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[E26]

hAKBI-A O FES =2 —F ¢ > VO HEALS] (BdF)FES 1 9)
ATGAAAGCTGTTGAGTCTGTITGTACCTGTTGACAGCCATTCCTGGTATCCTGTCTCAAGTTCAGCTTCAGG
AGTCAGGACCTGGCCTICGTGAAACCTTCTGAGACTCTGTCTCTCACCTGCACTGTCAGTGGCTACTCCAT
CACCAGTGGTTATTACTGGAACTGGATCCGGCAGCCTCCAGGAAAAGGACTGGAATGGATGGGCTACATC
AGCTACGACGGCAGCAATAACTACAACCCAAGTICTCAAGAATCGAGTCACCATCAGTCGTGACACATCTA
AGAACCAGTTTTCCCIGAAGTTGAGTTCTGTGACTGCTGCCGACACAGCTGTGTATTACTGTGCAAGGGC
CTACTATGGGAACTATGTGGGCTACTTCGATGTCTGGGGCCAAGGGACCACTGTCACCGTICTCCTCAGCC
TCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACZAGCGGLCCC
TGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTIGGAACTCAGGCGCCCTGACCAG
CGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTIGSTGACCGTG
CCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGG
ACAAGAAAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAAGCTGC
TGGAGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAG
GTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCG
TGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTSGTCAGCGT
CCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTC
CCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACCCTGC
CCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTITCTATCCCAG
CGACATCGCCGTGGAGTGGGAGAGCAATGGCGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTG
GACTCCGACGGCTCCITCTITCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACG
TCTTCTCATGCTCCGTIGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCICCCTGTCTCC
GGGTARATGA
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[E7]
hAKBI-B O FES{ = —F ¢ > FHEIOIE ALY (FEFFEE 2 0)
ATGAAAGTGTTGAGTCTGTTGTACCTGTTGACAGCCATTCCTGGTATCCTGTICTCAAGTTCAGCTTCAGG
AGTCAGGACCTGGCCTCGTGAAACCTTCTGAGACTCTGTCTCTCACCTGCACTGTCAGTGGCTACTCCAT
CAGCAGTGGTTATTACTGGAACTGGATCCGGCAGCCTCCAGGARAAAGGACTECGAATGGATGGGCTACATC
AGCTACGACGGCAGCAATAACTACAACCCAAGTCTCAAGAATCGAGTCACCATCAGTCGTGACACATCTA
AGAACCAGTTTTCCCTGAAGTTGAGTTCTGTGACTGCTGCCGACACAGCTGTGTATTACTGTGCAAGGGC
CTACTATGGGAACTATGTGGGCTACTTCGATGTCTGGGGCCAAGGGACCACTGTCACCGTCTCCTCAGCC
TCCACCAAGGGCCCATCGGTCTTCCCCUTGGCACCUTCCTCCAAGAGCACCTCTGGGEGGUACAGCGGLCC
TGGGCTGCCTGGTCAAGGACTACTTICCCCGAACCGGTGACGGTGICGTGGAACTCAGGCGCCCTGACCAG
CGGCGTGCACACCTTCCCGGCTGTICCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGACCGTG
CCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGG
ACAAGAAAGTTGAGCCCAAATCTIGTGACAAAACTCACACATGCCCACCGTGECCCAGCACCTGAAGCTGC
TGGAGGACCGTCAGTCTTCCTCTTCCCCCCARARACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAG
GTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCG
TGGAGGTGCATAATGCCAAGACAAAGCIGCGGGRAGGAGCAGTACAACAGCACGTACCGTGETGGTCAGCGET
CCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCIC
CCAGCCCCCATCGAGAAAACCATCTICCAAAGCCAAAGGGCAGCCCCGAGAATZCACAGGTGTACACCCTGE
CCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGCCTGACCTIGCCTIGGTCAAAGGCTTCTATCCCAG
CGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGETGCTG
GACTCCGACGGCTCCTTCTTICCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACG
TCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCC
GGGTAAATGA

[=8]
hAKB1-A 35 L O hAKB1-B DR = —5" ¢ o il DR ALY (A& =2 1)
ATGAAGTCACAGACCCAAGTCTTCGTGTTTCTGCTGCTCTGTGTGTCTGGAGCTCATGGGGATATTCAGA
TGACCCAGAGTCCCAGCTCCCTGTCTGCATCAGTGGGAGACAGGGTTACCATCACCTGCAAGGCCAGTCA
GAGCGTCTCCAATGATGTCGCTTGGTACCAACAGAAGCCAGGGAAGGCTCCTAAACTGCTGATCTACTAT
GCATCCAATCGCTACACTGGAGTCCCTAGTCGCTTCAGTGGCAGTGGATATGGGACCGATTTCACTTTCA
CCATCAGCAGTCTGCAGCCTGAAGACATCGCAACTTATTACTGTCAGCAGGATTATAGCTCTCCACTCAC
TTTCGGAGGAGGGACCARAAGTCGAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA
TCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGG
CCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGA
CAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAA
GTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGGGAGAGT

GTTAG
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[B49]

hAKBI-A DESHO 7 I/ BEELY| (BeHE&E = 1 6)

MSVARIAR A ARV RLERNOVOLOESGPGLVKPSETLSLTCTVSGYSITSGYYWNWIRQP
PGKGLEWMGYISYDGSNNYNPSLKNRVTISRDTSKNQFSLKLSSVTAADTAVYYCAR&X
YGNYVGYFDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKK
VEPKSCDKTHTCPPCPAPEAAGGPSVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPT
EKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

hAKBI-B O HESHOT I/ iyl Ak =1 7)

