn ITe Asp Leu Leu Asn Leu Arg Asp Leu Ser Asn Gly Ser
965 970 475

Glu Glu Asp Asn Leu Pro Asn Thr Gln Leu Asp Leu Leu Gly Asn Asp
980 885 990

Tyr Leu val Ser Lys Gln val Lys Glu Tyr Arg Ite Gin Glu Pro Asn
995 1000 1008

Arg Glu Asn Ser Phe His Ser Ser Ile Glu Ala ITe Trp Glu Glu
1010 1015 1020

-l
m
k]
ok
o

Lys Glu val Lys Ala 5er ser Lvs Lys Ser His GIn
1025 1030 1035

i

Glu Glu  Leu 6lu GIn &¢1n I7e 6lu Lys Leu Gln Ala Glu val Lys
1040 1045 1050

Gly Tyr Lys Asp Glu Asn Asn  Arg Leu Lys Glu Lys Glu His Lys
1055 1060 1065

Asn GIn AsSp Asp Leu teu Lys 6lu Lys Glu Thr teu Ile Gin Gln
1070 1075 1080

Lteu Lys Glu Glu teu GTn Glu tLys Asn val Thr Leu Asp val Glin
1085 1090 1085

Ile G¢In His val val 6lu 6¢ly Lys Arg Ala reu Ser Glu Leu Thr
1100 1105 1110

Gln 6ly val Thr Cys Tyr Lys Ala tys Ile Lys Glu Leu Glu Thr
1115 1120 1125

Ile teu Glu Thr GIn Lys val Ty Cys Ser His Ser Ala Lys Leu
1130 1135 1140

981236_1



Glu

Arg

Asn

Ile

Gin

Lys

teu

LYS

Lys

Ley

ASN

ys

Met

val

Leud

ASh

Leu
1220

Lys
1235

Gly
1250

Glu
1265

AsSh
1310

LyS
1325

Thr
1340

Leu
1355

Gy
1370

ASD

Leu

Lys

Gln

Lys

Lys

Ala

Lys

val

AST

Met

Gin

ASDP

Ley

Glu

Lys

Arg

ITe

Lys

ASD

Leu

Glu

Glu

Leu

Ser

Glu

Lys

Lys

Ley

Glu

Ala

Trp

Ser

Leu

Glu

Leu

Thr

Glu

Glu

Leu

Thr

val

Leu

Gin

val

Ash

Glu

Lys

Lys

Asn

Glu

Phe

ASNH

AN

Glu

Leu

Gln

ASD

Met

Glu

val

Gn

Ley

Glu

Lys

Lys
1150

Glin
1165

val
180

AsTI
1195

Glu
1210

Ser
1225

Arg
1240

Ala
1255

Arg
1270

LyS
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Lys Glu Gin Lys val Ala 1le Arg Pro Ser Ser Lvs Lys Thr Tyr
1655 1660 1665

ser Leu Arg Ser Gin Ala Ser Ile Ile Gly val Asn Leu Ala Thr
1670 1675 1680

Lys Lys Lys Glu Gly Thr Leu GIn Lys pPhe Gly Asp phe Leu Gln
1685 1690 1695

His Ser Pro Ser Ile Leu GIn Ser Lys Ala Lys Lys Ile Ile Glu
1700 1705 1710

Thr Met Ser Ser Ser Lys Leu Ser Asn val Glu Ala Sser Lys Glu

1715 1720 1725
asn val Ser Gln Pro Lys Arg Ala Lys Arg Lys Leu Tyr Thr Ser
1730 1735 1740
Glu Tle ser ser pro Ile Asp Ile Ser Gly GIn val 1le Leuy Met
1745 1750 1755
ASp GIn Lys Met Lys Glu Ser Asp His GIn Ile Ile Lys Arg Arg
1760 1765 1770
Leu Arg Thr Lys Thr Ala Lys
1775 1780
<210> 3
<211> 5318
<212> DNA .
<213> Homo sapiens
<220>
<221> (DS
«222> (79)..(2511)
<400> 3
gagactcgee actgeogegy cogetgggece tgagtgtcge cttogecgec atggacgeea 60
ccgggcgety acagaccet atg gag agt cag g?t gtg ¢ct cce g?g cCct tat 111
Met Glu ser GlIn Gly val Pro Pro Gly Pro Tyr
1 5 10
€Oy gCC acc aag Ctg tgg aat gaa gtt acc aca TLCt Tttt cga gea gga 159
Arg Ala Thr Lys Leu Trp Asn Glu Val Thr Thr Ser Phe Arg Ala Gly
15 20 25
atg cct cta aga aaa cac aga Caa cac ttt aaa aaa tat g?c aat tgt 207
Met Pro Leu Arg Lys His Arg Gin His Phe Lys Lys Tyr Gly Asn Cys
30 35 40
ttC aca gea gga gaa gca gig gat tgg ctt tat gac cta tta aga aat 255
phie Thr Ala Gly Glu Ala val Asp Trp Leu Tyr Asp Leu Leu Arg Asn
45 50 55
aat agc aat ttt g?t CCt gaa gtt aca agg caa cag act atc caa ctg 303
Agn Ser Asn Phe Gtly ggo Glu val Thr Arg ?én Gin Thr 1le Gin Lgu
6 7
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aatraaacaca
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atgtigcact
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caggataaty
attttactag
tttetgttge
ttaactatct
aatctagtca
tegectaage
tagatgagtt
caactgetac
gaaaaagcect
tgraaattat
tggtatcata
atggaatgta
tgaatcttct
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ctagttttca

tcattcaaaa
agacaatgat
agatacacct
atcattcagc
caaactggta
taacttacac
aatctaggty
gaacatttty
atgcctgeca
ttgacttggt
atctattect
taatgactyt
tccatttaac
tgactitatc
tactaaaacg
aaaattattt
aataataaag
acatggtaca
taactagcta
ataaaatgaa
catgtaaagt
aatcacctag
tttgyacaga
tttcattatg
agaaggaaaa
tggaacatyg
gactggtaga
aagtaaagag
aattgtggga
agtrcrtate
taatgaccea
catggaattt

catctgtaaa

taatctatta
gatatttatt
aaataaaaca
atcagatgtt
taaagagtga
cacattagac
taattaaatc
attccaatat
ataagtgtca
agtataaatg
acaaacttga
taagtgtaaa
tetcattict
attactgatt
ctggctataa
trrattgtrt
ggggtitigt
gcagygcaact
atgetttaat
graaactcag
tattataata
gttagcacag
gattatagca
catgaaccaa
agacaaaggt
tttgatgagg
atagattcca
tttggtggta
gggatgggga
atgcacaggt
ccagaaatta
ctettettat
cccactgact

atgtgaatta

981236_1

gaagatgggyg
tagcaactgc
tataatctct
taaaataaca
crtctatgat
tcaccegagy
tgaatrttgy
tcagccaact
agataatggc
actcteatcet
agcaagttge
gaaatatata
caatgtaatt
tttattaaaa
aattattgaa
atagatatgt
dacaatataa
ttcatrtgea
aacazactct
acaagttact
gtacctcttt
tgtctcacat
¢tagaagaga
aacaaaatta
tctgattaty
aaggaaggaa
ttctaacata
gttgectrtct
aggtgtigea
ttcaccagat
ctgecrecac
gttatccaaa
tacctttctg

aagtatctac

3171
3231
3291
3351
3411
3471
3531
3591
3651
3711
3771
3831
3891
3951
4011
4071
4131
4191
4251
4311
4371
4431
4491
4351
4611
4671
4731
4791
4851
4911
4971
5031
5091
5151



