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FIGURE 3A
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FIGURE 3B
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FIGURE 3C
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FIGURE 3D

WO 2022/251705

\
Prepst

o
LSy d.
B

o




WO 2022/251705

7/80

FIGURE 4
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FIGURE 5SA
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FIGURE 5B
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FIGURE 6A
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FIGURE 6B
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FIGURE 7
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9A7 0.56 1.31E+08 57 Yes
9c7 108 1.04E+08 155 70 Yos
906 145 1.65E+08 19.8 73 Yes
9Fe 0,30 1.39E+08 18.3 49 Yes
962 0.75 1.29E+08 13.7 55 Yes
10C9 0.60 1.29E+08 126 18 Yes
SeqNe.1-1 | 11aa | G10 10E9 .95 1A2E+08 129 74 Yes
1065 116 122E+08 78 65 Yes
9GS5 126 1.1BE+08 176 72 Yes
99 138 1.ABE+08 315 64 Yes
10C11 6.77 1 ABE+08 13.0 ) Yes
10611 0.69 9.99E+07 124 55 Yes
1384 1.34 1.26E+08 34.3 55 Yes
13C8 1.20 1.33E+08 7.8 &7 Yes
3¢ 148 T A3E+08 T &7 Yes
13E3 1.41 1.39E+08 224 63 Yes

4B ¢ 174 ¢ 1.34E+08 | 248 w4 Yes .
14C8 1.35 1.39E+08 18.8 72 Yes
14C10 1.42 1 50E+08 245 58 Yes
14D8 1.43 1.62E+08 217 68 Yes
1411 154 1.64E+08 333 &8 Yes
SeqNo.2-1 | 16aa | G4 14F2 0.98 1.57E+08 16.7 59 Yos
1478 1.24 1.50E+08 23.5 57 Yes
1482 144 1.28E+08 338 80 Yes
14E5 1.27 1.77E+08 18.4 89 Yes

""" 13F7 085 | 116E+08 | 142 83 | Yes

1304 1.09 1.06E+08 16.4 ) Yoo
1307 1.30 1.60E+08 1.3 81 Yes
13F10 161 1.35E+08 314 75 Yes
14E1 1.41 1.66E+08 23.0 61 Yos
14A5 146 1.50E+08 19.3 7a Yes
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FIGURE 8A
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FIGURE 8B
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FIGURE %A
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FIGURE 9B
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FIGURE 10

PCT/US2022/031445

L e \\\\wm\\w&\\\\mm\\\\ .

AAAAAAAAAAA oc? | 108 l10dEs08] 155 | 70 | Yes

2D8 1.45 1.65E+08 19.8 ?3 Yes

Seq No. 1-1 |11 aa} G10 10GS i.16 1.22E+08 i7.8 65 Yes
8C5 1.26 | 1.18E+08 17.6 72 Yes

9Ccy 1.38 1.48E+08 21.5 64 Yes

13CH1 1.46 1.43E+08 21.7 67 Yes

1489 1.74 1.34E+08 24.8 70 Yes

Seq No. 2-1 |16 aa} G4 14E11 1.54 1.64E+08 23.3 68 Yes
13F10 1.61 1.35E+08 21.4 75 Yes

14A5 1.46 1.59E+08 19.9 73 Yes
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FIGURE 11

R-AD-20-053-08 Gi4 127.4 16.26
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FIGURE 12

IL15Rf binding ELISA
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80 T 1 1 T 1 T T 1 L] 1

S & & @Y PSS

& o
N N
G &
G3 {as RS} Gl G2 G5 G5 LSk Gig Gi3 aid 59{as 557}

Mean 100 1353 135.8 i38.1 137.9 8.7 131.2 1272.7 1272.4 1826

G2 {as RS} Gi G2 Go Gt Ga Gib Gi3 Gig G2ias 551}

Coefficientofvariation | 0.00% £.47% i51i% 4.87% £.21% £.86% 1.56% 2.83% 1.44% 2.39%




WO 2022/251705 PCT/US2022/031445
20/80

FIGURE 13

IL15RP binding ELISA
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GS {as RS} G G2 G5 G G8 Gig Gi2 14 GS {as SST}
Mean | 22.23 1773 17.85 17.37 17.37 2008 1578 1623 16.26 2177
G2 {35 RS} Gi G2 35S Ga 5% Gid 513 Gia GG fas 55T}
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FIGURE 14

R-AD-20-0563-02 G2 1323 49.4

R-AD-20-053-04

R-AD-20-053-06

R-AD-20-0583-08 G114 127.2 53.5
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FIGURE 15A
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PD-L1 binding ELISA
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Fean | 100 T26 | 1323 | 137.8 | 1313 | 104.1 | 126 | 1295 | 127.2
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FIGURE 15B

PD-L1 binding ELISA

I

PCT/US2022/031445

%%%% %%%

50+

4G ) ) T T ] ) ) L) ]

aSgS\ A6l G5 6P G gAD At gab

9\

G9(@sRS) | G1 | G2 | G5 | G6 | G9 | G10 | G13 | G4
Mean | 67.38 519 | 49.36 | 486 | 511 | 66.80 | 54 | 52.34 | 5345
G9 (as RS) | G1 G2 | G5 | Gb6 G9 | G10 | GI3 | G4
Coefficient of variation| 4.29% 6.70% | 4.00% | 3.09% | 4.84% | 662% | 7.08% | 5.89%  10.89%
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FIGURE 16
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FIGURE 17A

PD-L2 binding ELISA
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G9 (as RS) G1 G2 G5 G6 G9 G10 G13 G14
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FIGURE 17B
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PD-L2 binding ELISA
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G9 (as RS) G1 G2 G5 G6 G9 G10 G13 G14
Mean 46.98 42.49 42.53 35.91 38.25 47.16 35.37 36.79 33.71
G9 (as RS) Gl G2 G5 G6 G9 G10 G13 G14
Coefficient of variation | 2.74% 6.27% 10.06% | 2.68% 1.61% | 8.23% | 6.96% | 9.98% 10.17%
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FIGURE 18
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FIGURE 19A
Groups, Dose Concentrations and Dose Volumes
Group Number of Antmal Treatment Concentration  Dose volume
andmals number
i 0 1-10 Vehicke Q 1500
2 11 1121 ABou2 2.5 and Lingkp 1500
3 1 2231 aPD-1 Ab ey 150w
) oy i 1 AR TE LA Smgke, 150t
4 10 32-41 aPf-1 Ab/IL-13 2 Smaika LSt
i 10 42-51 DAL Ab Smgkg 150ul,
P - T AN ST 1s sugke. 150ul+
2 ig R2-91 IE-13 2 Sk 13001
FIGURE 19B
Groups, Dose Schedules.
Group Treatment Daose Schedules
i Yehicle Birweckly
2 ABOG2 Day 5.8
3 aP{31 Ab Biweckly
4 aPD-1 AbJHL-15 Biweekdw Dhay 5, 8
3 aPl-L1 Ab Biweekly
& aPD-L1 Ab/IL-15 Baweekdy Day 5, 8
9 IL-18 Brweekly
FIGURE 19C
olPD-1 aPD-1.1
Vehicle ABOO2 alPD-1 118 | aPD-11} H1-15 H-158
N Nuniher 10 11 1{ 10 10 i 18
Minimum DU 0.000 .00 0.000 0004 £.000 2168
Maxinum 2025 1442 1773 246.6 2371 FH9L 1358
Range 1634 144.2 1773 246.6 2371 7094 1141
Mean 1416 13.11 6868 120.4] 210.0 4277 791.9
SD 396.9 43,49 3773 97.22 7362 2217 3126
SEM 1255 13,11 1825 30.74 2328 70.11 98,86
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FIGURE 20

Final Tumor Volume
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FIG 21
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FIGURE 22
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FIGURE 23
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C
PD-1 inhibitors Combination Study Tumor Growth
2500 = )
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E (Pembro) _ 1 mgikg +5
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FIGURE 24

Wild Type ECD of Human PD-1 without the First Four Amino Acids (SEQ ID NO:1)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPE
DRSQPGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRAELR
VTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 1: S38G/S63G/P65L/N92S/G100S/S103V/A1081/A116V (SEQ ID NO:2)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFP
EDRGQLGQDCRFRVTQLPNGRDFHMSVVRARRSDSGTYLCSAIVLAPKIQIKESLRVEL
RVTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 2: S38G/S63G/P65L/G100S/S103V/A1081/A116V (SEQ ID NO:3)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSEGFVLNWYRMSPSNQTDKLAAFP
EDRGQLGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVEL
RVTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 3: P65L/G100S/S103V/A1081/A116V (SEQ ID NO:4)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPE
DRSQLGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELR
VTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 4: S63G/G100S/S103V/A1081/A116V (SEQ ID NO:5)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPE
DRSGQPGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVEL
RVTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 5: S63G/P65L/G100S/S103V/A1081/A116V (SEQ ID NO:6)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPE
DRGQLGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELR
VTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 6: G100S/S103V/A1081/A116V (SEQ ID NO:7)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPE
DRSQPGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELR
VTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 7: G100S/S103V/A108I (SEQ ID NO:8)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPE
DRSQPGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRAELR
VTERRAEVPTAHPSPSPRPAGQFQTLV

sPD-1 variant 8: N92S/G100S/S103V/A1081/A116V (SEQ ID NO:9)
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKLAAFPE
DRSQPGQDCRFRVTQLPNGRDFHMSVVRARRSDSGTYLCSAIVLAPKIQIKESLRVELRV
TERRAEVPTAHPSPSPRPAGQFQTLV
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FIGURE 25

Human IL-15 domain (SEQ ID NO:10)
NWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIH
DTVENLILANNSLSSNGNVTESGCKECEELEEKNIKEFLQSFVHIVQMFINTS

Human IL-15R alpha sushi domain (SEQ ID NO:11)
ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHWTTPS
LKCIR

Linker (SEQ ID NO:12)
SGGSGGGGSGGGSGGGGSLQ

Linker variant 1 (SEQ ID NO:13)
SGGGGSGGGGSGGGSGGSGQ

Linker variant 2 (SEQ ID NO:14)
SGGGGSGGGSGGGGSGGSGQ

Linker variant 3 (SEQ ID NO:15)
SGGGGSGGSGGSGGGGSGSQ

Linker variant 4 (SEQ ID NO:16)
SGGGGSGGGGSGGGSGGSLQ

Linker variant 5 (SEQ ID NO:17)
SGGGGSGGGSGGGGSGGSLQ

Linker variant 6 (SEQ ID NO:18)
SGGGSGGGGSGGSGGGGSLQ

GS Linker (SEQ ID NO:19)
GGSGGGGS

GS Linker X2 (SEQ ID NO:20)
SGGGGSGGGGS

GS Linker X3 (SEQ ID NO:21)
SGGGGSGGGGSGGGGS

Signal Peptide 1 (SEQ ID NO:22)
MAPRRARGCRTLGLPALLLLLLLRPPATRG

Signal peptide 2 (SEQ ID NO:23)
MDMRVPAQLLGLLLLWLRGARC
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FIGURE 26

Human IgG4 (SEQ ID NO:24)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPSCPAPEFLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEM
TKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRW
QEGNVFSCSVMHEALHNHYTQKSLSLSLGK

Variant Human IgG4 (SEQ ID NO:25)
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEM
TKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRW
QEGNVFSCSVMHEALHNHYTQKSLSLSLGK
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FIGURE 27A
Fusion Protein 1 with Linker variant 1 and GS linker X2 (SEQ ID NO:26)

Human IL-15R alpha sushi + Linker variant 1 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X2 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGGSGGGSGGSGONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSY

LTVILHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVIL.DSDGSFFLYSRI TVDKSRWQEGNVF