NI R ARy NRSER RN OVOLOE SGPGLVKPSETLSLTCTVSGYSISSGYYWNWIRQP
PGKGLEWMGYISYDGSNNYNPSLKNRVTISRDTSKNQFSLKLSSVTAADTAVYYCARAY
YGNYVGYFDVWGQGTTVTVSSASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYEFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTIVPSSSLGTQTY ICNVNHKPSNTKVDKK
VEPKSCDKTHTCPPCPAPEAAGGPSVELEFPPKPKDTLMISRTPEVTCVVVDVSHEDPEY
KENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPT
EKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSEFLYSKLTVDKSRWQOGNVESCSVMHEALHNHY TOKSLSLSPGK

hAKB1-A 35 X TF hAKB1-B 0868007 2/ ical (BL3I& 51 8)
NSRRI NCIED T OMTOS PS SLSASVGDRVT I TCKASQSVSNDVAWYQOK
PGKAPKLLIYYASNRYTGVPSRFSGSGYGTDFTFTISSLOPEDIATYYCQODYSSPLTF
GGGTKVEIKRTVAAPSVFTFPPSDEQLKSGTASVVCTLINNFY PREAKVQWKVDNATQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHOGLSSPVTKSFNRGEC

bold; variable region

LieBRWCIRdqd; signa’ peptide

undexline;CDRs
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[B410]
WTKBL 0 = — 5 1 o VRO H RS (BFIEH 2 6)

ATGAAACACCTGTGGTTCTTCCTCCTCCTGGTGGCAGCTCCCAGATGGGTCCTGT CCOLV-CiMNer e ol fee

AAGAATCCGGACCCGGACTGGTGAAGCCCTCCGAGACTTTATCTTTAACTTGTACCGTGAGCGGCTACTC
CATCTCCTCCGGCTACTACTGGAACTGGATTCGTCAGCCTCCCGGCAAGGGTTTAGAATGGATGGGCTAC
ATCTCCTACGACGGCTCCAACAACTACAACCCCTCTTTAAAGAATCGTGTGACCATCTCTCGTGACACCT
CCAAGAACCAGTTCTCTTTAAAGCTGTCCTCCGTGACAGCCGCCGATACCGCCGTGTACTACTGCGCTCG
TGCCTACTACGGCAACTACGTGGGCTACTTCGACGTGTGGGGCCAAGGTACCACCGTGACAGTCTCCTCC
GCTAGCACCAAGGGTCCATCGGTCTTCCCICTGGCACCCTCCTCCAAGAGCACCTITGCGGGGCACAGLSGG
CCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGAC
CAGCGGCGTGCACACCTTCCCGGCCGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGATC
GTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGCARACACCAAGG
TGGACAAGAAGGTTGAGCCCAAATCTTIGTGACAARACTCACACATGCCCACCGTGCCCAGCACCTGAAGC
AGCCGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCIT
GAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGALG
GCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACSTACCGTGTGGICAG
CGTCCTCACCGTCCTGCACCAGGACTGGCTCAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCC
CTCCCAGCCCCCATCGAGAARACCATCTCCAARGCCAAAGGGCAGCCCCGAGAACCACAGGTGTACACTC
TGCCCCCATCCCGGGACGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCEC
CAGCGACATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGIG
CTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGCGACAAGAGCAGGTGGCAGCAGGGGA
ACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCICTCCCTGIC

TCCGGGTAAATGATGA

bold; variable region

AR RISERAYEd; signal peptide
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(1]
WTKBL ORES =1 —F ¢ > 7 SO MRS (A% S 2 7)
ATGGACATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAGGTGCCAGATGTEN:NONN

TCCAGATGACCCAGTCCCCTTCCTCTTTAAGCGCTTCCGTGGGCGATCGTGTGACCATCACTTGTAAGGC
CTCCCAGTCCGTGTCCAACGACGTGGCTTGGTACCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGCTGATC
TACTACGCCTCCAATCGTTACACCGGCGTGCCTTCTCGTTTTTCCGGCTCCGGCTACGGCACCGACTTCA
CCTTCACCATCTCCTCTTTACAGCCCGAGGACATCGCCACCTACTACTGCCAGCAAGATTACTCCTCCCC
TCTGACCTTTGGCGGCGGCACCAAGGTGGAGATCAAGCGTACGGTGGCTGCACCATCTIGTCTTCATCTTC
CCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTSTGTGCCTGCTGAATAACTTCTATCCCA
GAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGA
GCAGGACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAA
CACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACARAGAGCTTCARACAGGG
GAGAGTGTTGATGA

bold; variable region

; signal peptide
[Eg12]

hTKB1 DT I/ §ERY) (BHIET 2 1)

R NN SO VOLOESGPGLVKPSETLSLTCTVSGYSISSGYYWNWIRQ
PPGKGLEWMGY ISYDGSNNYNPSLKNRVTISRDTSKNQFSLKLSSVTAADTAVYYCARA
YYGNYVGYFDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPY
TVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDK
KVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPE
VKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGOPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWE SNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK

hTKB1 OO 7 I/ BERLS (FLFI%& = 2 5)

IDIVANGI NN AR INNEANGD IOMTOSPSSLSASVGDRVTITCKASQSVSNDVAWYQ
QKPGKAPKLLIYYASNRYTGVPSRFSGSGYGTDFTFTISSLOPEDIATYYCQQDYSSPL
EFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

bold; variab_e region

LyssACERIYEd; signal peptide

under’_ine;CDRs
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[E213A]

Lung

ILC1 ILC2 ILC3

Max (%)

[E413B]

Intestine
ILC1 ILC2 ILC3

---. Isotype control
— Anti-mouse DNAM-1 antibody
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-—-. Isotype control

—— Anti-human DNAM-1 antibody
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