20
ctaactgagt tgtgattgta gtgaaagaaa ggcaatatat ttaaatcttg aatttagcaa 5211

gcccacgetc gatttttatg toctttecte tigecttyta ttgagtttaa gatctctact 5271

gattaaaact cttttgcrat caaaaaaaaa aaaaaaaada aaaaaaa 5318
<210> 4

<211> 811

<212> PRT

<213> HoOmo sapiens

<400> 4

Met Glu Ser Gin Gly val Pro Pro Gly Pro Tyr Arg Ala Thr Lys Leu
1 5 10 15

Trp Asn Glu val Thr Thr Ser Phe Arg Ala Gly Met Pro Leu Arg Lys
20 25 30

His Arg g;n His Phe Lys Lys Z%r Gly Asn Cys Phe Z?r Ala Gly Glu

Ala V31 Asp Trp Leu Tyr é?p Leu Leu Arg Asn %Bn Ser Asn pPhe Gly
5

Pro Glu val Thr Arg GIn 6In Thr Ile GIn Leu Leu Arg Lys Phe Leu
65 70 75 80

Lvs Asn His val §1e Glu Asp Tle Lys ggy Arg Trp Gly Sser géu Ash
5

val Asp Asp Asn Asn GIn Leu Phe Arg Phe Pro Ala Thr Ser Pro Leu
160 1065 110

Lys Thr Leu Pro Arg Arg Tyr Pro Glu Leu Arg LyS Asn Asn Ile Glu
115 120 125

Asn Phe Ser Lys Asp LyS ASp Ser Ile Phe Lys Leu Arg Ash Leu Ser
130 135 140

Arg Arg Thr pro Lys Arg His Gly Leu #His Leu Ser Gin Glu Asn Gly
145 150 155 160

Glu Lys Ile Lys His Glu ITe Ile Asn Glu Asp GIn Glu Asn Ala Ile
165 170 175

Asp Asn Arg Glu Leu Ser GIn Glu Asp val Glu Glu val Trp Arg Tyr
180 185 190

val Ile Leu Ile Tyr Leu GIn Thr Ile Leu Gly val Pro Ser Leu Glu
195 200 205

Glu val ITe Asn Pro Lys Gln val Ile Pro Glin Tyr Ile Met Tyr Asn
210 215 220

981236_1



Met

225

Asp

Trp

Arg

Pro

val

305

e

Asn

Gy

Asn

Leu

385

His

Lys

Ser

Glu

Phe

465

Ala

Ala

AsSp

Pro

Asp

Leu

290

Cys

Gin

Sev

Lys

Pro

370

Arg

Asn

Pro

Ser

Gly

Asn

Leu

Arg

val

275

Leu

Gly

Asp

phe

Asn

355

Gly

Asn

Leu

Arg

Lys

435

Glin

Leu

Phe

Thr

Pro

ser

260

Phe

Thr

Tyr

ASp

LyS

phe

Arg

Ile

420

Giu

ASH

Asn

LYS

Ser

His

245

AsSn

Arg

phe

Ile

Pro

325

Ser

Glu

Gin

Arg

Gly

Cys

Ala

Asn

Leu

Arg

ASp

Thr

Glu

Thr

310

Glin

Thr

Glu

Glu

val

390

Leu

Ser

Ser

Lys

His

470

Thr

Arg

vat

Met

Ite

TYyr

295

val

ser

Glu

ser

Arg

ser

ser

Leu

ser

Leu

455

ser

ser

Gly

Leu

Asn

Ala

280

Tyr

Ser

ser

Cys

Cys

Ala

ASn

Glu

val

440

Phe

Glu

Thr

val

Ser

Asn

265

Asp

Glu

Asp

Lys

Leu

345

Ser

Ala

Asn

Met

Leu

Glu

Leu

val

ala

Pro

Tyr

Leu

Arg

phe

330

Leu

Thr

Lys

ASpP

His

410

Ile

His

Glu

AsSN

21

Ile

235

Met

Thr

Phe

Phe

Ser

315

L.eu

Leu

Glu

Lys

AsSp

val

Gln

ser

Ile
475

Leu

Lys

Tyr

Lau

val

300

Ser

His

Ser

Arg

Met
380

e Met

Leu

ASp

Ser

Lys

460

Gln

Thr val Gin

490

9812361

GIn

Cys

val

ASDp

285

Ash

Gly

Leu

Leu

Ley

365

Gln

Gly

Ser

val

phe

445

Pro

Lys

ASp

Asn

Leu

Ile

Ile

ASnh

Leu

3560

Glin

Leu

Gly

Ser

Pro

430

Pro

Lys

Pro

Gin

Lys

Ala

255

Phe

Pro

Leu

His

Asn

335

His

ite

val

Ser

AsSn

415

Gly

ASnt

Gin

Phe

Glu
495

ser

240

Asn

Glu

Glu

val

Arg

ser

ASN

AsSnh

Ile

Glu

ser

480

Glu



Leu
Lauy
va'l
val
545
Asn
Leu
His
Leu
Sar
625
Gly
Cys
Ser
Leuy
Ile
705
Ty

Thr

Arg

Cys

Leu

Ala

530

G1n

Lys

Pro

feu

Pro

610

Arg

Thr

Ata

Fhe

Glin

690

Glu

Cys

ser

Ser

Asn

Leu

515

Glu

Thr

Arg

Ala

Glu

595

Met

Arg

Glu

Leu

675

Th

Ash

LYS

GIn

Leu
755

Gly

Arg

e

Ala

l.eu

ser

580

Arg

Pro

ser

Ser

Glu

660

Met

ala

Pro

Gln

Ala

740

Pro

Lys

sSer

Ile

Met

val

A

Gln

Leu

645

val

ASp

val

Gly

Cys

Ser

Met

Met

Ala

Arg

ASNh

630

Met

ASP

His

Glu

710

ser

Lys

Lys

Thr

Leu

Ile

Ley

Lys
695
Gly
Ala

Ala

Glu

Sepr

520

Pro

Glu

Thr

Thr

ASp

600

Lys

ASD

His

ASp

Gin

680

Hisg

Leu

GIn

Glu

ASh

L&

Ite

Gly

Ala

L.eu

Met

Thr

Glu

665

Glu

Leu

Phe

Giu

Ley

745

ATy

Gin

Asn

va'l

Gly

Glu

570

Thr

Leu

Glin

Pro

Phe

650

Leu

Ite

ASD

Ala

rhe

730

Ley

Leu

ser

Gly

Glu

555

Ley

Gin

Gln

Leu

Lys

635

ser

Leu

Leu

Tyr

ASD

Glu

Cys

Tyt

Gln

540

Ser

Ser

Ser

ey

Leu

620

Leu

Arg

Ala

Gln

Ley

700

Leu

Glu

Asni

Lys Lys Leu

9812361

Arg

Ile

525

Gly

ser

Glu

Leu

cys

605

Met

His

Cys

Gly

val

685

Lys

Fro

Gin

Ser

510

Asn

Ser

Ala

Ash

Ley

560

Cys

Arg

ASD

val

Arg

670

Pro

Lys

Thr

Lys

Ile

750

Gln

Glin

Thr

Thr

Thr

Ser

575

GIn

feu

Met

Ala

Leu

655

Leu

Ser

Gly

Tyr

val

735

Lys

Phe

Ser

Pro

ser

Pro

Leu

Ile

Met

640

Cys

val

Tyr

His

Ser

72G

Ser

ASH

Gin



23

Lys Glu Tyr Pro Leu Ile Tyr Gln Lys Arg Phe Pro Thr Thr Glu Ser
770 775 780

Glu Ala Ala Leu Phe Gly Asp Lys Pro Thr Ile Lys GIn Pro Met Leu
785 790 795 800

Ile teu Arg Lys Pro Lys Phe Arg Ser teu Arg
805 810

<210> 5

<21l> 8666

<212> DNA

<213> Homo sapiens

<220>
<221> CD5
<222> (79)..(1659)

<400> 5
gagactcgee actgeegegg ccgetgggor tgagtgtcge cttcgecgee atggacgeca 60

ccgggegetg acagacct atg gag agt cag ggt gtg cct ccc ggg cct tat 111
Met Glu Ser Gin Gly val Pro Pro Gly Pro Tyr
1 5 10

Cgg grcc acc aag ctg tg0 aat gaa gttt acc aca tet ttt cga gea g?a 159
Arg A'lta Thr ;gs Leu Trp Asn Glu gg? Thr Thr Ser Phe Arg Ala Gly
25

atg cct cta aga aaa cac aga caa cac ttt aaa aaa tat ggc aat tgt 207
Met Pro Leu Arg Lys His Arg ggn His Phe Lys Lys Tyr Gly Asn Cys
30 40

Ttc aca gca g%a gaa gca gtg gat tgg ctt tat gac cta tta aga aat 255
Phe z?r Ala Gly Glu Ala Vg Asp Trp Leu Tyr égp Leu Leu Arg Asn
5

aat agc aat ttt g?t cCt gaa gtt aca agg caa cag 4act atc caa ctg 303
Ash Ser Asn Phe Gly Pge Gly val thr arg Gin GIn Thr 1le GlIn %gu
60 6 70

ttg agg aaa Tttt ctt aag aat cat gta att gaa gatr atc aaa ggy agg 351
Leu Arg Lys Phe ggu Lys Asn His val Ile Glu Asp Ile Lys Gly Arg
85 S0

tgg g%a tca gaa aat gtt gat gat aac aac cag <ic ttc aga trt cct 399
Trp Gly Ser g;u Asn val Asp Asp égg Asn Glin Leu phe Arg pPhe Pro
105

gca act tcg cca ctt aaa act Cta cca cga agg tat c¢ca gaa rtig aga 447
Ala Thr Seg Pro Leu Lys Thr Leg Pro Arg Arg Tyr Pro Glu Leu Arg
11 11 120

aaa aac aac ata gag aac ttt tcC aaa gat aaa gat age att ttt aaa 495
Lys Asn Asn Ile Glu Asn Phe Ser Lys Asp Lys ASp Ser Ile Phe Lys
125 130 135

tta cga aac tta tct cgl aga act CCct aaa agg cat gga tta cat tta 543
Leu Arg Asn Leu Ser Arg Arg Thr Pro Lys Arg His Gly Leu His Leu
140 145 150 155

tct cag gaa aat ggc gag aaa ata aag cat gaa ata atc aat gaa gat 591
ser Gin Glu Asn Gly Glu Lys Ile Lys His Glu Ile Ile Asn Glu Asp

981236._1



cas
Gln

gaa
Glu

gtg

tat
Tyr
220

cta
Leu

aag
Lys

tat
Tyr

cta
Leu

gta
val
300

agt
Ser

cac
His

agt
ser

aga
Arg

atg
Met
380

atg
Met

cta
Leu

gat
ASp

gaa
Glu

gtt
val

cca
Pro
205

ata
Ile

caa
GIn

tgc
Cys

gtt
val

gat
ASp
285

aac
Ash

&ty

tia

Leu

ctg
L.eu

cta
Leu
365

cag
Gln

aat
Asn

tag
Tr

p
180

tcc
ser

atg
Met

aac
Asn

cta
Leu

gga
Gly
270

cte
Leu

att
Ile

ata
Ile

aaC
Asn

cit
Leu
350

cag
Gin

cta
Leu

gga

tct
Ser

cca
Pro

gca
Ala
175

aga
Arg

Cta
Leu

tac
Tyr

aaa
Lys

gca
Ala
255

Tttt
Phe

cet
Pro

ttg
Leu

cat
Ris

aat
Asn
335

cat
H1s

ata
Ite

gtt
val

agt
Ser

aac
Asn
415

cly

160

atrt
Ife

tat
Tyr

gaa
Glu

aac
Asn

tca
Ser
240

aat
Asn

gaa
Glu

gaa
Glu

gtt
val

aaa
Lys
320

Tty
ey

aga
Arg

age
Ser

agat
Asn

tgt
cys
400

age
Ser

aat
Asn

gat
Asp

gtt
val

gaa
Glu

atg
Met
225

gat
Asp

tgg
Trp

cga
Arg

cCct
Pro

gtt
val
305

atrt
Ile

aat
Asn

gaa
Gluy

aat
Asn

fta
Leu
385

cat
H1S

aaa
Lys

tca
ser

aat
Asn

atte
Ile

gtc
val
210

gce
Ala

gac
ASp

cca
Pro

gat
Asp

cta
Leu
290

tgt
cys

caa
Gin

tce
Ser

aaa
Lys

cca
ero
370
aga
Arg

aat
Asn

cca
Pro

agt
ser

aga
Arg

cty
Ley
195

ata
Tle

aat
Asn

ctc
Leu

aga
Arg

gta
val
275

ctt
Leu

&ty

gat
Asp

tte
pPhe

aac
Asn
355

ety

aacC
Asn

tta
Leu

agg
Arg

aaa
Lys

gaa
Glu
180

atc
e

adt
ASN

aca
Thr

cCt
Pro

agce
Ser
260
tTi¢
Phe

act
Thr

tac
Tyr

gat
Asp
adaa
LYS
340
aad

Lys

Tt
phe

aga
Arg

ata
Ile
tgc
Cys
420

gag
Glu

165

cta
Leu

tac
Tyr

cCa
Pro

agt
ser

cac
His
245

aat
ASn

aga
APrg

Tttt
phe

atc
Ite

cca
Pro
325

tca

Ser

gaa
Glu

caa
Glin

aga
Arg

ggg
Gly
4G5
tgt
Cys

gca
Ala

24

agc
Ser

ctg
Leu

aaa
Lys

aaa
Lys
230

tag
Trp

gat
Asp

aca
Thr

gaa
Gly

aca
Thr
310

cag
Gin

act
Thr

gaa
Glu

gaa
Glu

gtg
val
390

tta
Ley

tct
Ser

tece
Ser

ca
éin

caa
Gln

caa
Gin
215

cgt
Arg

gta
val

atg
Met

atc
Ile

tat
Tyr
295
gtt

val

tct
ser

gag
Glu

tca
Ser

aga
Arg
375

agt
Ser

agt
ser

tty
Leu

agt
ser

9812361

gaa
Glu

acce
Thr
200

gta
val

gga
Gly

tta
Lay

aat
Asn

aca
Ala
280

tac
Tyr

tca
Ser

tca
Ser

tgc

Cys

gat
Asp
360

tgt
Cys

gct
Ala

aat
Asn

gaa
Glu

gtc
val

gat
Asp
185

att
Ile

atrt
Ile

gta
val

tct
ser

aat
Asn
265

gat
Asp

gaa
Glu

gat
Asp

aaa
LYS

Tt
Leu
345

tct
Ser

gct
Ala

aat
Asn

atg
Met

&
425

ttt
phe

170

gtt
val

tta
Leu

cccC
Pro

gtt
val

gee
Ala
250

cCa
Pro

tat
Tyr

tta
Leu

aga
Arg

ttC
phe
330

crt
Leu

act
Thr

aag
LYs

gac
AsSp

cat
His
410
art
Ile

cgt
His

gaa
Glu

&y

caa
Glin

ata
Ile
235

atg
Met

act
Thr

Tttt
Phe

Tt
Phe

tec
ser
315

ctt
Leu

ctc
Ley

aaa
Lys

ata
Ile
395

gat
Asp

gta
val

caa
Gln

639

687

735

783

831

879

927

975

1023

1071

1119

1167

1215

1263

1311

1359

1407



tct
Ser

aag

LysS
460

caz
Glin

caa
GIn

tgt
cys

T
Phe
445

cCC
Pro

aag
Lys

gac
ASp

agg
Arg

430
ccg
Pro

daaad
Lys

CCa
Pro

caa
Gln

tct
ser

aac
Asn

cag
Gin

TIc
phe

gag
Glu
495

cag
Glin

ata
Ile

gaa
Glu

agt
Ser
480

gag
Glu

agt
Ser

gaa
Glu

tte
phe
465

ct
g?a

Tty
Leu

ttg
Leu

tgt
Cys

ctt
Leu

435

caa
Gln

ttg
Leu

ttt
phe

aat
Asn

tta
Leu

aat
Asn

aat
Asn

aag
Lys

a1y
500

aga
Arg

a3t
Asn

ctt
L.eu

aga
Arg
485

aald
Lys

agt
ser

25

aaa
Lys

cat
H1s
470

acc
Thr

tgc
Cys

agt
Ser

ctg
Leu
455

tca
Ser

tct
Ser

aag
Lys

aca
Thr

440

Tttt
rPhe

gag
Glu

act
Thr

tca
Ser

aga
Arg

tta
Leu

gaa
Giu

ttg
Led

aagd
Lys
505
agy
Arg

gag
Glu

aat
Asn

act
Thr
490

cag
Gin

aat
Ash

tct
ser

att
ITe
475

gt
val

ctt
Leu

agt
ser

510

tat
Tyr

atc
Iile
525
gCagcacaag
ataaaagact
ctatgttgac
crctacagrt
tgegtatgat
gtacgaggtc
tggatcttga
aaattctica
aadagggaca
actgtaagca
caatigcaga
gaaaaaaact
ccacggagag
trttaagaaa
actigtggaa
tgtcattaat
caatgtgaga
taccaaatac
aatittattt