SCSVMHEALHNHYTQKSLSLSLGKSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTE
DNATFTCSFSNTSESFVLNWYRMSP TDKLAAFPEDRSOPGODCRFRVTOLP
RDFHM RA DSGTYLCSAIVLAPKIOIKESLRVELRVTERRAEVPTAHPSP

PRPAGOFOTL

Fusion Protein 2 with Linker variant 2 and GS linker X2 (SEQ ID NO:27)

Human IL-15R alpha sushi + Linker variant 2 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X2 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGSGGGGSGGSGONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQOVISLESGDASIHDTVENLITLANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEOENSTYRVVSY
LTVLHODWILNGKEYKCKVSNKGIPSSIEKTISKAKGOPREPQVYTLPPSOEEMTKNQVS
LTCL FYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOEGN
SCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTE
DNATFTCSFSNTSESFYLNWYRMSP TDKILAAFPEDRSOPGODCRFRVTQLP
RDFHM RA DSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTAHPSP

PRPAGOFOTLYV
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FIGURE 27B
Fusion Protein 3 with Linker variant 3 and GS linker X2 (SEQ ID NO:28)

Human IL-15R alpha sushi + Linker variant 3 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X2 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGSGGSGGGGSGSONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSY

LTVILHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVIL.DSDGSFFLYSRI TVDKSRWQEGNVF

SCSVMHEALHNHYTQKSLSLSLGKSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTE
DNATFTCSFSNTSESFVLNWYRMSP TDKLAAFPEDRSOPGODCRFRVTOLP
RDFHM RA DSGTYLCSAIVLAPKIOIKESLRVELRVTERRAEVPTAHPSP

PRPAGOFOTL

Fusion Protein 4 with Linker variant 4 and GS linker X2 (SEQ ID NO:29)

Human IL-15R alpha sushi + Linker variant 4 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X2 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGGSGGGSGGSLONWYVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQOVISLESGDASIHDTVENLITLANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEOENSTYRVVSY
LTVLHODWILNGKEYKCKVSNKGIPSSIEKTISKAKGOPREPQVYTLPPSOEEMTKNQVS
LTCL FYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOEGN
SCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTE
DNATFTCSFSNTSESFYLNWYRMSP TDKILAAFPEDRSOPGODCRFRVTQLP
RDFHM RA DSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTAHPSP

PRPAGOFOTLYV
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FIGURE 27C
Fusion Protein 5 with Linker variant 5 and GS linker X2 (SEQ ID NO:30)

Human IL-15R alpha sushi + Linker variant 5 + Human IL-15 + GS linker + Human IgG4 F¢
+ GS linker X2 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGSGGGGSGGSLONWYVNVISDLKKIEDLIOSMHIDATLYTESDV

HPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFL.GGPSVFLFPPKP

KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSV
LTVIHODWINGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTILPPSQEEMTKNQVS

LTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVIL.DSDGSFFLYSRI TVDKSRWQEGNVF
SCSVMHEALHNHYTQKSLSLSLGKSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTE
DNATFTCSFSNTSESFVLNWYRMSP TDKLAAFPEDRSOPGODCRFRVTOLP
RDFHM RA DSGTYLCSAIVLAPKIOIKESLRVELRVTERRAEVPTAHPSP
PRPAGOFOTL

Fusion Protein 6 with Linker variant 6 and GS linker X2 (SEQ ID NO:31)

Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X2 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQVISLESGDASIHDTVENLITIANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFL GGPSVFL FPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEOENSTYRVVSYV
LTVILHODWLNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPOVYTLPPSOEEMTK
LTCL FYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOEGN
SCSVMHEATLHNHYTOKSI SLSLGKSGGGGSGGGGSLDSPDRPWNPPTESPALLVVTE
DNATFTCSFSNTSESFYLNWYRMSP TDKIAAFPEDRSOQPGODCRFRVTQLP
RDFHM RA DSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTAHPSP

PRPAGOFOTLYV
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FIGURE 27D
Fusion Protein 7 with Linker variant 1 and GS linker X3 (SEQ ID NO:32)

Human IL-15R alpha sushi + Linker variant 1 + Human IL-15 + GS linker + Human IgG4 Fc
+ G linker X3 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGGSGGGSGGSGONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSY

LTVILHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVIL.DSDGSFFLYSRI TVDKSRWQEGNVF

SCSVMHEATLHNHYTQKSI SLSL GKSGGGGSGGGGSGGGGSLDSPDRPWNPPTEFSPALL
TEGDNATEFTCSFSNTSESFVLNWYRMSP TDKLAAFPEDRSOPGODCRFRVT
LPNGRDFHM RARRNDSGTYLCSAIVLAPKIOIKESLRVELRVTERRAEVPTA

HPSPSPRPAGOFOTLYV

Fusion Protein 8 with Linker variant 2 and GS linker X3 (SEQ ID NO:33)

Human IL-15R alpha sushi + Linker variant 2 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X3 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGSGGGGSGGSGONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQOVISLESGDASIHDTVENLITLANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEOENSTYRVVSY
LTVLHODWILNGKEYKCKVSNKGIPSSIEKTISKAKGOPREPQVYTLPPSOEEMTKNQVS
LTCL FYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOEGN
SCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGSGGGGSLDSPDRPWNPPTESPALL
TEGDNATFTCSFSNTSESFVINWYRMSP TDKLAAFPEDRSQPGODCRFRVT
LPNGRDFHM RARRNDSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTA

HPSPSPRPAGOFOTLY
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FIGURE 27E
Fusion Protein 9 with Linker variant 3 and GS linker X3 (SEQ ID NO:34)

Human IL-15R alpha sushi + Linker variant 3 + Human IL-15 + GS linker + Human IgG4 Fc
+ G linker X3 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGSGGSGGGGSGSONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSY

LTVILHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVIL.DSDGSFFLYSRI TVDKSRWQEGNVF

SCSVMHEATLHNHYTQKSI SLSL GKSGGGGSGGGGSGGGGSLDSPDRPWNPPTEFSPALL
TEGDNATEFTCSFSNTSESFVLNWYRMSP TDKLAAFPEDRSOPGODCRFRVT
LPNGRDFHM RARRNDSGTYLCSAIVLAPKIOIKESLRVELRVTERRAEVPTA

HPSPSPRPAGOFOTLYV

Fusion Protein 10 with Linker variant 4 and GS linker X3 (SEQ ID NO:35)

Human IL-15R alpha sushi + Linker variant 4 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X3 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGGSGGGSGGSLONWYVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQOVISLESGDASIHDTVENLITLANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEOENSTYRVVSY
LTVLHODWILNGKEYKCKVSNKGIPSSIEKTISKAKGOPREPQVYTLPPSOEEMTKNQVS
LTCL FYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOEGN
SCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGSGGGGSLDSPDRPWNPPTESPALL
TEGDNATFTCSFSNTSESFVINWYRMSP TDKLAAFPEDRSQPGODCRFRVT
LPNGRDFHM RARRNDSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTA

HPSPSPRPAGOFOTLY
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FIGURE 27F
Fusion Protein 11 with Linker variant 5 and GS linker X3 (SEQ ID NO:36)

Human IL-15R alpha sushi + Linker variant 5 + Human IL-15 + GS linker + Human IgG4 Fc
+ G linker X3 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGGSGGGSGGGGSGGSLONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSY

LTVILHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVIL.DSDGSFFLYSRI TVDKSRWQEGNVF

SCSVMHEATLHNHYTQKSI SLSL GKSGGGGSGGGGSGGGGSLDSPDRPWNPPTEFSPALL
TEGDNATEFTCSFSNTSESFVLNWYRMSP TDKLAAFPEDRSOPGODCRFRVT
LPNGRDFHM RARRNDSGTYLCSAIVLAPKIOIKESLRVELRVTERRAEVPTA

HPSPSPRPAGOFOTLYV

Fusion Protein 12 with Linker variant 6 and GS linker X3 (SEQ ID NO:37)

Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker + Human IgG4 Fc
+ GS linker X3 + sPD-1 variant

ITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSMHIDATLYTESDV
HPSCKVTAMKCFLLELQOVISLESGDASIHDTVENLITLANNSLSSNGNVTESGCKECEEL
EEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEOENSTYRVVSY
LTVLHODWILNGKEYKCKVSNKGIPSSIEKTISKAKGOPREPQVYTLPPSOEEMTKNQVS
LTCL FYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOEGN
SCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGSGGGGSLDSPDRPWNPPTESPALL
TEGDNATFTCSFSNTSESFVINWYRMSP TDKLAAFPEDRSQPGODCRFRVT
LPNGRDFHM RARRNDSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTA

HPSPSPRPAGOFOTLY
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FIGURE 28A
Preprotein 1 including Signal Peptide 1 and Fusion protein 1 (SEQ ID NO: 38)

Signal peptide + Human IL-15R alpha sushi + Linker variant 1 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X2 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSGQ
NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELOVISLESGDASIH

DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTIMISRTPEVICVVVDVSQEDPEVQEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVILHODWI NGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTI PPSOQEEMTKNQVSI TCI VKGFYPSDIAVEWESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOQEGNVFSCSVMHEALHNHYTQKSI SLSIL. GKSGGG
GSGGGGSLDSPDRPWNPPTFSPALLYVVTEGDNATFTCSFSNTSESFVLNWYRMSPSN
TDKIAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVIAP

KIOQOIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 2 including Signal Peptide 1 and Fusion protein 2 (SEQ ID NO: 39)

Signal peptide + Human IL-15R alpha sushi + Linker variant 2 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X2 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSGQ
NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIH
DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTIMISRTPEVICVVVDVSQEDPEVOEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTLPPSOEEMTKN LTCL FYPSDIA ESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGG
GSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSN
TDKIAAFPEDRSOPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVIAP

KIOQOIKESLRVELRYTERRAEVPTAHPSPSPRPAGOFQOTLY
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FIGURE 28B
Preprotein 3 including Signal Peptide 1 and Fusion protein 3 (SEQ ID NO: 40)

Signal peptide + Human IL-15R alpha sushi + Linker variant 3 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X2 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGSGGSGGGGSGSQ
NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELOVISLESGDASIH

DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTIMISRTPEVICVVVDVSQEDPEVQEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVILHODWI NGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTI PPSOQEEMTKNQVSI TCI VKGFYPSDIAVEWESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOQEGNVFSCSVMHEALHNHYTQKSI SLSIL. GKSGGG
GSGGGGSLDSPDRPWNPPTFSPALLYVVTEGDNATFTCSFSNTSESFVLNWYRMSPSN
TDKIAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVIAP

KIOQOIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 4 including Signal Peptide 1 and Fusion protein 4 (SEQ ID NO: 41)

Signal peptide + Human IL-15R alpha sushi + Linker variant 4 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X2 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSLON
WVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHD
TVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLQOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTIMISRTPEVICVVVDVSQEDPEVOEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTLPPSOEEMTKN LTCL FYPSDIA ESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGG
GSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSN
TDKIAAFPEDRSOPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVIAP

KIOQOIKESLRVELRYTERRAEVPTAHPSPSPRPAGOFQOTLY
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FIGURE 28C
Preprotein S including Signal Peptide 1 and Fusion protein S (SEQ ID NO: 42)

Signal peptide + Human IL-15R alpha sushi + Linker variant 5 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X2 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSLON

WVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHD
TVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTIMISRTPEVICVVVDVSQEDPEVQEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVILHODWI NGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTI PPSOQEEMTKNQVSI TCI VKGFYPSDIAVEWESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOQEGNVFSCSVMHEALHNHYTQKSI SLSIL. GKSGGG
GSGGGGSLDSPDRPWNPPTFSPALLYVVTEGDNATFTCSFSNTSESFVLNWYRMSPSN
TDKIAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVIAP

KIOQOIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 6 including Signal Peptide 1 and Fusion protein 6 (SEQ ID NO: 43)

Signal peptide + Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X2 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLY
NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIH
DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTIMISRTPEVICVVVDVSQEDPEVOEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTLPPSOEEMTKN LTCL FYPSDIA ESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGG
GSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSN
TDKIAAFPEDRSOPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVIAP

KIOQOIKESLRVELRYTERRAEVPTAHPSPSPRPAGOFQOTLY
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FIGURE 28D
Preprotein 7 including Signal Peptide 1 and Fusion protein 7 (SEQ ID NO: 44)

Signal peptide + Human IL-15R alpha sushi + Linker variant 1 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X3 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSGQ
NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELOVISLESGDASIH

DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTIMISRTPEVICVVVDVSQEDPEVQEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVILHODWI NGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTI PPSOQEEMTKNQVSI TCI VKGFYPSDIAVEWESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOQEGNVFSCSVMHEALHNHYTQKSI SLSIL. GKSGGG
GSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVELNWYR
MSP TDKILAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYL

ALVLAPKIOQIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 8 including Signal Peptide 1 and Fusion protein 8 (SEQ ID NO: 45)

Signal peptide + Human IL-15R alpha sushi + Linker variant 2 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X3 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSGQ
NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIH
DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTIMISRTPEVICVVVDVSQEDPEVOEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTLPPSOEEMTKN LTCL FYPSDIA ESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGG
GSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYR
MSP TDKLAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYL

ALVLAPKIOIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOQTLYV
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FIGURE 28E
Preprotein 9 including Signal Peptide 1 and Fusion protein 9 (SEQ ID NO: 46)

Signal peptide + Human IL-15R alpha sushi + Linker variant 3 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X3 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGSGGSGGGGSGSON

WVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHD
TVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTIMISRTPEVICVVVDVSQEDPEVQEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVILHODWI NGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTI PPSOQEEMTKNQVSI TCI VKGFYPSDIAVEWESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOQEGNVFSCSVMHEALHNHYTQKSI SLSIL. GKSGGG
GSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVELNWYR
MSP TDKILAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYL

ALVLAPKIOQIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 10 including Signal Peptide 1 and Fusion protein 10 (SEQ ID NO: 47)

Signal peptide + Human IL-15R alpha sushi + Linker variant 4 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X3 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSLON
WVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHD
TVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLQOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTIMISRTPEVICVVVDVSQEDPEVOEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTLPPSOEEMTKN LTCL FYPSDIA ESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGG
GSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYR
MSP TDKLAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYL

ALVLAPKIOIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOQTLYV
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FIGURE 28F
Preprotein 11 including Signal Peptide 1 and Fusion protein 11 (SEQ ID NO: 48)

Signal peptide + Human IL-15R alpha sushi + Linker variant 5 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X3 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSLON

WVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHD
TVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTIMISRTPEVICVVVDVSQEDPEVQEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVILHODWI NGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTI PPSOQEEMTKNQVSI TCI VKGFYPSDIAVEWESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOQEGNVFSCSVMHEALHNHYTQKSI SLSIL. GKSGGG
GSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVELNWYR
MSP TDKILAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYL

ALVLAPKIOQIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 12 including Signal Peptide 1 and Fusion protein 12 (SEQ ID NO: 49)

Signal peptide + Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker +
Human IgG4 Fc + GS linker X3 + sPD-1 variant

MAPRRARGCRTLGLPALLLLLLLRPPATRGITCPPPMSVEHADIWVKSYSLYSRERYIC
NSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLON
WVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHD
TVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLQOSFVHIVOMFINTSGGSGGG
GSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTIMISRTPEVICVVVDVSQEDPEVOEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIE
KTISKAKGOPREPQVYTLPPSOEEMTKN LTCL FYPSDIA ESNGOPENNYK
TTPPVLDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGG
GSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYR
MSP TDKLAAFPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYL

ALVLAPKIOIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOQTLYV
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FIGURE 29A
Preprotein 13 including Signal Peptide 2 and Fusion protein 1 (SEQ ID NO: 50)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 1 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSGONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFIL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG

QPREPOVYTILPPSQEEMTKNQVSLTCIL VKGFYPSDIAVEWESNGOPENNYKTTPPVLDS

DGSFFLYSRLTVDKSRWOQEGNVFESCSVMHEALHNHYTQKSIL SLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKIAA
FPEDRSQPGODCRFRVTOLPNGRDFHM DSGTYLCSAIVIAPKIQIKESL

RVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 14 including Signal Peptide 2 and Fusion protein 2 (SEQ ID NO: 51)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 2 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSGONWYVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE

VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG
PREPOVYTILPPSOEEMTKN LTCL FYPSDIA E PENNYKTTPPVLD

DGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKLAA
FPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVLAPKIOIKESL

RVELRYTERRAEVPTAHPSPSPRPAGOFQTLY
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FIGURE 29B
Preprotein 15 including Signal Peptide 2 and Fusion protein 3 (SEQ ID NO: 52)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 3 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGSGGSGGGGSGSONWVNVIS

DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFIL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG

QPREPOVYTILPPSQEEMTKNQVSLTCIL VKGFYPSDIAVEWESNGOPENNYKTTPPVLDS

DGSFFLYSRLTVDKSRWOQEGNVFESCSVMHEALHNHYTQKSIL SLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKIAA
FPEDRSQPGODCRFRVTOLPNGRDFHM DSGTYLCSAIVIAPKIQIKESL

RVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 16 including Signal Peptide 2 and Fusion protein 4 (SEQ ID NO: 53)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 4 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSLONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG
PREPOVYTILPPSOEEMTKN LTCL FYPSDIA E PENNYKTTPPVLD

DGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFYVLNWYRMSP TDKILAA
FPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVIAPKIQIKESL

RVELRYTERRAEVPTAHPSPSPRPAGOFQTLY
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FIGURE 29C
Preprotein 17 including Signal Peptide 2 and Fusion protein S (SEQ ID NO: 54)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 5 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSLONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFIL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG

QPREPOVYTILPPSQEEMTKNQVSLTCIL VKGFYPSDIAVEWESNGOPENNYKTTPPVLDS

DGSFFLYSRLTVDKSRWOQEGNVFESCSVMHEALHNHYTQKSIL SLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKIAA
FPEDRSQPGODCRFRVTOLPNGRDFHM DSGTYLCSAIVIAPKIQIKESL

RVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 18 including Signal Peptide 2 and Fusion protein 6 (SEQ ID NO: 55)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGSGGSGGGGSGSONWYVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE

VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG
PREPOVYTILPPSOEEMTKN LTCL FYPSDIA E PENNYKTTPPVLD

DGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKLAA
FPEDRSQPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVLAPKIOIKESL

RVELRYTERRAEVPTAHPSPSPRPAGOFQTLY
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FIGURE 29D
Preprotein 19 including Signal Peptide 2 and Fusion protein 7 (SEQ ID NO: 56)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 1 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X3 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSGONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQOVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFL.GGPSVFI FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE

VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGILPSSIEKTISKAKG
QPREPQVYTLPPSQEEMTKNQVSI.TCL VKGFYPSDIAVEWESNGOPENNYKTTPPVLDS
DGSFFLYSRLTVDKSRWOQEGNVFSCSVMHEALHNHYTQKSLSLSLGKSGGGGSGGGGS
GGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQT
DKIAAFPEDRSQP DCRFRVTOLPNGRDFHM RA DSGTYLCSAIVLAPKI

OIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 20 including Signal Peptide 2 and Fusion protein 8 (SEQ ID NO: 57)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 2 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X3 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSGONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGP LFPPKPKDTILMISRTPEVT EDPEVOFNWY E
VHNAKTKPREEQENSTYRVVSVIL TVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG
PREPOVYTIL PPSOEEMTKNOVSI TCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDS
DGSFFLYSRLTVDKSRWOEGNVESCSYVMHEALHNHYTOQKSL SLSLGKSGGGGSGGGGS
GGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNOT
DKIAAFPEDRSQOPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVILAPKI

OIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV
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FIGURE 29E
Preprotein 21 including Signal Peptide 2 and Fusion protein 9 (SEQ ID NO: 58)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 3 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X3 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGSGGSGGGGSGSONWVNVIS

DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFIL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG

QPREPOVYTILPPSQEEMTKNQVSLTCIL VKGFYPSDIAVEWESNGOPENNYKTTPPVLDS

DGSFFLYSRLTVDKSRWOQEGNVFESCSVMHEALHNHYTQKSIL SLSLGKSGGGGSGGGGS
GGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNOT
DKIAAFPEDRSQOPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVILAPKI

OIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV

Preprotein 22 including Signal Peptide 2 and Fusion protein 10 (SEQ ID NO: 59)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 4 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X3 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSGGGSGGSLONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG
PREPOVYTILPPSOEEMTKN LTCL FYPSDIA E PENNYKTTPPVLD

DGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGS
GGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNOT
DKIAAFPEDRSQPGODCRFRVTOQLPNGRDFHM RA DSGTYLCSAIVILAPKI

OIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFQTLYV
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FIGURE 29F
Preprotein 23 including Signal Peptide 2 and Fusion protein 11 (SEQ ID NO: 60)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 5 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X3 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGSGGGGSGGSLONWVNVIS

DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFIL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG

QPREPOVYTILPPSQEEMTKNQVSLTCIL VKGFYPSDIAVEWESNGOPENNYKTTPPVLDS

DGSFFLYSRLTVDKSRWOQEGNVFESCSVMHEALHNHYTQKSIL SLSLGKSGGGGSGGGGS
GGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNOT
DKIAAFPEDRSQOPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVILAPKI

OIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFQTLYV

Preprotein 24 including Signal Peptide 2 and Fusion protein 12 (SEQ ID NO: 61)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker
+ Human IgG4 Fc + GS linker X3 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII
LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKG
PREPOVYTILPPSOEEMTKN LTCL FYPSDIA E PENNYKTTPPVLD

DGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLSLGKSGGGGSGGGGS
GGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNOT
DKIAAFPEDRSQPGODCRFRVTOQLPNGRDFHM RA DSGTYLCSAIVILAPKI

OIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFQTLYV
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FIGURE 30A
Fusion Protein 6A (SEQ ID NO: 62)

Human IL-15 + Linker variant 6 + Human IL-15R alpha sushi + GS linker + Human [gG4 Fc
+ GS linker X2 + sPD-1 variant

NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIH
DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSSGGGSG
GGGSGGSGGGGSLOITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTE
CVLNKATNVAHWTTPSLKCIRGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFL FPPKP
KDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSY

LTVILHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVS
LTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVIL.DSDGSFFLYSRI TVDKSRWQEGNVF

SCSVMHEALHNHYTQKSLSLSLGKSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTE
DNATFTCSFSNTSESFVLNWYRMSP TDKLAAFPEDRSOPGODCRFRVTOLP
RDFHM RA DSGTYLCSAIVLAPKIOIKESLRVELRVTERRAEVPTAHPSP

PRPAGOFOTL

Fusion Protein 6B (SEQ ID NO: 63)

sPD-1 variant + GS linker X2 + Human IgG4 Fc + GS linker + Human IL-15 + Linker variant
6 + Human I1.-15R alpha sushi

LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKIAA
FPEDRSQPGODCRFRVTOLPNGRDFHM DSGTYLCSAIVIAPKIQIKESL
RVELRVTERRAEVPTAHPSPSPRPAGOFQTLVSGGGGSGGGGSESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPR
EEQFNSTYRVVSVLTVLHODWINGKEYKCKVSNKGI PSSIEKTISKAKGOPREPOVYTL
PPSOEEMTKNOVSILTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVL.DSDGSFFLYSRLT