tcttaaaaga

tgtttggggt

aat
Asn

aca

Thr
tgtgcaaaca
ctgcaaaagt
tggcacacaa
atgrtgttty
ttcccgaatg
actgatgata
tgagctictt
agtaccctet
tattgaaazt
gattagtgcet
acttttagaa
aaaacagttt
tgaagcagea
accaaagttc
ctttgataaa
aaggtatttc
ctcetraggaa
trtttgtttt
acttgaatit
aaatttatct

tacttotttg

515

gcratggaaa
acaatagaac
agettgetge
ttactreecce
agtcaaaatyg
catacctttt
gctggaagat
tacttacaga
cctggagaty
caggagttty
aatattatta
cagaaggaat
crtLLtggty
cgtagtctaa
tgaagecata
taaataaaca
actaactaga
taacacagcet
tgaaaactga
gcaaatgtge

tttctaagta

gtgaactegg
tttcagaaaa
aaccteattt
caccaaatcg
trgatatgee
ctegatgtgt
tagtttettt
crgcagtgga
gactattige
atgagcaaaa
aaaacaggag
atccttrgat
acaaacctac
gataactaac
tctgagaatg

cattatrgtaa

520

agagtctagt
ttctttactt
agagagggatt
tagaaagctt
Ccaaacttcat
gttatgctgt
cttaatggat
aaaacatctt
tectttgeca
agtttctace
Trtaccicia
atatcagaaa
aatcaageaa
tgaattaaaa
tagetactea

ggaagtgecea

tctcaattga gageacataa

atccagtaag

gctatcatga

gcetgtgttag ggattaaact

aagttctgag

tadgaatgty

atattagcta

aagaatattt

981236.1

ccagtggetg aaattatcat gaaaccaaat gttggacaag

gccacaatca
ccagetrtett
gccatcgatg
caacttttaa
gatgcaatgy
gctgaagaag
catcatcagg
gactacttaa
acttactcat
tctcaagetyg
aaggagaaaa
agatttccaa
ccaatgerga
attatgtaat
aaaggaagtc
aaatagttat
caatagatga
tgtgtgctaa
ataattctgt
atgaattagt

gaaaactcaa

1455

1503

1551

1599

1647

1699

1758
1819
1879
1939
1999
2059
2119
2179
2239
2299
2359
2419
2479
2539
2599
2659
2719
2779
2839
2899
2959



tgaaataatt
tctatttata
gccttaaata
ttctagtttt
attcaticaa
agagacaaty
ggagatacac
gaatcattca
ttcaaactgg
cctaacttac
ttaatctagg
ataaacatit
aaatgcctge
gatrgactty
atatctattc
tttaatgact
attccattta
tatgacttta
aatactaaaa
ttaaaattat
taaataataa
geegetgggc
tggagagtca

ccacatcttt

gcaattgttt
gcaattttgy
agaatcatgt
accagctett
aattgagaaa
gaaacttatc
agaaaataaa
taagccagga
ttttaggtgt

taatgtacaa

ctcagetgee
tatatgtatg
ttatccccaa
cataatctat
aagatattta
ataaataaaa
ctatcagatg
gctazagagt
tacacattag
actaattaaa
tgattccaat
ttataagtgt
caagtataaa
gtacaaactt
cttaagtgta
gttctcattt
acattactga
tcctggetat
cgtttattyt
ttggggtttt
aggcaggcaa
ctgagtgtcg
gggtgtgeet
tcgagcagga
cacagcagga
tectgaagtt
aattgaagat
cagatttect
aaacaacata
tcgtagaact
gcatgaaata
agatgttgaa
gccatcecta

catggccaat

aaatgttgea
tgtttttaaa
ttgctteagt
tagaagatyg
tttagcaact
catataatct
tttaaaataa
gacttctatyg
actcaccega
tctgaatttt
atrcagcecaa
caagataatyg
tgacteteat
gaagcaagtt
aagaaatata
ctcaatgtaa
ttittattaa
aaaattattg
ttatagatat
gtaacaatat
ctttcatttg
ccticgeege
ccegggeett
atgcctctaa
gaagcagrgg
acaaggcaac
atcaaaggga
gcaacttecge
gagaactttt
cctaaaagge
atcaatgaag
gaagtttgga
gaagaagtca

acaagtaaac

26
ctecttttata

atatgtgtat
cattcatttg
ggatataaaa
gctatgtgee
cttccataag
caacactacc
atgatggaac
ggaattrtaa
ggggatgttg
ctgtgagaat
gcacattgac
cttaaaacaa
gccttctaat
taatgcatgy
tttcatactg
aaacctggac
aaccaaaatg
gtaaaatgty
aattttgett
cactaatgta
catggacgcce
atecgggeeac
gaaaacacag
attggecttta
agactatcca
ggtggggatc
cacttaaaac
ccaaagataa
atggattaca
atcaagaaaa
gatatgttat

taaatccaaa

gtggagtagt

tattettttt
attttatcag
ttcagtatat
gaagtataag
Tttegttgtt
gtattrartt
cactgaaatc
aggtctctaa
aacagecetat
tatagggatt
caatggcecta
tttatttett
ggttctrcag
ttttactcca
trtgtaataa
tttctctata
agaaaattat
aattctttct
gattatgttg
ttgtattata
cgagactege
accgggeget
caagctgtgg
acaacactit
tgacctatta
actgttgagg
agaaaatgtt
tctaccacga
agatagcatt
tttatcteay
tgcaattgat
tctgatctac
acaagtaatt

tatactacaa

9812361

ccacttttga
atttggtttt
atattttgaa
gcaatcatat
ccagatatge
tttaatcaag
agggcatata
gcragtagtt
atgcccaggg
agtatttttt
aatgeitttt
cattggaaga
grrectgett
agattgtrtc
aatcttaatyg
aaatgatagt
aaattataaa
aaggcatttyg
caaattgaga
gacaaatata
cactgcegeg
gacagaccta
aatgaagtta
aaaaaatatg
agaaataata
aaarttcrta
gatgataaca
aggtatccag
tttaaattac
gaaaatggcg
aatagagaac
ctgcaaacca
cceccaatata

aacaaatcag

3019
3079
3139
3199
3259
3319
3379
3439
3499
3559
3619
3679
3739
3799
3859
3919
3979
4039
4099
4159
4219
4279
4339
4399
4459
4519
4579
4639
4699
4759
4819
4879
4939
4999



atgaccrece
atgatatgaa
artatttict
acatttiggy
grtgtttgtt
ceegaatgag
tgatgataca
agerrctige
taccctctta
ttgaaaatcc
tragtgetea
ttttagaaaa
aacagtttca
aageageact
caaagurrecy
rtgataaatg
ggtatticta
crtaggaaac
TErgtTTtta
ttgaattity
atttatctge
crrerttygtt
cagctygecaa
tatgtatyrg
atcccraaty
taatctatta
gatatttatt
aaarasaaca
atcagatgtt
tazagagtga
cacattagac
taattaaalc
attccaatat

ataagtgtca

teactygggta
taatccaact
agaterooct
cttgctgeaa
actrcececa
tcaaaatgtt
taccrItict
rggaagarta
cttacagact
tggagatgga
ggagtttgat
tattartaaa
gaaggaatat
rtttggtgac
tagtctaaga
aagccatatc
aataaacaca
taactagatc
acacagorat
aaaactgago
aaatgtgcaa
tctaagtata
atgttgeact
tttitaaaat
gcttcagica
gaagatggad
rageaactge
tataateret
taaaataaca
cttctatgat
teaccegagg
Tgaattitgy
tcagecaact

agataatggc

ttatctgeca
tatgrtogat
gaaccrctac
cCreatttag
ccaaatcgta
gatatgceca
cgatgrgrgt
grrrctrtict
gcagtggaaa
ctatttgetc
gagcaaaaag
aacaggagtt
cerrtgatat
aaacctacaa
taactaacty
tgagaatgta
ttatgtaagy
tcaattgaga
ccagtaagge
tgrgLtagag
gttergagat
agaatgtgaa
cttttatata
atgtgratat
tteatrtgtt
atataaaaga
tatgtgeett
tocataaggt
acactaccea
gatggaacay
aattttaaaa
ggatgttgtra
gtgagaatca

acattgacrt

27
tgaagrgect

ttgaacgaga

tacttttga
agagggrrge
gaaagcttea
aactreatga
tatgetgtge
raatggatca
aacatcrtga
ctitgecaac
rrectaccete
tacctctaaa
atcagaaaag
tcaageaace
aattaaaaat
gotacteaaa
aagtyccaaa
gcacataaca
tatcatgaty
attaaactatr
attagctaat
gaatatttga
ticrttitec
tttatcagat
cagtatatar
agtataagge
tegttgttec
atttattitt
ctgaaatcag
gtcretaage
cagcctatat
tagggartag
atggectaaa

tattttttca

agcaaattgy
tgtattcaga
atatracgaa
categatget
acttttaatg
tgcaatgggt
tgaagaagty
TCcatcaggan
ctacttaaaa
ttacrcatac
tcaagctgea
ggagaaaaga
atttccaacc
aatgcetgatl
tatgtaatac
aggaagtctg
atagttatca
atagatgata
tgtgctaaaa
aartotgrte
gaattagtty
aaactcaaty
acttitgatc
ttggttttge
attrtgaatt
aatcatatat
agatatgeag
taatcaagyg
ggratatraga
tagtggtret
geecagggec
tatrttittt
tgctrrtttat

ttggaagaaa

981236._1

ccaagaaygea
acaatcgeag
ttatttgtaa
ctacagttat
cgtatgattt
acgaggteac
gatcttgaty
attcrtcaag
aagggacata
tgtaageaga
attgcagaac
aaaaaactaa
acgugagagty
ttaagaaaac
trgtggaact
tcattaataa
atgtgagact
ccaaatactt
ttttatttac
ttaaaagaas
Ttigyggtta
aaataatict
tatttatata
cttaaatatt
ctagtrritca
tcaticaaaa
agaca’atgat
agatacacet
ateattcage
caaactggta
taacttacac
aatctagerg
aracattitt

atgcctgeea



agtataaatg
acaaacttga
taagtgtaaa
totecattitct
attactgatt
ctggctataa
Tttattgttt
ggggtritgt
gcaggcaact
atgctitaat
gtaaactcag
tattataata
gttagcacag
gattatagca
catgaaccaa
agacaaagyt
tttgatgayy
atagattcea
tttgotggta
gggatgggga
atgeacaggt
ccagaaatta
crettettat
ceeactgact
atgtgaatta
ttaaatctty
ttgagtttaa
aaaaaaa
<210>

<211>

<212>

<213>

<400= 6

6
527
PRT

actcreatct
agcaagtige
gaaatatata
caatgtaary
tttattaaaa
aattatigaa
atagatatgt
aacaatataa
tteatttgea
aacaaactct
acaagttact
gtaccrertt
tgtcteacat
ctagaagaga
aacaaaatta
tctgattaty
aaggaayggaa
ttctaacata
grigetttet
aggrgttgea
ttcaccagat
ctgectecac
grtatccaaa
taccrttetg
aagtatctac
agtttagcaa

gatctetact

Homo sapiens

taaaacaagy
crrctaattt
atgcatggtt
tcatactgtt
acctggacag
ccaaaatgaa
aaaatgtgga
rtttgettrt
ctaatgtaca
geeagtragy
taacttctct
ttaggattge
agaataagea
tcttagcaaa
cggacaattyg
cctactggtt
tggatatctt
aagatcitta
cgggatataa
catttaaaga
cagatgatgt
catccctaat
cagttatgty
tecttgggaa
ctaactgagt
geoeacygcre

gattaaaact

28
ttcttcaggt

ttactccaag
tgtaataaaa
tctotataga
aaaattataa
tTretttetaa
tratgttgea
gtattataga
tgcaattgag
ttrgaatcct
aagccccagt
gaggattaag
ctetataaat
aatgtggtce
atgagectta
gaaarttrtt
cagaagggcet
agltitcaaata
gaagcaaaat
gagaaagtyt
ctggrrattc
atcrrctaat
gcattragtia
gcrtaaactc
tgtgattyta
gatrtrtaty

cttttgctat

ttorgettga
artgtticat
tcttaatgrt
atgatagtat
attataaata
ggratttgaa
gattgagatt
taaatatata
attacaaaat
actgtgetat
tttgttatct
caggataatg
attrtactag
trtctgttge
ttaactatct
aatctagtca
tegoctaage
tagatgagtt
caactgetac
gaaaaagect
tgtaaattat
tggtatcata
atggaatgta
tgaatcrtct
gtgaaagaaa
tcetticete

Caaagaaaaa

ttgacttggt
atctattect
taatgactgt
teccattrtaac
tgactttate
tactagaacy
aaaatrtattt
aataataaag
acatggtaca
taactagera
ataaaatgaa
catgtaaagt
aatcacctag
tttggacaga
trteattatg
agaaggaaaa
tggaacatgg
gactggtaga
aagtaaagagy
aatrtgtogyga
agttetrtatce
taatgaccca
catggaattt
catctgtaaa
gucaatatat
ttgeotigta

ddddaaaaan

Met Glu Ser Gin Gly Val Pro Pro Gly Pro Tyr Arg Ala Thr Lys Leu
1 5 10

981236_1

15

7099
7159
7219
7279
7339
7399
7459
7519
7579
7635
7699
7759
7819
7879
7939
7999
8G58
8119
§179
8239
8299
8359
8418
8479
8539
8599
8659
8666



Trp

His

Ala

Pro

65

Lys

val

Lys

ASn

ASpP

val

Glu

Met

225

Asp

Trp

Arg

Ash

Arg

val

50

Giu

Asn

ASpP

Thr

Phe

130

Arg

LysS

Ash

Ile

val

210

Ala

Asp

Pro

ASpP

Glu

Gin

ASD

val

His

ASp

Leu

115

Ser

Thr

Ile

Arg

Leu

195

Ile

Asn

Leu

Arg

val
275

val

20

His

Trp

Thy

val

ASn

100

Pro

Lys

Pro

Lys

Glu

180

Ite

Asn

Thr

Pro

Sey

260

rPhe

Thr

Phe

Leu

Arg

Ie

85

Asn

Arg

ASD

Lys

His

165

Leu

Tyr

Pro

Ser

His

245

Asn

Arg

Thr

Lys

Tyr

Glin

70

Glu

Gin

Arg

Lys

Arg

150

Glu

Ser

Leu

Lys

LYS

230

Trp

Asp

Thr

ser

Lys

ASp

55

Gin

ASp

Leu

TYyr

ASp

135

His

Ite

Glin

GIn

Gln

215

Arg

val

Met

Ile

Phe

Thr

Ile

Phe

Pro

120

ser

Gly

Ile

Glu

Thr

200

va'l

Gly

Leu

Asn

Ala
280

Arg
25

Gly
Leu

Ile

Lys

Ile

Leu

ASh

Ile

val

Ser

Asn

265

Asp

Ala

Asn

Gly

90

pPhe

Leu

Phe

His

170

val

Leu

Pro

val

Ala

250

Pro

TYyr

29
Gly

Cys

Asn

Leu

75

Arg

Pro

Arg

Lys

Leu

155

ASD

Glu

Gly

Gin

Ile

235

Met

Thr

Phe

Met

Phe

Asn

60

Leu

Trp

Ala

LYs

Leu

140

Ser

Gin

Glu

val

Tyr

220

Leu

Lys

Tyr

Leu

9812361

Pro

Thr

45

Ser

Arg

Gly

Thr

Asn

125

Arg

Gin

Glu

val

Pro

205

Ije

Gln

Cys

val

Asp
285

Leu

30

Ala

Asn

LyS

Ser

Ser

110

Asn

AsSNH

Glu

AsSnh

Trp

150

ser

Met

ASN

Leu

Gly

Ley

Arg

Gly

Phe

pPhe

Glu

95

Pro

Ile

Leu

Asn

Ala

175

Arg

Leu

Tyr

Lys

Pro

Lys

Glu

Gly

Leu

80

Asn

Leu

Glu

Ser

Tyr

Glu

ASn

Ser

240

Asn

Glu

Glu



PTO

va'l

305

Ile

Asn

Glu

Asn

Leu

385

His

Lys

ser

Glu

phe

465

Ala

Leu

Leu

Leu

290

Cys

Gin

Ser

Lys

Pro

370

Arg

Asn

Fro

Ser

Gly

Cys

et

<210>

<211
<232>
<213>

<220

<223>

Leu

Gly

ASp

phe

Asn

355

Gly

Asn

Leu

Arg

Lys

Gln

Ley

Phe

Asn

Leu
515

7
9
PRY
Artificial

Thr

Tyr

Asp

Lys

340

Lys

Phe

Arg

Ile

Cys

420

Giu

ASHn

Asn

Lys

Phe

Ile

Pro

325

ser

Glu

&in

Arg

Cys

Ala

Asn

Leu

Arg

48%

Lys

Ser

Glu

Thr

310

Gln

Thr

Glu

Glu

val

390

L.ey

Ser

Ser

LYS

His

470

Thr

Cys

Ser

Tyr

295

val

ser

Gl

Ser

Arg

375

ser

Ser

Leu

ser

Ley

455

ser

Ser

Lys

Thr

Tyr
sar
s&¢

cys

Cys
Ala
Asn
Glu
val
440
phe
GTu

Thr

ser

526

Gy

Lys

Leu

345

sar

Ala

Asn

Met

Gly

phe

Leu

Glu

Leu

Lys

505

APQ

Ley

ArQ

rhe

330

Ley

Thr

Lys

ASD

His

410

ite

His

Glu

Asn

Thy

4950

Gin

ASn

30
phe

ser

315

Leu

iLeu

Giu

Lys

Ile

395

ASD

val

Gin

Ser

Ile

475

val

Ley

ser

val

300

Ser

His

Ser

Arg

Met

380

Met

Leu

Asp

Ser

Lys

460

Gln

Gin

<ys

Tyr

981236..1

Asn

Gly

Ley

Leu

Leu

365

Gin

Gly

Ser

val

Phe

445

PYo

Lys

Asp

Arg

1le
525

An artificially synthesized peptide seguence

Iie

Ile

Asn

Leu

35Q

Glin

Leu

Gly

ser

Pro

430

Pro

LYS

Pro

Gin

Ser

510

Asn

Ley
His
AShH
335
His
ITe
val
sey
Asn
415
Gy
Ash
Gin
Phe
Glu
495

Gin

Thr

val

Lys

teu

Arg

Ser

Asn

Cys

400

ser

ASH

Ile

Glu

Ser

480

Glu

ser



<400> 7

ite Tyr asn Glu gyr Ile Tyr Asp Leu
1

<210> 8

<211> 10

«212» PRT )

<213» Artificiai

«220>

<223> An artificially synthesized peptide sequence
<400> 8

ITe Tyr asn Glu Tyr Ite Tyr Asp Leu Phe
1 5 10

<210> 8
<211> 9
<Z12> PRT

<213>  Artificial

<220> o
223> An artificially synthesized peptide sequence

<400> 9
Tyr Ile Tyr ASp %eu phe val Pro val
1

<210= 10
<21il» @
<212> PRT

<213> artificial

«220> . ) .
<223> An arvificially synthesized peptide sequence

<400> 10

Arg Leu Ala Ile ghe Lys Asp Leu val
1

<2310> 11

<211> 10

<212> PRT )
<213> artificiail
<220

«223» an artificially synthesized peptide sequence
<400= 11

The Met Ser Ser Ser Lys Leu Ser Asn val

1 5 10
210> 12

<Z211» 9

<212> PRT

<213> artificial

<220>
9812361



32
<223> An artificially synthesized peptide sequence

<400 12

Glu Tyr Tyr Glu %eu phe val Asn Ile
1

<210> 13
<21i> 9
«212> PRT

<213> artificial

<220
<223> aAn artificially synthesized peptide sequence

«<400> 13

Asp Tyr ala Asp geu Lys Glu Lys Leu
1

<210> 14

<211> 9

<232> PRT

<213> artificial

<220> o

<223 An artificially synthesized peptide sequence
<400> 14

Gin Tyr Glu Arg gﬁa Cys Lys Asp Leu
1

«<21i0> 15

<231> 9

<212> PRT

<213> Artificial

<2 20>

<223> an artificially synthesized peptide sequence
<400> 15

Cys Tyr Leu Ala Tyr Asp Glu Thr Leu
1 5

<210> 16
«211l> 9
«212» PRT

<213» Artificial

<2 20 o ] )
<223> An artificially synthesized peptide sequence

<400> 16

Ala Fyr asp Glu Thr Leu Asn val Leu
1 5

<210> 17
211> G
«212> PRT

<213> artificial
981236_1



33

<220
223> An artificially synthesized peptide sequence

<400> 17
Gly Tyr Lys Asp Glu ASh Asn Arg Leu
1 5

<210> 18

211> 8

<212> PRT

<213>  Artificial

<220> _ ‘
<223> An artificially synthesized peptide sequence

<400> 18

Leu Tyr Gly Ser Leu Thr Asn Ser Leu
i

5
<210= 18
<211 9
<212» PRY
«213» artificial
<220

«223>  an artificially synthesized peptide sequence
<400> 19
%ys Tyr Ala Glu Asp Arg Glu Arg Phe