VDKSRWOEGNVFSCSVMHEALHNHYTQKSLSLSLGKGGSGGGGSNWVNVISDLKKIE

DLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSL
SSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSSGGGSGGGGSGGSGGGGSL

OTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIR
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FIGURE 30B

Fusion Protein 6C (SEQ ID NO: 64)

sPD-1 variant + GS linker X2 + Human IgG4 Fc + GS linker + Human IL.-15R alpha sushi +
Linker variant 6 + Human I1-15

LD PDRP PPTF PALL TE D ATFT F T E FVLNWYRM P TDKLAA

WSGGGGSGGGGSEMY PPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPR

EEQFNSTYRVVSVILTVIL HODWILNGKEYKCKVSNKGIPSSIEKTISKAKGOPREPOVYTL
PPSQEEMTKNOQVSIL TCIL VKGFYPSDIAVEWESNGOPENNYKTTPPVL.DSDGSFFLYSRIT

YDKSRWOQEGNVFSCSVMHEATLHNHYTOKSI ST SLGKGGSGGGGSTCPPPMSVEHADI
WVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGS
GGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFL
LELOVISLESGDASIHDTVENLIHLANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVH

IVOMFINTS

Fusion Protein 6D (SEQ ID NO: 65)

Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker X2 + sPD-1
variant + GS linker + Human IgG4 Fc

TCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHWT
TPSLKCIRSGGGSGGGGSGGSGGGGSLONWYNVISDLKKIEDLIOSMHIDATLYTESDVH
PSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEELEE
KNIKEFLOSFVHIVOMFINTSSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNA

TFTCSFSNTSESFVLNWYRMSPSNOTDKLAAFPEDRSQPGODCRFRVTOLPNGRDE
HMSVVRARRNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPA
GOFOTLVGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCY
VVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEY
KCKVSNKGLPSSIEKTISKAKGOPREPOVYTLPPSQEEMTKNOVSLTCLVKGFYPSDIAV
EWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYT
OKSLSLSLGK
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FIGURE 30C
Fusion Protein 6E (SEQ ID NO: 66)

Human IL-15 + Linker variant 6 + Human IL-15R alpha sushi + GS linker X2 + sPD-1
variant + GS linker + Human IgG4 Fc

NWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIH
DTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSSGGGSG
GGGSGGSGGGGSLOTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTE
CVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGD
ATFTCSFSNTSESFVINWYRMSP TDKIAAFPEDRSQOPGODCRFRVTOLPNGR
DFHM RA DSGTYLCSAIVIAPKIOIKESLRVELRVTERRAEVPTAHPSPSPR
PAGOFOTLVGGSGGGGSESKYGPPCPPCPAPEFIL. GGPSVFILFPPKPKDTIMISRTPEVTC

YVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSVI TVIHODWINGKE
YKCKVSNKGI PSSIEKTISKAKGOPREPQVYTIL PPSOEEMTKNQVSIL TCL VKGFYPSDIA

VYEWESNGOPENNYKTTPPVI.DSDGSFFLYSRLTVDKSRWOQEGNVFSCSVMHEATL HNHY
TOKSLSLSLGK

Fusion Protein 6F (SEQ ID NO: 67)

sPD-1 variant + GS linker X2 + Human IL-15 + Linker variant 6 + Human IL-15R alpha
sushi + GS linker + Human IgG4 Fc

LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKIAA
FPEDRSQPGODCRFRVTOLPNGRDFHM DSGTYLCSAIVIAPKIQIKESL
RVELRVTERRAEVPTAHPSPSPRPAGOFQTLVSGGGGSGGGGSNWVNVISDLKKIED
LIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQOVISLESGDASIHDTVENLIILANNSLS
SNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSSGGGSGGGGSGGSGGGGSLO
TCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHWT
TPSLKCIRGGSGGGGSESKYGPPCPPCPAPEFL GGPSVFLFPPKPKDTLMISRTPEVTCV
EDPEVOFNWYVD AKTKPREEQFNSTYR TVIHODWINGKEY

KCKVSNKGIPSSIEKTISKAKGQPREPOVYTILPPSQEEMTKNOVSLTCLVKGFYPSDIAV
EWESNGOPENNYKTTPPVLDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEALHNHYT

OKSLSLSLGK
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FIGURE 30D
Fusion Protein 6G (SEQ ID NO: 68)

sPD-1 variant + GS linker X2 + Human IL-15R alpha sushi + Linker variant 6 + Human IL-
15 + GS linker + Human IgG4 Fc

LDSPDRPWNPPTFSPALLVVTEGDNATETCSFSNTSESFYVLNWYRMSP TDKILAA
FPEDRSQPGODCRFRVTQLPNGRDFHMSYVVRARRNDSGTYLCSAIVLAPKIQIKESL
RVELRVTERRAFEVPTAHPSPSPRPAGOFOTLVSGGGGSGGGGSTCPPPMSVEHADI
WVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGS
GGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFL

LELOVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVH
IVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCV

YVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVI TVILHODWI NGKEY
KCKVSNKGIPSSIEKTISKAKGQPREPOVYTILPPSQEEMTKNOQVSLTCLVKGFYPSDIAV
EWESNGOPENNYKTTPPVILDSDGSFFLYSRI TVDKSRWOEGNVFSCSVMHEAILHNHYT
OKSLSLSLGK

Fusion Protein 6H (SEQ ID NO: 69)

Human IgG4 Fc + GS linker + Human IL-15 + Linker variant 6 + Human IL-15R alpha sushi
+ GS linker X2 + sPD-1 variant

ESKYGPPCPPCPAPEFIL GGPSVFIL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWY
YDGVEVHNAKTKPREEQENSTYRVVSVI TVIHODWI NGKEYKCKVSNKGI PSSIEKTIS

KAKGOPREPQVYTIPPSQEEMTKNQVSI TCLVKGFYPSDIAVEWESNGOPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYTOQKSI SLSLGKGGSGGG
GSNWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDAS
IHDTVENLITLANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSSGGGS
GGGGSGGSGGGGSLOTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLT
ECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTEG
DNATFTCSFSNTSESFVILNWYRMSP TDKILAAFPEDRSQPGODCRFRVTOQLP

RDFHM RA DSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTAHPSPSP

RPAGOFOTLY
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FIGURE 30E
Fusion Protein 61 (SEQ ID NO: 70)

Human IgG4 Fc + GS linker + Human IL-15R alpha sushi + Linker variant 6 + Human IL-15
+ GS linker X2 + sPD-1 variant

ESKYGPPCPPCPAPEFL GGPSVFILFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWY
VDGVEVHNAKTKPREEOFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIEKTIS
KAKGOPREPOQVYTILPPSQEEMTKNQVSI TCL VKGFYPSDIAVEWESNGOPENNYKTTPP
VLDSDGSFFLYSRILTVDKSRWOQEGNVFSCSVMHEALHNHYTOKSI SLSLGKGGSGGG
GSTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAH
WTTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSMHIDATLYTES
DVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECE
ELEEKNIKEFLOSFVHIVOMFINTSSGGGGSGGGGSLDSPDRPWNPPTFSPALLVVTE

DNATFTCSFSNTSESFYLNWYRMSP TDKIAAFPEDRSOPGODCRFRVTOLP

RDFHM RA DSGTYLCSAIVIAPKIQIKESLRVELRVTERRAEVPTAHPSP
PRPAGOFOTL

Fusion Protein 6J (SEQ ID NO: 71)

Human IgG4 Fc + GS linker + sPD-1 variant + GS linker X2 + Human IL-15 + Linker variant
6 + Human I1.-15R alpha sushi

ESKYGPPCPPCPAPEFIL GGPSVFIL FPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWY
YDGVEVHNAKTKPREEQENSTYRVVSVI TVIHODWI NGKEYKCKVSNKGI PSSIEKTIS
KAKGOPREPQVYTIPPSQEEMTKNQVSI TCLVKGFYPSDIAVEWESNGOPENNYKTTPP
VLD SDGSFFLYSRLTVDKSRW QEGNVFSCSVMHFEAT HNHYTQKSL SLSLGKGGSGGG

§LR V ELRg TERRAE V PTAHP§P§PRPAQ§ ng )TL gS GGGGS GGGGSN NWVNVISDLKKI kLSDLKKI
EDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNS
LSSNGNVTESGCKECEELEEKNIKEFLQOSFVHIVOMFINTSSGGGSGGGGSGGSGGGGSL
OTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHW
TTPSLKCIR
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FIGURE 30F
Fusion Protein 6K (SEQ ID NO: 72)

Human IgG4 Fc + GS linker + sPD-1 variant + GS linker X2 + Human IL.-15R alpha sushi +
Linker variant 6 + Human I1-15

ESKYGPPCPPCPAPEFL GGPSVFILFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWY

VDGVEVHNAKTKPREEOFNSTYRVVSVI. TVLHODWINGKEYKCKVSNKGI PSSIEKTIS
KAKGOPREPOQVYTILPPSQEEMTKNQVSI TCL VKGFYPSDIAVEWESNGOPENNYKTTPP

VLDSDGSFFLYSRI TVDKSRWOEGNVFSCSYMHEALHNHYTOQKSI SLSLGKGGSGGG
SLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESEVLNWYRMSP TDKL
AAFPEDRSOPGODCRFRVTOLPNGRDFHM RA DSGTYLCSAIVLAPKIQIK

ESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTLVSGGGGSGGGGSCPPPMSVEHAD
IWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGS

GGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFL
LELOVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVH

IVOMFINTS
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FIGURE 31A
Preprotein 18A (SEQ ID NO: 73)

Signal peptide 2 + Human IL-15 + Linker variant 6 + Human IL-1SR alpha sushi + GS linker
+ Human IgG4 Fc + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCNWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCK
VIAMKCFLLELQVISLESGDASIHDTVENLITIANNSLSSNGNVTESGCKECEELEEKNIK
EFLOSFVHIVOMFINTSSGGGSGGGGSGGSGGGGSLOITCPPPMSVEHADIWVKSYSLY
SRERYICNSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRGGSGGGGSESKYG
PPCPPCPAPEFLGGP LFPPKPKDTILMISRTPEVT EDPEVOFNWY E
VHNAKTKPREEQFNSTYRVVSVLTVI HODWILNGKEYKCKVSNKGI PSSIEKTISKAKG
PREPOVYTILPPSOEEMTKNOVSI TCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDS
DGSFFLYSRLTVDKSRWOQEGNVFESCSVMHEALHNHYTQKSLSLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFYVLNWYRMSP TDKILAA
FPEDRSOPGODCRFRVTOLPNGRDFHM DSGTYLCSAIVIAPKIOIKESL

RVELRVYTERRAEVPTAHPSPSPRPAGOFQTLY

Preprotein 18B (SEQ ID NO: 74)

Signal peptide 2 + sPD-1 variant + GS linker X2 + Human IgG4 Fc + GS linker + Human I1.-
15 + Linker variant 6 + Human IL-15R alpha sushi

MDMRVPAQLLGLLLLWLRGARCLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNT
ESFVINWYRMSP TDKLAAFPEDRSQPGODCRFRVTOQLPNGRDFHM RAR
RNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOQTLVSG
GGGSGGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQE
DPEVOFNWYVDGVEVHNAKTKPREEQENSTYRVVSVI TVIHODWI NGKEYKCKVSN

KGI PSSIEKTISKAKGOPREPOVYTLPPSOEEMTKNOVSIL TCLVKGFYPSDIAVEWESNG
PENNYKTTPPVL.DSDGSFFLYSRLTVDKSRWOEGNVFSCSVMHEALHNHYTOKSLSLS
LGKGGSGGGGSNWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLEL

OVISLESGDASIHDTVENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVQ
MFINTSSGGGSGGGGSGGSGGGGSLOTCPPPMSVEHADIWVKSYSLYSRERYICNSGF