5

<210> 20

<211> 9

<212> PRT

<213» Aartificial

<220> i .
<223> An artificially synthesized peptide sequence

<400> 20

Asn Tyr Asp Ile Ala Ile Ala Giu Leu
1 5

<2il> 21

<211> §

<212>» PRT

<213>  Artificial

<220
223> An artificially synthesized peptide seguence

«400> 21
Cys Tyr Lys Ala Lys Ile Lys Glu Leu
1 5

210> 22
«211> 9

9812361



34

212> PRT
<213> Artificiagl
<220>

<223> An artificially synthesized peptide sequence
<400 22

isp Tyr Leu Gin val Cys Leu Arg ile
2

<210> 23

<21i> 9

<Z212» PRT

<213> artificial
<220>

«223> An artificially synthesized peptide sequence
<400> 23

tys Phe Asn GIn ITe Lys Ala Glu Leu
1 5

<210> 24

<211> 8

<212> PRT

<213> Artificial
<220

«223> An artificially synthesized peptide seguence
«400> 24

Ser Tyr val phe Ser ala Asp Pro Ile
1 5

<210 25

211> B

<21Z» PRT

<213> Artificial
<220

<223> An artificially synthesized peptide sequence
<400 25

Ala Tyr Arg Leu teu Lys Leu Gly Ile
1 5

<210 26
<21l> 9

<212> PRT

<213>» Aartificial

<220>
<223> An artificially synthesized peptide seguence

<400> 26

Asp Tyr Glu GIn Ala Asn Leu Asn Met
1 5

981236_1



35
«<210> 27
«211> 9
<212> PRT
<213> Artificial

<220
<223  an artificially synthesized peptide seguence

<400> 27

Asn Phe Asp Gly g?e LYS Leu ASp Leu
1

«210> 28

<Z21ll> 9

«212> PRT

<213> artificial

<220 , .
223> an artificially synthesized peptide sequence

<400> 28

Leu Phe val Pro val Ser Ser Lys phe
1 5

<210= 29

<211» 9

<212> PRT

<213»  Artificial

<220>
<223> An artificially synthesized peptide sequence
<400> 29

teu Phe Asp Ser Leu Gin Glu Arg Leu
1 5

«210> 30
<211» 9

«21Z2> PRT

<233> Artificial

«220> ) ) ’
«223» An artificially synthesized peptide sequence

«400> 30

Lvs Phe ser val Trp val ser Phe phe
1 5

<210 31

<21ls

<212> PRT

<213> Artvificial

<220 . ) '
<223> an artificially synthesized peptide sequence

<400> 31

Lys Leu Leu Asp Lew Ile Glu Asp Leu
1 5

9B1236_1



<210
<211>
<212>
<213>

<220
<223>

<400

1

<210
<211>
«212>
<213>

<220
<223>

<400

36

32

9

PRT
arvificial

An artificially synthesized peptide sequence

32

Arg phe Pro Lys Pro Glu Leu Glu Ile
5

33

9

PRT
artificial

An artificially synthesized peptide sequence

33

Lys Tyr Asn Ala ?Sp Arg Lys Lys Trp
1

<210>
<211>
<Z12>
<213

<220>
<Z223>

<400

34

g

PRT

artificial

An artificially synthesized peptide sequence

34

Arg Thr Gin Asn %eu Lys Ala Asp Leu
1

<210>
<211
<212
<213

<220>
<223>

<4 00>

35

9

PRT
Artificial

An artificially synthesized peptide sequence
35

Lys Trp Leu Glu g?u Lys Met Met Leu
1

<210>
«23 1>
<Z12>
<213>

<2 20>
<223>

<400

36

9

PRYT

artificial

an artificially synthesized peptide sequence
36

9812361



37

Lys Ser asn Glu Met Glu Glu Asp Leu
1

<210
«2311>
«212>
<2335

<220>
<223>

<400>

5

37

9

PRT
Artificial

An artificiaily synthesized peptide seguence

37

Ltys Ile Glu Asp Gly Ser val val Leu
1 5

<21.0>
<230
212>
<213>

<220>
<223>

<400

38

9

PRY
Artificial

ar artificially synthesized peptide sequence
38

Lys GTn GIn Asn Glu Met Glu Ile Leu
4 o

<2310>
<211
«212>
<2 13>

<220>
<223>

<430>

3

39

9

PRT
Artificial

An artificially synthesized peptide sequence

3¢

tys Thr ¢In Asn GTu Gy Glu Arg Leu
1 ~

<2310>
<211>
<212>
<2 13>

<220>
<223>

<4 00>

3

40

9

PRT
Artificial

an artificialtly synthesized peptide sequence
40

Lys Trp Lys Glu LySs Cys AsSn ASp Leu
1 5

<210>
<211
<212
<213>

<220
«223

43

9

PRT
Artificial

an artificially synthesized peptide sequence

9812361



<400>

38
41

Ltys Ile Lys Glu Leu Glu Thr Ile Leu
1 5

<210>
<211>
<212>
«213>

<220>
<223>

<400>

42

9

PRT
Artificial

An artificially synthesized peptide sequence
42

Phe Leu Leu Thr Ile Glu Asn Glu Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
43
9
PRT
Artificial

An artificially synthesized peptide sequence
43

Ser Ser Leu Ile Ile Asn Asn Lys Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
44
9
PRT
Artificial

An artificially synthesized peptide seguence
44

Lys Leu Thr Asn Leu GIn Asp Glu Leu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>

45

9

PRT
artificial

An artificially synthesized peptide sequence
45

ITe Met GIn Pro val Lys ASp Leu Leu
5

45

10

PRT
Artificial

981236_1



39
<223> An artificially synthesized peptide sequence

<400> 46
Lys Tyr Asn Ala Asp Arg Lys Lys Trp Leu
1 5 10

<210> 47

<211> 10

<2i2> PRT

<213> artificial

<220>
<223 an artificially synthesized peptide sequence

<400> 47
Lys Tyr Ala Glu Asp Arg Glu Arg Phe Phe
1 5

10
<210> 48
<211>» 10
<?1Z» PRT
<213  Artificial
<220

«223» An artificially synthesized peptide sequence
<400> 48

Gin Tyr Trp Ala Gin Arg Glu Ala Asp Phe

1 5 10

<210> 49

<211> 1D

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 49

teu Tyr Thr Ser Glu Ile Ser Ser Pro Ile

1 5 10
<210> 50

<Z211l> 10

<212> PRT

<213> Artificial

<220

«223> An artificially synthesized peptide segquence
400> 50

Lys Phe Gln Lys Arg Lys Met Leu Arg lLeu
1 5

10
«2i0» 51
<211> 10
«212> PRT

<213 Artificial
GR1236_1



40

<220>

<223> An artificially synthesized peptide sequence
<400> 51

Ala Phe Leu Leu Thr Ile Glu Asn Glu Leu

1 5 10

<210> 52

<211> 10

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 52

Thr Tyr Ser Leu Arg Ser Gln Ala Ser Ile

1 5 10
<210> 53

<211> 10

<212> PRY

<213> Artificial

<220>

<223> An artificially synthesized peptide sequence
<400> 53

Asp Phe Leu GlIn His Ser Pro Ser Ile Leu
1 5 10

<210> 54

<211> 10

<212> PRT

«213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 54

Arg Thr Leu Asn val Leu Phe Asp Ser Leu
1 5 10

<«210> 55

<21l> 10

<212> PRT

<213> Artificial

<220>
<223> aAn artificially synthesized peptide sequence

<400> 55
Lys Gln Ile val His Phe Glpn Gln Glu Leu
1 5 10

<210> 56
<211> 10

981236_1



41

<212»> PRT
<213> artificial
<220

<223> An artificially synthesized peptide sequence
<400> 56

Lys Leu Leu Arg Ite Lys Ile aAsn Glu Leu
1 5

<210 57

<Z211> 10

<212» PRT
«213> Artificial
<220

<223» an artificially synthesized peptide sequence
<400> 57

Lys Ile ITe Glu Asp Met Arg Met Thr Leu

1 S 10
<210» 58

<211> 10

<Z212> PRT

<213%> artificial

<220> ‘ ) k
<223> An artificially synthesized peptide seguence
<400> 58

arg Thr Ile gIn GIn Leu tys Glu GIn Leu
1 5 10
<210> 59

<211» 10

<212> PRT

«213> Artificial

<220>

«223> An artificially synthesized peptide sequence
<400 59

Ltys val 6lu Cys Ser His Ser Ala Lys Leu
1 5 10

<210> 80

<211» 10

«212> PRT

<213> aArtificial

<220>
<223> An artificially svnthesized peptide seguence

<400> &0
Lys asn Glu Lys Glu Glu rys Ala Glu Leu
1 5 i0

9812361
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<210> &1
<2311>» 10
<212> PBRT
<213> Artificial

<220
<223>  An artificially synthesized peptide seguence

<400»> 61

Lys Leu Ile Asn GTu Lys Lys Glu Lys Leu
1 5 10

<210 62
<211» 10
<212> PRT
<213» Artificial

<220> )
«223> An artificially synthesized peptide sequence

400> 62

Lys Leu Met His Thr Lys Ile Asp Glu Leu
1 5 10

<210> 63

<211> 10

<217> PRT

<213> Artificial

<220 o ) )
«223> An artificially synthesized peptide seguence

<400> 63

Arg val Leu GIn Glu Asn Asn Glu Gly Lgu
1 5 1

<210> 64

<211> 10

«212> PRT

<213> Artificial

<220 ) ) ) i
<223> aAn artificially synthesized peptide sequence

<400> b4

Arg val Ile arg val ser Glu Leu Ser Leu
1

5 10
210> 65
<211= 10
<212> PRT
<213» Artvificial
<220>

<223»  an artificially synthesized peptide seguence
<400> 65

Arg Asn Leu Lys Glu Phe GIn Glu His Leu
1 5 10

9812361
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<210> 66

<211> 10

<212> PRT

<213> Artificial

<220>
<223> an artificially synthesized peptide sequence

<400> 66

Glu Tyr 1Ile Tyr Asp Leu Phe val Pro val
1 5 i0

<210> 67
<21l> ©

«212> PRT

<213> Aprtificial

<220> . .
<223> An artificially synthesized peptide sequence

<400> 67

iys Met Leu Arg Leu Ser Gin Asp val
5

<210> 68

<21i> ¢

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 68

é?a Leu Leu Arg gin 1le Lys Gly val

<210> 69

<23i> 9

<212>» PRT

<213%3> Artificial
<220>

<223> An artificially synthesized peptide seguence
<400> 69

Ala Leu Ser Glu %eu Thr 6¢in Gly val

1

<210> 70

<211> 9

<212> PRT

«213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<4Q0> 70

981236_1
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Lys Leu Gly Ile %ys His ¢1n ser val
1

<210
<21l>
<212>
<213>

<220>
<223>

<400>

1

<2 10>
<211
<2 12>
«213»

«? 20>
<2 23>

<400

1

«210>
<211
<212
«213>

<2 20>
<223>

<400>

1

<2 10>
<21ll>
<212
<213

«220>
«223>

<400=

1

<2 10>
FYARES
<2 12>
<213=

<220>
223>

71
9
PRT _
Artificial

Aan artificiatly synthesized peptide sequence
71

Thr Leu Gin Lys ghe Gly Asp pPhe Leu

77

9

PRT
Artificial

An artificially synthestized peptide sequerice

72

Lys Leu Thr Asp %1& Lys Lys Gin Ile

73
g
PRT _
Artificial

an artificially synthesized peptide sequence

73

Gin Leu Thr Glu Lys Asp Ser Asp Leu
5

74

g

PRT
Artificial

An artificially synthesized peptide sequence

74

Asn Leu Gin Asp Met Lys His Leu Leu
2

75

9

PRT
artificial

An artificially synthesized peptide sequence

981236_1



<400> 75

sar val Trp val Ser phe pPhe Glu Ile
1 5

<210> 76

<211> 9

<212» PRT
<213> artificial
<220

<223> an artificially synthesized peptide seguence
400> 76

Phe GIn Gly Cys %Te Met Gln Pro val

1 !

<210> 77
«211> 9
<2 12>

PRT
«213» artificial

<2 20>
«223» an artificially synthesized peptide sequence

400> 77

val teu GIn Glu gsn Asn Glu Gly Leu

1

<210 78

<211> 9

«212> PRT
<213> Artificial
<220>

«223» An artificially synthesized peptide sequence
<400> 78

Thr Leu asp val 61n Ile Gin His val

1 5

«210> 79

<Z2ll> G

<212> PRT

<213> Artificial

<220> . ] ]
«223%> an artificially synthesized peptide sequence
<400> 79

Ala 1le Trp Glu §1u Cys Lys Glu Ile

1

<210» B0

<21l> 9

<2312> PRT

<213> Artificial

«220>
981236_1



«223>
<400>

46
an artificially synthesized peptide sequence

80

Phe Leu GIn His Ser Pro Ser Ile Leu
1 5

<2310>
<211>
<212>
<213>

<220>
<223>

<400>

81

9

PRT
Artificial

An artificiatly synthesized peptide seguence
81

Asp Leu Met Glu gsp Glu Asp teu val
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

82

9

PRT
Artificial

An artificially synthesized peptide sequence
82

Ser Leu Leu Thr iLeu Gly Lys Cys Ile
1 5

<210>
<211~
<212>
<213>

<220
<223>

<400>

g3

9

PRY
Artificial

An artificially synthesized peptide sequence
83

§1y Ile Leu Pro %rg Thr teu Asn val

<210>
<211>
<212>
<213>

<220>
<223>

<4Q0>

84

9

PRT
Artificial

An artificially synthesized peptide sequence
84

Ile Leu Pro Aarg Thr Leu Asn val Leu
1 5

<210>
<211>
<212>
<213>

85
9
PRT
artificial
9812361



<220>
<223>

<400>

47

An artificially synthesized peptide sequence

85

iys Ile Cys 5Ser Glu Arg Lys Arg val
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

86

g

PRT
Artificial

An artificially synthesized peptide sequence
86

Ser Leu Ser Glu Lys Lys Asn Leu Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<232>
<213>

<220>
<223>

<400>

87

9

PRT
Artificial

An artificially synthesized peptide sequence
87

Leu Met His Thr Lys Ile Asp Glu Leu
5

88

9

PRT
Artificial

An artificially synthesized peptide seguence
88

;rp Leu Glu Glu Lys Met Met Leu Ile

<210>
211>
<212>
<213>

<220>
<223>

<400>

5
89
9

PRT
Artificial

An artificially synthesized peptide sequence
89

Thr Leu Asn val Leu Lys phe Ser Ala
1 S

<210>
211>

90
S

9812361



<212
<213

<220>
<223>

<400>

48
PRT
Artificial
an artificially synthesized pepride sequence

90

Lys teu Gin Thr Glu Pro Leu Ser Thr
1 p

<2 10>
<211>
«2Ldx
<213

<220
223>

<400

1

<2 10>
<211
<212>
<213>

<220
<223>

<400>

>

91

9

PRYT
Artificial

An artificially synthesized peptide sequence
91

Cys Ile Met GlIn gro val Lys Asp Leu

92

9

PRYT
Artificial

An arvificially synthesized peptide sequence
92

tys GIn val Gln Lys Glu val ser val
1 5

<2310
<211>
<212
<213

<220
<223»

<400>

93

9

PRY
Artificial

an artificially synthesized peptide sequence
93

Lys teu Lys Glu Glu Ile Thr Gln Leu
1 5

<210
<211
<21Z>
<213>

<220>
<223>

<400>

1

94

9

PRYT
artificial

an artificially synthesized peptide sequence
94

Thr Leu Ser Lys Glu val GIn Gin Ite
5

9812361



<210>
<211
<212>
<213>

<220>
<223>

<400>

49
g5
9
PRT
Artificial

An artificially synthesized peptide sequence
95

Asn Glu Tyr ITe Tyr Asp Leu Phe val
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

96

9

PRT
artificial

An artificially synthesized peptide seguence
86

Leu Leu Asp Glu %sp Leu Asp Lys Thr
1

<210>
<21i>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211»
<212>
<213>

<Z220>
<223

<400>

97

9

PRT
Artificial

An artificially synthesized peptide sequence
97

Lteu Ala Tyr Asp Glu Thr Leu Asn val
5

98

9

PRY
Artificial

An artificially synthesized peptide sequence
98

Ash Leu Pro Asn Thr Glin Leu Asp teu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

5

99

g

PRT ‘
Artificial

an artificially synthesized peptide sequence
99

Thr Leu Gly Lys Cys Ile Asn val Leu
5

981236_1



<210>
<211>
<212>
<213>

<220>
<223>

<400>

50

100

9

PRT
Artificial

An artificially synthesized peptide sequence

100

;hr Leuy Asn val Leu Phe Asp Ser Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
101
9
PRT L
Artificial

An artificially synthesized peptide sequence
101

Eys teu Ser Asn Glu Ile Glu Thr Ala

«210>
<211>
<212>
<213>

<220>
<223>

<400>

5

102

9

PRT R
artificial

An artificially synthesized peptide seguence
102

tys Glu His Glu Asn Asn Thr Asp val
5

<210>
<211>
<212
«<213>

<220
<223>

<400>

103

9

PRT
Artificial

An artificially synthesized peptide sequence
103

AsSp Leu Leu Gly Asn Asp Tyr Leu val
1 5

<210>
<211
<212>
<213>

220>
223>

<400

104

9

PRT

artificial

An artificially synthesized peptide sequence
104

981236_1



51

Lys Ile met Lys %eu ser Asn Glu Ile
1

<210>
<211>
<212>
<213>

<220>
<223>

<400

105

9

PRT -
Artificial

An artificially synthesized peptide sequence
105

ITe Leu GIn Ser Lys Ala Lys Lys Ile
1 5

<210>
<211>
<212>
<213>

<220
<223>

<400>

106

9

PRT
Artificial

An artificially synthesized peptide seguence

106

ITe Leu Asn val éys Arg Ala Thr Ile
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

107

9

PRT
Artificial

An artificially synthesized peptide sequence
107

Lys Glu teu Glu Ehr tle Leu Glu Thr
1

<210>
<211>
<212>
<213>

<220>
<223

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

108

9

PRT

Artificial

an artificially synthesized peptide sequence
108

Ile val Asn ITe ger Gin Cys Tyr Leu

109

9

PRT_ .
Artificial

an artificially synthesized peptide sequence

981236_1



<400

1

<210
<211
<212>
<213>»

<220>
<223>

<400>

1

<210>
<211>
«212>
<213>

<220
<223>

<460>

1

<210>
<211
<212>
<213>

<220>
<223>

<400

52
108

Leu Tie Cys Asn Glu Thr val Glu val
5

110

2]

PRT
Artificial

An artificially synthesized peptide sequence

110

Thr Leu Leu GIn Glu Arg Glu Ile Leu
5

111

9

PRT
Artificial

An artificially synthesized peptide sequence

111

Thr teu Glu Glu Asn Lys Ala pPhe Ile
5

112

9

PRT
Artificial

An artificially synthesized peptide sequence
112

Tyr Asn Ala Asp grg LYS Lys Trp Leu
1

<210>
<231
<2 12>
<213>

<220>
<223>

<400>

113

9

PRT
Artificial

An artificially synthesized peptide sequence
113

Lys Gly Tyr Ser Phe Ite Lys Asp Leu
1 5

<210>
<211>
<212>
<213>

<220

114

9

PRT
Artiticial

981236_1



<223>
<400>

53
An artificially synthesized peptide sequence

114

iys Met Ala val Lys His Pro Gly Cys
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

9

PRT
Artificial

An artificially synthesized peptide sequence

115

Ser Glu Met Ser Arg val Ile Arg val
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<21.0>
<211>
<212>
<213>

<220>
<223>

<400>

116

9

PRT
Artificial

An artificially synthesized peptide sequence
116

GIn Leu Thr Asn Asn Leu Gln Asp Met
5

117

9

PRT .

Artificial

An artificially synthesized peptide seguence
117

g?n Ile val His ghe Gin G61n Glu Leu

<210>
<213>
<212>
<213>

<220>
<223>

<400>

118

9

PRT
Artificial

An artificially synthesized peptide seguence
118

Asn Ile Ser Glu Phe Glu Glu Ser Tle
1 5

<210>
<211>
<212>
<213>

118
9
PRT
Artificial
981236_1
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<220> . ,
<223> An artificially synthesized peptide sequence

<400> 119

Thr Leu Asn Ser Ser Glnh Glu Lys Leu
5

1

<210> 120

<211> 9

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 120

Ser Leu Ile Ile Asn Ash Lys Leu Ile
1 5

<«210> 121

<211> 9

<212> PRY

<213> Aartificial

<220> ) ]
<223> An artificially synthesized peptide sequence

<400> 121

teu Ile Asn Glu Lys Lys Glu Lys Leu
5

1

<210> 122

<21l> 10

<212> PRT

<213> Artificial
%220

<223> An artificially synthesized peptide sequence
<400> 122

Lys Leu Leu Asp Glu ASp Leu Asp Lys Thr

1 5 10

«210> 123

<211> 10

<2312> PRT

<213  arvificial
<220>

<223> An artificially synthesized peptide sequence
<400> 123

Tyr Leu Ala Tyr Asp Glu Thr teu Asn val
1 5

<210> 124
<211> 10

981236_1
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<212> PRT
<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 124

Asn met Ala Asn Ser Ile Lys Phe Ser val
1 5 10

<210> 125

<21l> 10

<212> PRT

<213> Artificial
<2 20>

<223> An artificially synthesized peptide sequence
<400> 125

val Leu Phe Asp Ser Leu Glin Glu Arg Leu
1 5 10

<210> 126

<21l> 10

<212> PRT

<213> artificial
<220>

<223> an artificially synthesized peptide sequence
<400> 126

Lys Leu Ife Cys ésn Glu Thr val Glu val
1

10
<210> 127
<211> 10
<212> PRT
<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 127

Lys Leu Asp Leu Ser His Glu Phe Ser Leu
1 5

<210> 128

<211> 10

<21Z2» PRT

<213> Artificial

<220> ) .
<223> An artificially synthesized peptide sequence

<400> 128
Leu Leu Thr Leu Gly Lys Cys Ite Asn val
1 5 10

981236_1
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<210> 129

<211> 10

<212> PRT

«213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 129

GIn val Leu Glu Ala Lys Lteu Glu Glu val
1 5 10

<210> 130
<211> 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 130

Ser Leu Ser Giu Lys Lys Asn Leu Thr Leu

1 5 10
<210> 131
<211> 10
<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 131

Thr teu Tyr Gly ger Leu Thr Asn Ser Leu
1

10
<210> 132
<211> 10
<212> PRT
<213> Artificial
<220>

<223>  An artificially synthesized peptide sequence
<400> 132

Ala Ile Trp Glu g?u Cys Lys Glu Ile val
1

<210> 133

<211> 10

<212> PRT

<213> Artificial

<220> . .
<223> An artificially synthesized peptide sequence

<400> 133

Led Leu Asp Glu Asp Leu Asp Lys Thr Leu
1 5 10

9812361
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<210> 134

<Z211> 10

<212» PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 134

val Thr Leu Asp val GIn ITe Gin His val
1 5 10

<210> 135

<211> 10

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 135
Lys Thr Leu Glu GTu Asn Lys Ala Phe %ée
1