KRKAGTSSLTECVLNKATNVAHWTTPSLKCIR
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FIGURE 31B

Preprotein 18C (SEQ ID NO: 75)

Signal peptide 2 + sPD-1 variant + GS linker X2 + Human IgG4 Fc + GS linker + Human IL-
15R alpha sushi + Linker variant 6 + Human IL-15

MDMRVPAQLLGLLLLWLRGARC DSPDRPW SPPTFSPALL y YTEQD SATFTQ :SFS S

GGGS GGGGSESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSg2

DPEVOFNWYVDGVEVHNAKTKPREEQFENSTYRVVSVI. TVLHODWINGKEYKCKVSN
KGI PSSIEKTISKAKGOPREPQVYTILPPSQEEMTKNQVSI TCLVKGFYPSDIAVEWESNG

OPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWOQEGNVFSCSYMHEATL HNHYTQKSI SIS
LGKGGSGGGGSTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECY

LNKATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSM
HIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNV
TESGCKECEELEEKNIKEFLOSFVHIVOMFINTS

Preprotein 18D (SEQ ID NO: 76)

Signal peptide 2 + Human IL-15R alpha sushi + Linker variant 6 + Human IL-15 + GS linker
X2 + sPD-1 variant + GS linker + Human IgG4 Fc

MDMRVPAQLLGLLLLWLRGARCTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLII

LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSSGGGGSGGGGSLD

SPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNOTDKLAAFP
EDRSQPGODCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCSAIVLAPKIQIKESLR

VELRVTERRAEVPTAHPSPSPRPAGOFOTLVGGSGGGGSESKYGPPCPPCPAPEFLGG
PSVFILFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQF
NSTYRVVSVLTVLHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPOVYTIPPSQ

EEMTKNOVSI TCLVKGFYPSDIAVEWESNGOPENNYKTTPPVIL.DSDGSFFIL YSRLTVDK
SRWOEGNVFSCSVMHEATLHNHYTOQKSI ST SLGK
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FIGURE 31C
Preprotein 18E (SEQ ID NO: 77)

Signal peptide 2 + Human IL-15 + Linker variant 6 + Human IL-15R alpha sushi + GS linker
X2 + sPD-1 variant + GS linker + Human IgG4 Fc

MDMRVPAQLLGLLLLWLRGARCNWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCK
VIAMKCFLLELQVISLESGDASIHDTVENLIIIANNSLSSNGNVTESGCKECEELEEKNIK
EFLOSFVHIVOMFINTSSGGGSGGGGSGGSGGGGSLOTCPPPMSVEHADIWVKSYSLY
SRERYICNSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSLDS
PDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKIAAFPE
DRSOPGODCRFRVTOQLPNGRDFHM RARRNDSGTYLCSAIVLAPKIOQIKESLR

ELRVTERRAEVPTAHPSPSPRPAGOFOTLVGGSGGGGSESKYGPPCPPCPAPEFLGGP

SVFLFPPKPKDTILMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQFN
STYRVVSVLTVLHODWLNGKEYKCKVSNKGI PSSIEKTISKAKGOQPREPQVYTIPPSQE

EMTKNOVSLTCILVKGFYPSDIAVEWESNGOPENNYKTTPPVI.DSDGSFFL YSRI TVDKS
RWOQEGNVFSCSVMHEALHNHYTOQKSI SLSLGK

Preprotein 18F (SEQ ID NO: 78)

Signal peptide 2 + sPD-1 variant + GS linker X2 + Human IL.-15 + Linker variant 6 + Human
IL-15R alpha sushi + GS linker + Human 1gG4 Fc

MDMRVPAQLLGLLLLWLRGARCLDSPDRPWNPPTFSPALLVVTEGDNATFETCSEFSNT
ESFVINWYRMSP TDKLAAFPEDRSQPGODCRFRVTOLPNGRDFHM RAR

RNDSGTYLCSAIVLAPKIQIKESLRVELRVTERRAEVPTAHPSPSPRPAGOQFQTLVSG
GGGSGGGGSNWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVIS

LESGDASIHDTVENLIIILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFI

NTSSGGGSGGGGSGGSGGGGSLOTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRK

AGTSSLTECVLNKATNVAHWTTPSLKCIRGGSGGGGSESKYGPPCPPCPAPEFLGGPS
LFPPKPKDTILMISRTPEVT D EDPEVOFNWY AKTKPREEQF

TYRVVSVLTVILHODWLNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPOVYTIL PPSOEE
MTKNOVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVI. DSDGSFFL YSRLTVDKSR

WOEGNVFSCSVMHEAT HNHYTQKSI SL.STGK
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FIGURE 31D
Preprotein 18G (SEQ ID NO: 79)

Signal peptide 2 + sPD-1 variant + GS linker X2 + Human IL-15R alpha sushi + Linker
variant 6 + Human IL-15 + GS linker + Human I1gG4 Fc

MDMRVPAQLLGLLLLWLRGARCLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNT
SESFVINWYRMSPSNOTDKLAAFPEDRSOPGODCRFRVTOLPNGRDFHMSVVRAR
DSGTYILCSAIVLAPKI SLRVELRVTERRAEVPTAHPSPSPRPAGOFQTLVSG
GGGSGGGGSTCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVLNK
ATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNVISDLKKIEDLIOSMHID
ATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLITLANNSLSSNGNVTES
GCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYGPPCPPCPAPEFLGGPS

VFILFPPKPKDTIMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQENS
TYRVVSVLTVIHODWILNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTIL PPSQEE

MTKNOQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVI DSDGSFFL YSRIL. TVDKSR
WOEGNVFSCSVMHEATL HNHYTQKSI SLSLGK

Preprotein 18H (SEQ ID NO: 80)

Signal peptide 2 + Human 1gG4 Fc + GS linker + Human IL-15 + Linker variant 6 + Human
IL-15R alpha sushi + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTI MISRT
PEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVI TVIHODW
LNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPOVYTLPPSQEEMTKNOQVSLTCIL VKGF

YPSDIAVEWESNGOPENNYKTTPPVIL.DSDGSFFLYSRIL TVDKSRWOEGNVFSCSYMHEA
LHNHYTOKSLSLSLGKGGSGGGGSNWVNVISDLKKIEDLIOSMHIDATLYTESDVHPSC

KVTAMKCFLLELQVISLESGDASIHDTVENLIIIANNSLSSNGNVTESGCKECEELEEKNI
KEFLOSFVHIVOMFINTSSGGGSGGGGSGGSGGGGSLOTCPPPMSVEHADIWVKSYSL

YSRERYICNSGFKRKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGGSGGGGSL
DSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVILNWYRMSP TDKLAAF
PEDRSQPGODCRFRVTOLPNGRDFHM RARRNDSGTYLCSAIVLAPKIOQIKESL

RVELRYTERRAEVPTAHPSPSPRPAGOFOTLY
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FIGURE 31E
Preprotein 181 (SEQ ID NO: 81)

Signal peptide 2 + Human IgG4 Fc + GS linker + Human IL.-15R alpha sushi + Linker variant
6 + Human IL-15 + GS linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCESKYGPPCPPCPAPEFIL GGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSOEDPEVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVIL. TVLHODW
LNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVSLTCIL VKGF

YPSDIA ESNGOPENNYKTTPPVL.DSDGSFFLYSRLTVDKSRWOEGN HEA
LHNHYTQKSLSLSLGKGGSGGGGSTCPPPMSVEHADIWVKSYSLYSRERYICNSGFK
RKAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLONWVNYVI

SDLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLI

ILANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSSGGGGSGGGGSLD
PDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKIAAFP

EDRSOPGODCRFRVTOILPNGRDFHM RA DSGTYLCSAIVLAPKIOIKESLR
VELRVTERRAEVPTAHPSPSPRPAGOFOTLY

Preprotein 18J (SEQ ID NO: 82)

Signal peptide 2 + Human IgG4 Fc + GS linker + sPD-1 variant + GS linker X2 + Human I1.-
15 + Linker variant 6 + Human IL-15R alpha sushi

MDMRVPAQLLGLLLLWLRGARCESKYGPPCPPCPAPEFIL GGPSVFILFPPKPKDTI MISRT
PEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVI TVIHODW
LNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPOVYTLPPSQEEMTKNOQVSLTCIL VKGF
YPSDIAVEWESNGOPENNYKTTPPVIL.DSDGSFFLYSRIL TVDKSRWOEGNVFSCSYMHEA
HNHYTg QKSL SLSLGKGGSGGGGSLDSBDRMNBHESMLMIM&DNAIETQSES

A 7 D TYL AI LAPK[ IKE LR ELR TERRAE PTAHP ) 4 PRPA F TL

VSGGGGSGGGGSNWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLEL

QVISLESGDASIHDTVENLIIT ANNSLSSNGNVTESGCKECEELEEKNIKEFLQOSFVHIVQ
MFINTSSGGGSGGGGSGGSGGGGSLOTCPPPMSVEHADIWVKSYSLYSRERYICNSGF

KRKAGTSSLTECVLNKATNVAHWTTPSLKCIR
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FIGURE 31F
Preprotein 18K (SEQ ID NO: 83)

Signal peptide 2 + Human IgG4 Fc + GS linker + sPD-1 variant + GS linker X2 + Human IL-
15R alpha sushi + Linker variant 6 + Human IL-15

MDMRVPAQLLGLLLLWLRGARCESKYGPPCPPCPAPEFIL GGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSOEDPEVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVIL. TVLHODW
LNGKEYKCKVSNKGI PSSIEKTISKAKGOPREPQVYTLPPSOQEEMTKNQVSLTCIL VKGF
YPSDIA ESNGOPENNYKTTPPVL.DSDGSFFLYSRLTVDKSRWOEGN HEA
LHNHYTQKSLSLSLGKGGSGGGGSLDSPDRPWNPPTFSPALLVVTEGDNATFETCSF
TSESFYLNWYRMSP TDKLAAFPEDRSOPGODCRFRVTQLPNGRDFHM R
A DSGTYLCSAIVIAPKIOQIKESLRVELRVTERRAEVPTAHPSPSPRPAGOFOTL
VSGGGGSGGGGSCPPPMSVEHADIWVKSYSLYSRERYICNSGFKRKAGTSSLTECVL
NKATNVAHWTTPSLKCIRSGGGSGGGGSGGSGGGGSLONWYVNVISDLKKIEDLIOSMH
IDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASIHDTVENLIILANNSLSSNGNVT
ESGCKECEELEEKNIKEFLOSFVHIVOMFINTS
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FIGURE 32A

DNA sequence encoding preprotein 1 (SEQ ID NO: 84)

CTGCTGTTGTTGCTGCTCAGACCTCCTGCCACCAGAGGCATCACATGCCCTCCACCT
ATGTCCGTGGAACACGCCGACATCTGGGTCAAGTCCTACAGCCTGTACTCCAGA
GAGCGGTACATCTGCAACTCCGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCT
GACCGAGTGCGTGCTGAACAAGGCCACCAATGTGGCCCACTGGACCACACCTA
GCCTGAAGTGCATCAGA ICCGGTIGGTIGGAGGTAGCGGGGGCGGIGGATCAGGAGGA
GGGAGIGGGGGAAGIGGCCAAAATTGGGTCAACGTGATCTCCGACCTGAAGAAGATCG
AGGACCTGATCCAGTCCATGCACATCGACGCTACCCTGTACACCGAGTCCGACGTGCA
CCCTTCCTGTAAAGTGACCGCCATGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCC
CTGGAATCCGGCGACGCCTCTATCCACGACACCGTGGAAAACCTGATCATCCTGGCCA
ACAACTCCCTGTCCTCCAACGGCAACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGG
AACTGGAAGAGAAGAACATCAAAGAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGAT
GTTCATCAACACCTCCGGCGGAAGTGGTGGTGGCGGCTCTGAGTCTAAGTACGGC
CCTCCTTGTCCACCTTGTCCTGCTCCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGT
TTCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCG
TGGTGGTCGATGTGT AAGAGGAT AGGTGCAGTTCAATTGGTACGTGGA

GCGTGGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTTCAACTCCACC
TACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGA
GTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTC
CAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAG
AGGAAATGACCAAGAACCAGGTGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTT
CCGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACA
ACCCCTCCTGTGCTGGACTCCGACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGG
ACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCC
TGCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCTGGGCAAAAGTGGCGGAG
GTGGAAGCGGTGGCGGTGGAAGTITIGGACTCTCCTGACAGACCTTGGAACCCTCC

AACCTTCTCT TCTGCTGGTGGTTA A ACAAT ACCTTCA
TGTTCCTTCAGCAACACCA AGTCCTTTGTGCTGAACTGGTACAGAATGT
TAGCAACCAGA ACAAGCT TTTCCTGAGGACAGATCTCA
A AGGACT TTCAGAGTTA AGCT TAA ACTT
ACATGTCTGTCGT AGAAGAAACGACTCT ACCTACCTGTGCT

TATTGTGCT TAAGATCCAGATCAAAGAGA T TCGAGCT
AGAGTGACAGA TAGAGCTGAAGT A TCAT TCACCTTCT
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FIGURE 32B

DNA sequence encoding preprotein 2 (SEQ ID NO: 85)

CTGCTGTTGTTGCTGCTCAGACCTCCTGCCACCAGAGGCATCACATGCCCTCCACCT
ATGTCCGTGGAACACGCCGACATCTGGGTCAAGTCCTACAGCCTGTACTCCAGA
GAGCGGTACATCTGCAACTCCGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCT
GACCGAGTGCGTGCTGAACAAGGCCACCAATGTGGCCCACTGGACCACACCTA
GCCTGAAGTGCATCAGA ICTGGGGGGGGIGGGTICAGGIGGIGGGAGIGGCGGAGGT
GGATCAGGTGGAITCCGGICAAAATTGGGTCAACGTGATCTCCGACCTGAAGAAGATCG
AGGACCTGATCCAGTCCATGCACATCGACGCTACCCTGTACACCGAGTCCGACGTGCA
CCCTTCCTGTAAAGTGACCGCCATGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCC
CTGGAATCCGGCGACGCCTCTATCCACGACACCGTGGAAAACCTGATCATCCTGGCCA
ACAACTCCCTGTCCTCCAACGGCAACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGG
AACTGGAAGAGAAGAACATCAAAGAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGAT
GTTCATCAACACCTCCGGCGGAAGTGGTGGTGGCGGCTCTGAGTCTAAGTACGGC
CCTCCTTGTCCACCTTGTCCTGCTCCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGT
TTCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCG
TGGTGGTCGATGTGT AAGAGGAT AGGTGCAGTTCAATTGGTACGTGGA

GCGTGGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTTCAACTCCACC
TACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGA
GTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTC
CAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAG
AGGAAATGACCAAGAACCAGGTGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTT
CCGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACA
ACCCCTCCTGTGCTGGACTCCGACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGG
ACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCC
TGCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCTGGGCAAAAGTGGCGGAG
GTGGAAGCGGTGGCGGTGGAAGTITIGGACTCTCCTGACAGACCTTGGAACCCTCC

AACCTTCTCT TCTGCTGGTGGTTA A ACAAT ACCTTCA
TGTTCCTTCAGCAACACCA AGTCCTTTGTGCTGAACTGGTACAGAATGT
TAGCAACCAGA ACAAGCT TTTCCTGAGGACAGATCTCA
A AGGACT TTCAGAGTTA AGCT TAA ACTT
ACATGTCTGTCGT AGAAGAAACGACTCT ACCTACCTGTGCT

TATTGTGCT TAAGATCCAGATCAAAGAGA T TCGAGCT
AGAGTGACAGA TAGAGCTGAAGT A TCAT TCACCTTCT
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FIGURE 32C

DNA sequence encoding preprotein 3 (SEQ ID NO: 86)

CTGCTGTTGTTGCTGCTCAGACCTCCTGCCACCAGAGGCATCACATGCCCTCCACCT
ATGTCCGTGGAACACGCCGACATCTGGGTCAAGTCCTACAGCCTGTACTCCAGA
GAGCGGTACATCTGCAACTCCGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCT
GACCGAGTGCGTGCTGAACAAGGCCACCAATGTGGCCCACTGGACCACACCTA
GCCTGAAGTGCATCAGA ICTIGGCGGAGGAGGAAGIGGCGGTAGCGGAGGTIAGCGGT
GGAGGCGGTAGTIGGCTCACAAAATTGGGTCAACGTGATCTCCGACCTGAAGAAGATCG
AGGACCTGATCCAGTCCATGCACATCGACGCTACCCTGTACACCGAGTCCGACGTGCA
CCCTTCCTGTAAAGTGACCGCCATGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCC
CTGGAATCCGGCGACGCCTCTATCCACGACACCGTGGAAAACCTGATCATCCTGGCCA
ACAACTCCCTGTCCTCCAACGGCAACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGG
AACTGGAAGAGAAGAACATCAAAGAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGAT
GTTCATCAACACCTCCGGCGGAAGTGGTGGTGGCGGCTCTGAGTCTAAGTACGGC
CCTCCTTGTCCACCTTGTCCTGCTCCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGT
TTCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCG
TGGTGGTCGATGTGT AAGAGGAT AGGTGCAGTTCAATTGGTACGTGGA

GCGTGGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTTCAACTCCACC
TACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGA
GTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTC
CAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAG
AGGAAATGACCAAGAACCAGGTGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTT
CCGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACA
ACCCCTCCTGTGCTGGACTCCGACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGG
ACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCC
TGCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCTGGGCAAAAGTGGCGGAG
GTGGAAGCGGTGGCGGTGGAAGTITIGGACTCTCCTGACAGACCTTGGAACCCTCC

AACCTTCTCT TCTGCTGGTGGTTA A ACAAT ACCTTCA
TGTTCCTTCAGCAACACCA AGTCCTTTGTGCTGAACTGGTACAGAATGT
TAGCAACCAGA ACAAGCT TTTCCTGAGGACAGATCTCA
A AGGACT TTCAGAGTTA AGCT TAA ACTT
ACATGTCTGTCGT AGAAGAAACGACTCT ACCTACCTGTGCT

TATTGTGCT TAAGATCCAGATCAAAGAGA T TCGAGCT
AGAGTGACAGA TAGAGCTGAAGT A TCAT TCACCTTCT
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FIGURE 32D

DNA sequence encoding preprotein 7 (SEQ ID NO: 87)

CTGCTGTTGTTGCTGCTCAGACCTCCTGCCACCAGAGGCATCACATGCCCTCCACCT
ATGTCCGTGGAACACGCCGACATCTGGGTCAAGTCCTACAGCCTGTACTCCAGA
GAGCGGTACATCTGCAACTCCGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCT
GACCGAGTGCGTGCTGAACAAGGCCACCAATGTGGCCCACTGGACCACACCTA
GCCTGAAGTGCATCAGA ICCGGTIGGTIGGAGGTAGCGGGGGCGGIGGATCAGGAGGA
GGGAGIGGGGGAAGIGGCCAAAATTGGGTCAACGTGATCTCCGACCTGAAGAAGATCG
AGGACCTGATCCAGTCCATGCACATCGACGCTACCCTGTACACCGAGTCCGACGTGCA
CCCTTCCTGTAAAGTGACCGCCATGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCC
CTGGAATCCGGCGACGCCTCTATCCACGACACCGTGGAAAACCTGATCATCCTGGCCA
ACAACTCCCTGTCCTCCAACGGCAACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGG
AACTGGAAGAGAAGAACATCAAAGAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGAT
GTTCATCAACACCTCCGGCGGAAGTGGTGGTGGCGGCTCTGAGTCTAAGTACGGC
CCTCCTTGTCCACCTTGTCCTGCTCCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGT
TTCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCG
TGGTGGTCGATGTGT AAGAGGAT AGGTGCAGTTCAATTGGTACGTGGA

GCGTGGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTTCAACTCCACC
TACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGA
GTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTC
CAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAG
AGGAAATGACCAAGAACCAGGTGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTT
CCGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACA
ACCCCTCCTGTGCTGGACTCCGACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGG
ACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCC
TGCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCTGGGCAAAAGTGGCGGAG
GTGGAAGCGGTGGCGGTGGTTCAGGTGGCGGCGGTAGTITGGACTCTCCTGACAGA

TTGGAA TCCAACCTTCTCT TCTGCTGGTGGTTA A A
AAT ACCTTCACCTGTTCCTTCAGCAACACCA AGTCCTTTGTGCTGAA
TGGTACAGAATGT TAGCAACCAGA ACAAGCT TTTCCTGA

ACAGATCTCA A AGGACT TTCAGAGTTA AGCT TAA
ACTTCCACATGTCTGTCGT AGAAGAAACGACTCT A

TACCTGTGCT TATTGTGCT TAAGATCCAGATCAAAGAGA

T TCGAGCTGAGAGTGACAGA TAGAGCTGAAGT A TCAT
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FIGURE 32E

DNA sequence encoding preprotein 8 (SEQ ID NO: 88)

CTGCTGTTGTTGCTGCTCAGACCTCCTGCCACCAGAGGCATCACATGCCCTCCACCT
ATGTCCGTGGAACACGCCGACATCTGGGTCAAGTCCTACAGCCTGTACTCCAGA
GAGCGGTACATCTGCAACTCCGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCT
GACCGAGTGCGTGCTGAACAAGGCCACCAATGTGGCCCACTGGACCACACCTA
GCCTGAAGTGCATCAGA ICTGGGGGGGGIGGGTICAGGIGGIGGGAGIGGCGGAGGT
GGATCAGGTGGAITCCGGICAAAATTGGGTCAACGTGATCTCCGACCTGAAGAAGATCG
AGGACCTGATCCAGTCCATGCACATCGACGCTACCCTGTACACCGAGTCCGACGTGCA
CCCTTCCTGTAAAGTGACCGCCATGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCC
CTGGAATCCGGCGACGCCTCTATCCACGACACCGTGGAAAACCTGATCATCCTGGCCA
ACAACTCCCTGTCCTCCAACGGCAACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGG
AACTGGAAGAGAAGAACATCAAAGAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGAT
GTTCATCAACACCTCCGGCGGAAGTGGTGGTGGCGGCTCTGAGTCTAAGTACGGC
CCTCCTTGTCCACCTTGTCCTGCTCCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGT
TTCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCG
TGGTGGTCGATGTGT AAGAGGAT AGGTGCAGTTCAATTGGTACGTGGA

GCGTGGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTTCAACTCCACC
TACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGA
GTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTC
CAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAG
AGGAAATGACCAAGAACCAGGTGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTT
CCGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACA
ACCCCTCCTGTGCTGGACTCCGACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGG
ACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCC
TGCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCTGGGCAAAAGTGGCGGAG
GTGGAAGCGGTGGCGGTGGTTCAGGTGGCGGCGGTAGTITGGACTCTCCTGACAGA

TTGGAA TCCAACCTTCTCT TCTGCTGGTGGTTA A A
AAT ACCTTCACCTGTTCCTTCAGCAACACCA AGTCCTTTGTGCTGAA
TGGTACAGAATGT TAGCAACCAGA ACAAGCT TTTCCTGA