5
<210> 136
<211> 10
<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 136

Gly Leu Thr Asn Ser Gly Lys Thr Tyr Thr
1 5 10

<210> 137

<211> 10

<212> PRT

<213> Arrificial

<220>
<223> An artificially synthesized peptide sequence

<400> 137
asn Ile Ala 6lu 17e Glu Asp Ile Arg Val
1 5 10

<210> 138

<211i> 10

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 138
9812361
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Ser Leu GlIn Glu Arg Leu Tyr Thr Lys Met
1 5 10

<210> 139

<211> 10

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 139

Gin 6¢In ITe Glu Lys Lteu Gin Ala Glu val
1 5 10

<210> 140
<21l> 10
<2312> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 140

GIn 6In Tyr Glu Arg Ala Cys Lys Asp Leu
1 5 10

<210> 141

<211l> 10

<212> PRT

<213 Artificial

<220>
<223> an artificially synthesized peptide sequence

<400> 141
Met Ite val Asn Ile Ser Gin Cys Tyr Leu
1 5 10

«<210> 142
«211> 10
«212> PRT
<213> Artificial

<220> . ]
<223> An artificially synthesized peptide sequence

<400> 142

Lys Leu ser Asn Giu Ite Glu Thr aAla Thr
1

5
<210> 143
<21l> 10
<212> PRT
<213> aArtificial
<220>

<223> An artificially synthesized peptide sequence

981236..1



<A00>

59
143

Lys Gin Ile Lys Gin val Gin Lys Glu val
1 5 10

<210>
<211>
<212
<213>

<220>
<223>

<400>

144

10

PRT
Artificial

an artificially synthesized peptide sequence
144

Asn Leu Pro Asn Thr Gln Leu Asp Leu Leu
1 5 10

<210>
<211>
212>
<213>

L <220>
<223>

<400>

2

145

10

PRT
artificial

an artificially synthesized peptide seguence

145

GIn Leu Asp Leu Leu Gly Asn Asp Tyr igu
1 =

<210>
211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<4A00>

2

146

10

PRT
artificial

An artificially synthesized peptide seguence
146

Met Met Leu Ile ghr Gln Ala Lys Glu Aga
1

147

10

PRT
Artificial

an artificially synthesized peptide sequence
147 |

Gin Ile Met Asp Ile Lys Pro Lys Arg Ile
1 5 10

<210>
<211>
<212>
<213>

<220>

148

10

PRT
Artificial

981236..1
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<223> An artificially synthesized peptide seguence

<400> 148

Gin Leu val Ala Ala Leu Glu Ile Gin Leu
1 5 10

<210> 149
<211> 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 149

Thr Leu Asn val teu Lys Phe Ser Ala Ile
1 5 10

<210> 150

<Z211» 10

<212> PRT

<213> Artificial

<220>
<223> aAn artificially synthesized peptide sequence

<400> 150

Lys Ile Leu Asn val Lys Arg Ala Thr Ile
1 5 10

<210> 151

<211> 10

«212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 151

Thr Leu 6lu Glu 6In GTu GIn Thr Gin val
1 5 10

<210> 152
<211> 10
<212> PRT
<213> artificial

<220> .
<223> An artificially synthesized peptide sequence

<400> 152

Arg val Ser Glu Leu Ser Leu Cys Asp Leu
1 5 10

<210= 153
<211> 10
<212> PRT
<213> Argificial

9812361
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<220>
<223> An artificially synthesized peptide seguence

<400> 153
val val Leu Asp Ser Cys Glu val Ser Thr
1 5

<210> 154

<211> 10

<212> PRT

<213> Artificial
<220>

<223> an artificially synthesized peptide sequence
«400> 154

Tyr Ser Phe Ile Lys Asp Leu Gin Trp Ile

1 5 10

<210> 155
<21i> 10
<Z212> PRT
<213> Artificial

<220> o ]
<223> An artificially synthesized peptide sequence

<400> 155

ser Ite pPhe Thr val Lys Ile teu Gln Ile

1 5 10
<210> 156

<211> 10

<212> PRT

<213> Artificial

<220

<223> An artificially synthesized peptide sequence
<400> 156

Thr Leu Asp val GIn Ile Gin His val val
1 2

5 10
<210> 157
<211> 10
<212> PRT
<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 157

Gly Thr Leu GIn Lys Phe Gly Asp Phe Leu

1 5 10

<210> 158
<211> 10

9812361
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<212> PRT
<213> Artificial
<220>

<223> aAn artificially synthesized peptide sequence
<400> 158

phe Ile Lys Asp Leu Glin Trp Ile Gin val
1 5 10

<210> 159

<21l> 10

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 159

Thr Leu Ile 6ln GIn Leu Lys Glu Glu Leu
1 5

<210> 160

<211l> 10

<212> PRT

<213> Artificial

<220> )
<223> An artificially synthesized peptide sequence

<400> 160
Thr ITe Lteu Glu Thr Gin Lys val Glu Cys

1 5 10
<210> 161

<211> 10

<212> PRT

<213> Artificial

<220>

<223> An artificially synthesized peptide sequence
<400> 161

éia Ata teu Glu Ile Gin Leu Lys Ala Leu

5 10
<210> 162
<211l> 10
<212> PRT
<213> Artificial
<220>

<223> An artificially synthesized peptide seqguence
<400> 162

Gly Tle Leu Pro Arg Thr Leu Asn val Leu
i 5 10

981236.1



<210>
<211>
<212»>
<213>

<220>
<223>

<400>

63
163
9
PRT
Artificial

An artificially synthesized peptide sequence
163

Tyr Tyr Glu Leu Phe val Asn Ile Leu
1 5

<210>
<211>
<212>
<213>

220>
<223>

<400>

164

9

PRT
Artificial

An artificially synthesized peptide sequence
164

Tyr Phe Leu Asp Leu Pro Glu Pro Leu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<4Q0>

165

9

PRT
Artiticial

An artificially synthesized peptide seguence
165

Arg Tyr Pro Glu Leu Arg Lys Asn Asn
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

166

9

PRT
Artificial

an artificially synthesized peptide sequence
166

Ser phe Lys Ser Thr Glu Cys Leu Leu
5

167

9

PRT .
Artificial

an artificially synthesized peptide sequence
167

Lys Gin Leu Cys Arg sSer GIn Ser Leu
1 5

981236.1



<210>
<211>
<212>
<213>

<220>
<223>

<400>

64

168

9

PRT

Artificial

An artificially synthesized peptide sequence
168

val Phe Arg Thr ??e Ala Asp Tyr phe
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

169

9

PRT
Artificial

An artificially synthesized peptide sequence

169

His Phe Lys Lys Eyr Gly Asn Cys pPhe
1

<2310>
<211>
<212>
<213>

<220>
<223>

<400>

170

9

PRT
Artificial

An artificially synthesized peptide sequence

170

Gly Tyr Ile Thr ga? ser Asp Arg ser
1

<210>
<211>
<212>
<213>

<2 20>
<223>

<400

1

<2 10>
<2%1>
<212>
<213>

<220>
<223>

<400>

171
9

PRT
Artificial

an artificially synthesized peptide sequence

171

Leu Phe val Asn Ile Leu Gly Leu teu
5

172

10

PRT

Artificial

An artificially synthesized peptide seguence

172
981236_1



Glu Tyr Tyr Glu Leu Phe val Asn fle tLeu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp Tyr Phe Leuy Asp Leu Pro Glu Pro Leu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg Tyr Pro Glu Leu Arg Lys Asn Asn Ile
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

65
10

173

10

PRT

Artificial

An artificially synthesized peptide sequence
173

10

i74

10

PRT

Artificial

An artificially synthesized peptide sequence
174

10

175

10

PRT
Artificial

An artificially synthesized peptide sequence

175

Glu Tyr Pro Leu Ile Tyr GIn Lys Arg Phe
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

176

10

PRT
Artificial

An artificially synthesized peptide sequence

176

Thr Tyr val Gly ghe Glu Arg Asp val gge

177

i0

PRYT
Artificial

An artificially synthesized peptide sequence

981236.1
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<400> 177

ser Tyr Ile Ash ghr Pro val Ala Glu ITe
1

«210> 178

<211> 10

<212> PRT
<213> Artificial

<220> o
<223> an artificially synthesized peptide sequence

<400> 178

Tyr Phe Leu ASp Leu Pro Glu Pro Leu Leu
1 5 10

<210> 179

<211> 10

<212> PRT
<213> Artificial

<220>
<«223> An artificially synthesized peptide sequence

<400> 179
Arg Tyr val Ile Leu Ile Tyr Leu Gln Thr
1 5 10

<210> 180

<211> 10

«212> PRT .
«213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 180

Ser Phe Lys Ser Thr Glu Cys Leu teu teu
1 5 10

<210> 181
<211> 10
<212> PRT
<213> Artificial

<220> )
<223> an artificially synthesized peptide sequence

<400> 181

Leu Phe Arg Phe Ero Ala Thr ser Pro Leu
1

<210> 182

<211> 10

<212» PRT
<213> artificial

<220>
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<223> An artificially synthesized peptide sequence

<400> 182
val phe Arg Thr ITe Ala Asp Tyr Phe Leu
1 5 10

<210> 183

<211> 10

<212> PRT

<213> Artificial

<220> o ) )
<223> An artificially synthesized peptide sequence

<400> 183

Lys Thr Leu Pro Arg Arg Tyr Pro Glu Leu
1 5 10

<210> 184

<211> 10

<212> PRT

<213> Artificial

<220> .
<223> An artificially synthesized peptide sequence

<400> 184

Arg Thr ITe Ala Asp Tyr Phe Leu Asp Leu
1 5 10

<210> 185
<211l> 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 185
Gly Phe Glu Arg Asp val Phe Arg Thr Ie
1 5 10

<210> 186
<211> 10
<212> PRT
<213> Artificial

<220>
<223» An artificially synthesized peptide sequence

<400> 186

Arg Thr Pro Lys Arg His Gly Leu His Leu
1 5 10

<210> 187

<211> 10
<212> PRT

<213> Artificial

981236_1
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<220>
<223> An artificially synthesized peptide sequence

<400> 187

tys Gln Leu Cys Arg Ser Gin Ser Leu lLeu
1 5 10

<210> 188
<211> 10
<212> PRT
<213> Aartificial

<220> .
<223> An artificially synthesized peptide sequence

<400> 188

Lys Ser Tht Glu Cys Leu Leu Leu Ser Leu
1 5 10

«210> 189
<211> 10
<212> PRT
<213> artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 189
Tyr Tyr Glu Leu Phe val Asn Ile Leu Xg?
1 .

5
<210s 190
<211> 10
<212»> PRT
<213> artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 190

Asn pPhe Ser Lys Asp Lys Asp Ser Ile Phe
1 5 10

<210> 191

<Z21i> 9

«212> PRT

<213> Artificial

<220> .
<223> An artificially synthesized peptide sequence

<400> 191

Phe Leu Met Asp His His GIn Glu I'e
5

1
<210> 192
<211> 9

981236.1



<212>
<213>

<220>
<223>

<400>

1

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

69
PRT
arvificial
An artificially synthesized peptide sequence
192

Leu Leu Gin Pro ?is Leu Glu arg val

193

9

PRT
Artificial

An artificially synthesized peptide sequence
193

Ser Leuw Leu Pro §1a Ser ser Met teu

194

9

PRT
artiticial

An artificially synthesized peptide sequence
194

Trp val Leu Ser gTa Met Lys Cys Leu
1

«<210>
<211>
<212>
<213>

<220>
<223>

<400>

195

9

PRT
Artificial

An artificially synthesized peptide sequence
195

Leu Ley Met Arg get IlTe Ser Arg Met
1

<210>
<Z11>
<212>
<213»

<220>
<223>

<400>

1

196

9

PRT
Arcificial

An artificially synthesized peptide sequence
196

ser Met Leu Thr g?y Thr GIn Ser Leu
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

70
197
]
PRT
Artificial

an artificially synthesized peptide seduence
197

Leu Leu Thr pPhe Glu Tyr Tyr Glu Leu
5

198

g

PRT ‘
Artificial

Aan artificially synthesized peptide sequence
198

;yr ITe Met Tyr ?sn Met Ala Asn Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400

199

9

PRT
artificial

An artificially synthesized peptide sequence
199

Phe Leu Asp Leu Pro Glu Pro Leu Leu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

200

9

PRT
Artificial

An artificially synthesized peptide sequence
200

Ala teu Phe Gly Asp Lys Pro Thr Ile
5

201

g

PRT
artificial

An artificially synthesized peptide sequence
201

Met Leu Thr Gly Thr G¢In Ser Leu Leu
1 5

981236_1



<210>
<211>
<212>
<213>

<220>
<223>

<400>

71

202

9

PRT
Artificial

An artificially synthesized peptide sequence
202

teu Ile Tyr Gln Lys Arg Phe Pro Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211
<212>
<213>

<220>
<223>

<400>

203

9

PRT

Artificial

An artificially synthesized peptide sequence
203

Thr Leu Pro Arg Arg Tyr Pro Glu teu
5

204

9

PRT
Artificial

An artificially synthesized peptide seguence
204

Lys Gin Phe Gin %ys Giu Tyr Pro Leu

205

9

PRT
Artificial

An artificially synthesized peptide seguence
205

Ile met Gly Gly ger Cys His Asn Leu
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

206

9

PRT

Artificial

An artificially synthesized peptide sequence

206

981236..1



Tyr Glu Leu pPhe val Asn Ile Leu val

1

<2 3.0
<211>
<212»
<213

<220
«223>

<300

1

<210
<211
<212>
<213>

<220>
<22 3>

<4G0>

3

207

9

PRT
artificial

an artificially synthesized peptide sequence
207

Thr Ile Ala Asp Tyr Phe Leu Asp Leu
5

208

g

PRT

Artificial

An artificially synthesized peptide seguence
208

Ala Leu Gln Leuw Cys Cys Leu Leu Leu

1

<2 10>
<211»
<212
<213>

<2720
<22 3>

<400>

5

209

9

PRT )
Artificial

an artificially synthesized peptide sequence
208

Arg Leu Cys Lys Ser Thr Ile ¢lu Leu
1 5

<2310
<211>
<21i>
<213

<220>
<223>

<A400>

210

9

PRT

Artificial

An artificially synthesized peptide sequence
210

GIn Leu Cys Arg ger Glin Ser Leu Leu
1

<2 10>
<211
<212>
<213>

<220>
<223>

211

8

PRT
artificial

an artificially synthesized peptide sequence

9R1236.1



<400>

73
211

val Ile Leu Ile Tyr Leu GIn Thr Ile
1 5

<210>
<213>
<212>
<213>

<220>
<223>

<460>

212

9

PRY
artificial

An artificially synthesized peptide sequence
212

Glu Leu Phe val asn Ile Leu val val
1 5

<210>
<211>
212>
<213>

<220>
<223>

<400>

213

9

PRT
Artificial

An artificially synthesized peptide sequence
213

Iie Leu Gln Asn Lys Ser Asp Asp Leu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

214

9

PRT
Artificial

An artificially synthesized peptide seguence

214

Lys Leu GIn Leu Leu Met Arg Met Ile
5

215

9

PRT
Artificial

An artificially synthesized peptide sequence
215

Met Ile Ser Arg Met Ser Gln Asn val
1 5

<210>
<211>
<212>
<21i3>

<220>

216

9

PRT
Artificial

981236_1



<Z223>
<400>

74
an artificially synthesized peptide sequence

216

Thr I1e Gln Leu Leu Arg Lys Phe Leu
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

217

9

PRT
Argificial

An artificially synthesized peptide seguence
217

Cys Ser Leu Glu Gty Ile val Asp val
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

. <220>
<223>

<400>

218

9

PRT
Artificial

An artificially synthesized peptide seguence

218

Lteu val val Cys Gly Tyr Ile Thr vai
5

219

9

PRT

artificial

An artificially synthesized peptide sequence

219

Tyr Ile Asn Thr pPro Val Ala Glu Ile

1

<210>
<211>
<212>
<213>

<220>
<223

<400>

1

<210>
<211>
<212>
<213>

5

220

9

PRT
artificial

An artificially synthesized peptide sequence

220

Ile teu Ile Tyr Leu Gin Thr Ile Leu
5

221
9
PRT
artificial
981236_1



75

<220>
<223> An artificially synthesized peptide sequence

<400> 221

Lys 5Ser Asp Asp Leu Pro His Trp val
1 5

210> 222

<211> 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 222

teu Leu Pro Ala Ser Ser Met teu Thr
1 5

<210> 223
<Z211> 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 223

Met Ile His Thr ghe Ser Arg Cys val
1

<210> 224

«211> 9

<212> PRT

<213> Aptificial

<220>
<223> aAn artificially synthesized peptide sequence

<400> 224

Leu Met Ile His Thr Phe Ser Arg Cys
1 5

<210> 225

<211> 9

<212> PRT

<213> aptificial

<220>
<223> aAn artificially synthesized peptide sequence

<400> 225

cys val Leu Cys gys Ala Glu Glu val
1

<210> 226
<211> 9

981236_1
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<212> PRT
<213> artificial

<220> )
<223> An artificially synthesized peptide sequence

<400> 226

Glu teu Phe val asn Ile teu Gly Leu
5

1

<210> 227

<211l> 10

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 227

Leu Leu Ala Gly Arg Leu val Ser Phe Leu

1 5 10
«210> 228

<211> 10

<212> PRT

<213> Artificial

<220>

<223> An artificially synthesized peptide sequence
<400> 228

Phe Leu Met Asp His His GIn Glu Ile Leu

1 5 10
<210> 228
<211> 10
<212> PRT

<213> artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 229

Ser Leu Leu Glin Pro His Leu Glu Arg val

1 5 10
<210> 230
<2311> 10
<212> PRT

<213> Arvificial

<220>
<223> An artificially synthesized peptide seguence

<400> 230

11e Leu val val Cys Gly Tyr Ile Thr val
1 5 10

981236_1
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<210> 231
<211> 10
<212> PRT
<213> Artificial

<220> ) ) ) )
«223> An artificially synthesized peptide sequence

<400> 231

teu Thr Phe Glu Tyr Tyr Glu teu Phe val
1 5 10

<210> 2327
<211> 10
<212> PRT
<213> Artificiaf

<220>
<223> an artificially synthesized peptide sequence

<400> 232

ITe Leu Gly val Pro Ser Leu Glu Glu val
1 5

<210> 233
<211l> 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 233

Leu Ile Tyr Leu Gin Thr Ile teu Gly val
1 5 10

<210> 234

«211> 10

<212Z2> PRT

<213> Artificial

<220> o ) )
<223> An artificially synthesized peptide seguence

<400> 234

Tyr teu Gin Thr Ala val Glu Lys His lLeu
1 5 10

<210> 235
<211> 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 235

Leu Met Ile His Thr Phe Ser Arg Cys val
1 5 10

9812361
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<210> 236

<Z211i> 10

<212> PRT

<213> artvificial
<220>

<223> An artificially synthesized peptide sequence
<400> 236

Ser Met Leu Thr g?y Thr ¢In Ser Leu Leu
1

<210> 237

<211> 10

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 237

Arg Met Ile Ser Arg Met Ser Gin Asn val
1 5

<210> 238
<211> 10
<212> PRT
<213> Artificial

<220> ) . .
<223> an arvificially synthesized peptide seguence

<400> 238

GiIn Leu Leu Met Arg Met Ile Ser Aryg Met
3 2

5 10
<210> 239
«213> 10
<212> PRY
«213> Artificial

<220> o ‘ ,
<223> Aan artificially synthesized peptide sequence

<400> 239
val Leu Cys Cys Ala Glu Glu val Asp Leu
1 5

10
<210> 240
<211> 10
<212> PRT
<213> Arvificial
<220>

<223> an artificially synthesized peptide sequence

<400> 240
9812361
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Ser teu Met ITe His Thr phe Ser Arg Cys
5 10

1 5

«210> 241

211> 10

<212> PRT

<213> Artificial

<220> _

<223> An artificially synthesized peptide seguence
<400> 241

Ser Leu Leu Pro Ala Ser Ser Met Leu Thr

1 5 10

<210> 242

<211> 10

<212> PRT

<213> Arvificial

<220> o

<223> An artificially synthesized peptide sequence
<400> 242

Tyr Glu Leu Phe gai Asn Ile Leu val val

1

<210> 243

<211> 10

<212> PRT

<213> Artificial

<220> o

<223> An artificially synthesized peptide sequence
<400> 243

Gin Leu Cys Arg Ser Gln Ser Leu Leu Leu

1 5 10

<210> 244

<21i> 10

<2312> PRT

«213> Artificial

<220> )

<223> An artificially synthesized peptide sequence
<400> 244

Lys 6ln Phe 6In Lys Glu Tyr Pro Leu Ile

1 5 10

<210> 245

<211> 10

<212> PRT

<213> artificial

<220> L

<223> An artificially synthesized peptide seguence

881236_1
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<400> 245

1le teu GIn val Pro Ser Tyr Leu GIn Thr
1 5 10

<210> 246

<211> 10

<212> PRT

<213> Artificial

<220>
«223> An artificially synthesized peptide seguence

<400> 246

val Gly Phe Glu Arg Asp val Phe Arg Thr
1 5 10

<210> 247

<21i> 10

212> PRT

<213> Artificial

«220>
<223> An artificially synthesized peptide sequence

<4Q0> 247

GIn teu val Asn Leu Arg Asn Arg Arg val
1 5 10

<210> 248

<211> 10

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 248

phe Leu Asp Leu Pro Glu Pro Leu Leu Thr
1 5 10

<210> 249

<21il> 10

<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 249

I7e Met Gly Gly Ser Cys His Asn Leu Ile
1 5 10

<210> 250

<211> 10

<212> PRT

<213> Artificial

<220>
9812361
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<223> An artificially synthesized peptide sequence

<400> 250

teu ITe Gly Leu Ser Asn Met His Asp Leu
1

5 10
<210> 251
<211> 10
<212> PRT
<213> Artificial
<220>

<223> An artificially synthesized peptide seguence
<400> 251
Leu Ile Tyr GIn Lys Arg Phe Pro Thr Thr

1 5 10
<210> 252

<211> 10

<212> PRT

<213> Artificial

<220>

<223> an artificially synthesized peptide sequence
<400> 252

Thr tey Thr val GIn Asp 6in Glu Glu Leu
1 5 10

<210> 253

<211> 10

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide sequence
<400> 253

Asn Met Ala Asn Thr Ser Lys Arg Gly val

1 5 10

<210> 254

<211> 10

<212> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide seguence
<400> 254

Tyr Glu teu Phe val Asn Ile Leu Gly Leu
1 5

10
<210> 255
<21l> 10
<212> PRT

<213> Artificial
981236_1
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<220> .
<223> An artificially synthesized peptide seguence

<400> 255

Asn Ile teu Gly Leu Leu Glin Pro His %gu
1 5

981236_1