ACAGATCTCA A AGGACT TTCAGAGTTA AGCT TAA
ACTTCCACATGTCTGTCGT AGAAGAAACGACTCT A

TACCTGTGCT TATTGTGCT TAAGATCCAGATCAAAGAGA

T TCGAGCTGAGAGTGACAGA TAGAGCTGAAGT A TCAT
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FIGURE 32F

DNA sequence encoding preprotein 9 (SEQ ID NO: 89)

CTGCTGTTGTTGCTGCTCAGACCTCCTGCCACCAGAGGCATCACATGCCCTCCACCT
ATGTCCGTGGAACACGCCGACATCTGGGTCAAGTCCTACAGCCTGTACTCCAGA
GAGCGGTACATCTGCAACTCCGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCT
GACCGAGTGCGTGCTGAACAAGGCCACCAATGTGGCCCACTGGACCACACCTA
GCCTGAAGTGCATCAGA ICTIGGCGGAGGAGGAAGIGGCGGTAGCGGAGGTIAGCGGT
GGAGGCGGTAGTIGGCTCACAAAATTGGGTCAACGTGATCTCCGACCTGAAGAAGATCG
AGGACCTGATCCAGTCCATGCACATCGACGCTACCCTGTACACCGAGTCCGACGTGCA
CCCTTCCTGTAAAGTGACCGCCATGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCC
CTGGAATCCGGCGACGCCTCTATCCACGACACCGTGGAAAACCTGATCATCCTGGCCA
ACAACTCCCTGTCCTCCAACGGCAACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGG
AACTGGAAGAGAAGAACATCAAAGAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGAT
GTTCATCAACACCTCCGGCGGAAGTGGTGGTGGCGGCTCTGAGTCTAAGTACGGC
CCTCCTTGTCCACCTTGTCCTGCTCCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGT
TTCCTCCAAAGCCTAAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCG
TGGTGGTCGATGTGT AAGAGGAT AGGTGCAGTTCAATTGGTACGTGGA

GCGTGGAAGTGCACAACGCCAAGACCAAGCCTAGAGAGGAACAGTTCAACTCCACC
TACAGAGTGGTGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGA
GTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTC
CAAGGCCAAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAG
AGGAAATGACCAAGAACCAGGTGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTT
CCGATATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACA
ACCCCTCCTGTGCTGGACTCCGACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGG
ACAAGTCCAGATGGCAAGAGGGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCC
TGCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCTGGGCAAAAGTGGCGGAG
GTGGAAGCGGTGGCGGTGGTTCAGGTGGCGGCGGTAGTITGGACTCTCCTGACAGA

TTGGAA TCCAACCTTCTCT TCTGCTGGTGGTTA A A
AAT ACCTTCACCTGTTCCTTCAGCAACACCA AGTCCTTTGTGCTGAA
TGGTACAGAATGT TAGCAACCAGA ACAAGCT TTTCCTGA

ACAGATCTCA A AGGACT TTCAGAGTTA AGCT TAA
ACTTCCACATGTCTGTCGT AGAAGAAACGACTCT A

TACCTGTGCT TATTGTGCT TAAGATCCAGATCAAAGAGA

T TCGAGCTGAGAGTGACAGA TAGAGCTGAAGT A TCAT
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FIGURE 32G

DNA sequence encoding preprotein 13 (SEQ ID NO: 90)

AGAGGCGCCAGATGCATCACCTGTCCTCCACCTATGTCCGTGGAACACGCCGAC
ATCTGGGTCAAGTCCTACAGCCTGTACTCCAGAGAGCGGTACATCTGCAACTCC
GGCTTCAAGAGAAAGGCCGGCACCTCTAGCCTGACCGAGTGCGTGCTGAACAA
GGCCACCAATGTGGCCCACTGGACCACACCTAGCCTGAAGTGCATCAGATCCGG
1GGIGGAGGTAGCGGGGGCGGTGGATCAGGAGGAGGGAGIGGGGGAAGTGGCCAAAAT
TGGGTCAACGTGATCTCCGACCTGAAGAAGATCGAGGACCTGATCCAGTCCATGCACA
TCGACGCTACCCTGTACACCGAGTCCGACGTGCACCCTTCCTGTAAAGTGACCGCCAT
GAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCCCTGGAATCCGGCGACGCCTCTATC
CACGACACCGTGGAAAACCTGATCATCCTGGCCAACAACTCCCTGTCCAGCAACGGCA
ACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGGAACTGGAAGAGAAGAACATCAAAG
AGTTCCTCCAGTCCTTCGTGCACATCGTGCAGATGTTCATCAACACCTCCGGCGGATC
TGGTGGCGGTGGATCCGAGTCTAAGTACGGCCCTCCTTGTCCTCCATGTCCTGCTCC
AGAGTTTCTCGGCGGACCCTCCGTGTTCCTGTTTCCTCCAAAGCCTAAGGACACCCT
GATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTCGATGTGTCCCAAGAGGA
T AGGTGCAGTTCAATTGGTACGTGGA TGGAAGTGCACAA AAGA
CCAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGACCG
TGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCCAACAAG
GGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAGGGA
ACCCCAGGTTTACACCCTGCCTCCAAGCCAAGAGGAAATGACCAAGAACCAGGTGT
CCCTGACCTGCCTGGTCAAGGGCTTCTACCCTTCCGATATCGCCGTGGAATGGGAGAG
CAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCGACGG
CTCCTTCTTTCTGTACTCCCGCCTGACCGTGGACAAGTCCAGATGGCAAGAGGGCAA
CGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTC
CCTGTCTCTGTCCCTGGGCAAATCTGGCGGAGGTGGAAGTGGCGGTGGCGGATCTIT
GGACTCTCCTGACAGACCTTGGAACCCTCCAACCTTCTCTCCCGCTCTGCTGGT

TTA A ACAAT ACCTTCACCTGTTCCTTCAGCAACACCA A
TCCTTTGTGCTGAACTGGTACAGAATGT TAGCAACCAGA ACAAGCT
TTTCCTGAGGACAGATCTCA A AGGACT TTCAGA
TTA AGCT TAA ACTTCCACATGTCTGTCGT AGA
AGAAACGACTCT ACCTACCTGTGCT TATTGTGCT TAAGAT
AGATCAAAGAGA T TCGAGCTGAGAGTGACAGA TAGAGCTGA
T A TCATCCTTCACCTTCTCCAAGACCT AGTTTCAGA
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FIGURE 32H

DNA sequence encoding preprotein 14 (SEQ ID NO: 91)

AGAGGCGCCAGATGCATCACCTGTCCTCCACCTATGTCCGTGGAACACGCCGAC
ATCTGGGTCAAGTCCTACAGCCTGTACTCCAGAGAGCGGTACATCTGCAACTCC
GGCTTCAAGAGAAAGGCCGGCACCTCTAGCCTGACCGAGTGCGTGCTGAACAA
GGCCACCAATGTGGCCCACTGGACCACACCTAGCCTGAAGTGCATCAGATCIGG
GGGGGGIGGGTCAGGTGGIGGGAGIGGCGGAGGIGGATCAGGTGGATCCGGTCAAAAT
TGGGTCAACGTGATCTCCGACCTGAAGAAGATCGAGGACCTGATCCAGTCCATGCACA
TCGACGCTACCCTGTACACCGAGTCCGACGTGCACCCTTCCTGTAAAGTGACCGCCAT
GAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCCCTGGAATCCGGCGACGCCTCTATC
CACGACACCGTGGAAAACCTGATCATCCTGGCCAACAACTCCCTGTCCAGCAACGGCA
ACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGGAACTGGAAGAGAAGAACATCAAAG
AGTTCCTCCAGTCCTTCGTGCACATCGTGCAGATGTTCATCAACACCTCCGGCGGATC
TGGTGGCGGTGGATCCGAGTCTAAGTACGGCCCTCCTTGTCCTCCATGTCCTGCTCC
AGAGTTTCTCGGCGGACCCTCCGTGTTCCTGTTTCCTCCAAAGCCTAAGGACACCCT
GATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTCGATGTGTCCCAAGAGGA
T AGGTGCAGTTCAATTGGTACGTGGA TGGAAGTGCACAA AAGA
CCAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGACCG
TGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCCAACAAG
GGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAGGGA
ACCCCAGGTTTACACCCTGCCTCCAAGCCAAGAGGAAATGACCAAGAACCAGGTGT
CCCTGACCTGCCTGGTCAAGGGCTTCTACCCTTCCGATATCGCCGTGGAATGGGAGAG
CAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCGACGG
CTCCTTCTTTCTGTACTCCCGCCTGACCGTGGACAAGTCCAGATGGCAAGAGGGCAA
CGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTC
CCTGTCTCTGTCCCTGGGCAAATCTGGCGGAGGTGGAAGTGGCGGTGGCGGATCTIT
GGACTCTCCTGACAGACCTTGGAACCCTCCAACCTTCTCTCCCGCTCTGCTGGT

TTA A ACAAT ACCTTCACCTGTTCCTTCAGCAACACCA A
TCCTTTGTGCTGAACTGGTACAGAATGT TAGCAACCAGA ACAAGCT
TTTCCTGAGGACAGATCTCA A AGGACT TTCAGA
TTA AGCT TAA ACTTCCACATGTCTGTCGT AGA
AGAAACGACTCT ACCTACCTGTGCT TATTGTGCT TAAGAT
AGATCAAAGAGA T TCGAGCTGAGAGTGACAGA TAGAGCTGA
T A TCATCCTTCACCTTCTCCAAGACCT AGTTTCAGA
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FIGURE 321

DNA sequence encoding preprotein 15 (SEQ ID NO: 92)

AGAGGCGCCAGATGCATCACCTGTCCTCCACCTATGTCCGTGGAACACGCCGAC
ATCTGGGTCAAGTCCTACAGCCTGTACTCCAGAGAGCGGTACATCTGCAACTCC
GGCTTCAAGAGAAAGGCCGGCACCTCTAGCCTGACCGAGTGCGTGCTGAACAA
GGCCACCAATGTGGCCCACTGGACCACACCTAGCCTGAAGTGCATCAGATCIGG
CGGAGGAGGAAGIGGCGGTAGCGGAGGIAGCGGTGGAGGCGGTAGIGGCTCACAAAAT
TGGGTCAACGTGATCTCCGACCTGAAGAAGATCGAGGACCTGATCCAGTCCATGCACA
TCGACGCTACCCTGTACACCGAGTCCGACGTGCACCCTTCCTGTAAAGTGACCGCCAT
GAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCCCTGGAATCCGGCGACGCCTCTATC
CACGACACCGTGGAAAACCTGATCATCCTGGCCAACAACTCCCTGTCCAGCAACGGCA
ACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGGAACTGGAAGAGAAGAACATCAAAG
AGTTCCTCCAGTCCTTCGTGCACATCGTGCAGATGTTCATCAACACCTCCGGCGGATC
TGGTGGCGGTGGATCCGAGTCTAAGTACGGCCCTCCTTGTCCTCCATGTCCTGCTCC
AGAGTTTCTCGGCGGACCCTCCGTGTTCCTGTTTCCTCCAAAGCCTAAGGACACCCT
GATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTCGATGTGTCCCAAGAGGA
T AGGTGCAGTTCAATTGGTACGTGGA TGGAAGTGCACAA AAGA
CCAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGACCG
TGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCCAACAAG
GGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAGGGA
ACCCCAGGTTTACACCCTGCCTCCAAGCCAAGAGGAAATGACCAAGAACCAGGTGT
CCCTGACCTGCCTGGTCAAGGGCTTCTACCCTTCCGATATCGCCGTGGAATGGGAGAG
CAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCGACGG
CTCCTTCTTTCTGTACTCCCGCCTGACCGTGGACAAGTCCAGATGGCAAGAGGGCAA
CGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTC
CCTGTCTCTGTCCCTGGGCAAATCTGGCGGAGGTGGAAGTGGCGGTGGCGGATCTIT
GGACTCTCCTGACAGACCTTGGAACCCTCCAACCTTCTCTCCCGCTCTGCTGGT

TTA A ACAAT ACCTTCACCTGTTCCTTCAGCAACACCA A
TCCTTTGTGCTGAACTGGTACAGAATGT TAGCAACCAGA ACAAGCT
TTTCCTGAGGACAGATCTCA A AGGACT TTCAGA
TTA AGCT TAA ACTTCCACATGTCTGTCGT AGA
AGAAACGACTCT ACCTACCTGTGCT TATTGTGCT TAAGAT
AGATCAAAGAGA T TCGAGCTGAGAGTGACAGA TAGAGCTGA
T A TCATCCTTCACCTTCTCCAAGACCT AGTTTCAGA
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FIGURE 32J

DNA sequence encoding preprotein 19 (SEQ ID NO: 93)

AGAGGCGCCAGATGCATCACCTGTCCTCCACCTATGTCCGTGGAACACGCCGAC
ATCTGGGTCAAGTCCTACAGCCTGTACTCCAGAGAGCGGTACATCTGCAACTCC
GGCTTCAAGAGAAAGGCCGGCACCTCTAGCCTGACCGAGTGCGTGCTGAACAA
GGCCACCAATGTGGCCCACTGGACCACACCTAGCCTGAAGTGCATCAGATCCGG
1GGIGGAGGTAGCGGGGGCGGTGGATCAGGAGGAGGGAGIGGGGGAAGTGGCCAAAAT
TGGGTCAACGTGATCTCCGACCTGAAGAAGATCGAGGACCTGATCCAGTCCATGCACA
TCGACGCTACCCTGTACACCGAGTCCGACGTGCACCCTTCCTGTAAAGTGACCGCCAT
GAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCCCTGGAATCCGGCGACGCCTCTATC
CACGACACCGTGGAAAACCTGATCATCCTGGCCAACAACTCCCTGTCCAGCAACGGCA
ACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGGAACTGGAAGAGAAGAACATCAAAG
AGTTCCTCCAGTCCTTCGTGCACATCGTGCAGATGTTCATCAACACCTCCGGCGGATC
TGGTGGCGGTGGATCCGAGTCTAAGTACGGCCCTCCTTGTCCTCCATGTCCTGCTCC
AGAGTTTCTCGGCGGACCCTCCGTGTTCCTGTTTCCTCCAAAGCCTAAGGACACCCT
GATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTCGATGTGTCCCAAGAGGA
T AGGTGCAGTTCAATTGGTACGTGGA TGGAAGTGCACAA AAGA
CCAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGACCG
TGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCCAACAAG
GGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAGGGA
ACCCCAGGTTTACACCCTGCCTCCAAGCCAAGAGGAAATGACCAAGAACCAGGTGT
CCCTGACCTGCCTGGTCAAGGGCTTCTACCCTTCCGATATCGCCGTGGAATGGGAGAG
CAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCCGACGG
CTCCTTCTTTCTGTACTCCCGCCTGACCGTGGACAAGTCCAGATGGCAAGAGGGCAA
CGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTC
CCTGTCTCTGTCCCTGGGCAAATCTGGCGGAGGTGGAAGTGGCGGAGGCGGTTCAGG
TGGTGGTGGTTCTCTIGGACTCTCCCGACAGACCTTGGAACCCTCCAACCTTCTCT

TCTGCTGGTGGTTA A ACAAT ACCTTCACCTGTTCCTT
AGCAACACCA AGTCCTTTGTGCTGAACTGGTACAGAATGT TAGCAA
AGA ACAAGCT TTTCCTGAGGACAGATCTCA A AGGA
T TTCAGAGTTA AGCT TAA ACTTCCACATGTCTGT
T AGAAGAAACGACTCT ACCTACCTGTGCT TATTGTGCT

TAAGATCCAGATCAAAGAGA T TCGAGCTGAGAGTGACA
A TAGAGCTGAGGT A TCATCCTTCACCTTCTCCAAGACCT
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FIGURE 32K

DNA sequence encoding preprotein 20 (SEQ ID NO: 94)

AGAGGCGCCAGATGCATCACCTGTCCTCCACCTATGTCCGTGGAACACGCCGAC
ATCTGGGTCAAGTCCTACAGCCTGTACTCCAGAGAGCGGTACATCTGCAACTC
CGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCTGACCGAGTGCGTGCTGAACA
AGGCCACCAATGTGGCCCACTGGACCACACCTAGCCTGAAGTGCATCAGATCTG
GGGGGGGIGGGICAGGIGGTGGGAGTIGGCGGAGGTGGATCAGGTGGATCCGGICAAAA
TTGGGTCAACGTGATCTCCGACCTGAAGAAGATCGAGGACCTGATCCAGTCCATGCAC
ATCGACGCTACCCTGTACACCGAGTCCGACGTGCACCCTTCCTGTAAAGTGACCGCCA
TGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCCCTGGAATCCGGCGACGCCTCTAT
CCACGACACCGTGGAAAACCTGATCATCCTGGCCAACAACTCCCTGTCCAGCAACGGC
AACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGGAACTGGAAGAGAAGAACATCAAA
GAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGATGTTCATCAACACCTCCGGCGGAT
CTGGTGGCGGTGGATCCGAGTCTAAGTACGGCCCTCCTTGTCCTCCATGTCCTGCT
CCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGTTTCCTCCAAAGCCTAAGGACACC
CTGATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTCGATGTGTCCCAAGAG
GATCCCGAGGTGCAGTTCAATTGGTACGTGGACGGCGTGGAAGTGCACAACGCCAA
GACCAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGA
CCGTGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCCAAC
AAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAG
AA AGGTTTACA! T TCCAA AAGAGGAAATGACCAAGAACCA

TGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTTCCGATATCGCCGTGGAATGGG
AGAGCAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCC
GACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGGACAAGTCCAGATGGCAAGAG
GGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAATCACTACACCCAG
AAGTCCCTGTCTCTGTCCCTGGGCAAATCTGGCGGAGGTIGGAAGTIGGCGGAGGCGGIT
CAGGIGGTGGTGGTTCTCTGGACTCTCCCGACAGACCTTGGAACCCTCCAACCTT

TCT TCTGCTGGTGGTTA A ACAAT ACCTTCACCTGTT
TTCAGCAACACCA AGTCCTTTGTGCTGAACTGGTACAGAATGT TA
AACCAGA ACAAGCT TTTCCTGAGGACAGATCTCA A

AGGACT TTCAGAGTTA AGCT TAA ACTTCCACAT
TCTGTCGTGCGGGCCAGAAGAAACGACTCTGGCACCTACCTGTGCTCCGCTAT

TGTGCT TAAGATCCAGATCAAAGAGA T TCGAGCTGAGA

A A A

CCTGCCGGCCAGTTTCAGACCCTCGTGTGAT
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FIGURE 32L

DNA sequence encoding preprotein 21 (SEQ ID NO: 95)

AGAGGCGCCAGATGCATCACCTGTCCTCCACCTATGTCCGTGGAACACGCCGAC
ATCTGGGTCAAGTCCTACAGCCTGTACTCCAGAGAGCGGTACATCTGCAACTC
CGGCTTCAAGAGAAAGGCCGGCACCTCTAGCCTGACCGAGTGCGTGCTGAACA
AGGCCACCAATGTGGCCCACTGGACCACACCTAGCCTGAAGTGCATCAGATICTG
GCGGAGGAGGAAGTGGCGGIAGCGGAGGITAGCGGIGGAGGCGGIAGTGGCTCACAAAA
TTGGGTCAACGTGATCTCCGACCTGAAGAAGATCGAGGACCTGATCCAGTCCATGCAC
ATCGACGCTACCCTGTACACCGAGTCCGACGTGCACCCTTCCTGTAAAGTGACCGCCA
TGAAGTGCTTTCTGCTGGAACTGCAAGTGATCTCCCTGGAATCCGGCGACGCCTCTAT
CCACGACACCGTGGAAAACCTGATCATCCTGGCCAACAACTCCCTGTCCAGCAACGGC
AACGTGACCGAGTCTGGCTGCAAAGAGTGCGAGGAACTGGAAGAGAAGAACATCAAA
GAGTTCCTCCAGTCCTTCGTGCACATCGTGCAGATGTTCATCAACACCTCCGGCGGAT
CTGGTGGCGGTGGATCCGAGTCTAAGTACGGCCCTCCTTGTCCTCCATGTCCTGCT
CCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGTTTCCTCCAAAGCCTAAGGACACC
CTGATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTCGATGTGTCCCAAGAG
AT AGGTGCAGTTCAATTGGTACGTGGA TGGAAGTGCACAA AA
GACCAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGGTGTCCGTGCTGA
CCGTGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGTGCAAGGTGTCCAAC
AAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCCAAGGGCCAGCCTAG
GGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAGAGGAAATGACCAAGAACCAGG
TGTCCCTGACCTGCCTGGTCAAGGGCTTCTACCCTTCCGATATCGCCGTGGAATGGG
AGAGCAATGGCCAGCCTGAGAACAACTACAAGACAACCCCTCCTGTGCTGGACTCC
GACGGCTCCTTCTTTCTGTACTCCCGCCTGACCGTGGACAAGTCCAGATGGCAAGAG
GGCAACGTGTTCTCCTGCTCCGTGATGCACGAGGCCCTGCACAATCACTACACCCAG
AAGTCCCTGTCTCTGTCCCTGGGCAAATCTGGCGGAGGTGGAAGIGGCGGAGGCGGIT
CAGGIGGTGGTGGTTCTCTGGACTCTCCCGACAGACCTTGGAACCCTCCAACCTT

TCT TCTGCTGGTGGTTA A ACAAT ACCTTCACCTGTT
TTCAGCAACACCA AGTCCTTTGTGCTGAACTGGTACAGAATGT TA
AACCAGA ACAAGCT TTTCCTGAGGACAGATCTCA A
AGGACT TTCAGAGTTA AGCT TAA ACTTCCACAT
TCTGTCGT AGAAGAAACGACTCT ACCTACCTGTGCT TAT
TGTGCT TAAGATCCAGATCAAAGAGA T TCGAGCTGAGA
TGACAGA TAGAGCTGAGGT A TCATCCTTCACCTTCTCCAAGA
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FIGURE 33
Wild Type ECD of Human PD-1 (SEQ ID NO:96)
PGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSPSNQTDKL
AAFPEDRSQPGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESL
RAELRVTERRAEVPTAHPSPSPRPAGQFQTLV

FIGURE 34

Exemplary AB002; sPD-1 variant/Il-15 bispecific (SEQ ID NO: 97)

Signal peptide 2 + Human IL-15R alpha sushi + Linker + Human IL-15 + GS linker + Human
1gG4 Fc + G linker X2 + sPD-1 variant

MDMRVPAQLLGLLLLWLRGARCITCPPPMSVEHADIWVKSYSLYSRERYICNSGFKR
KAGTSSLTECVLNKATNVAHWTTPSLKCIRSGGSGGGGSGGGSGGGGSLONWYNVIS
DLKKIEDLIOSMHIDATLYTESDVHPSCKVTAMKCFLLELOVISLESGDASIHDTVENLII

LANNSLSSNGNVTESGCKECEELEEKNIKEFLOSFVHIVOMFINTSGGSGGGGSESKYG
PPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVE

VYHNAKTKPREEQFNSTYRVVSVIL TVIHODWINGKEYKCKVSNKGI PSSIEKTISKAKG
QPREPQVYTILPPSQEEMTKNQVSLTCL VKGFYPSDIAVEWESNGOQPENNYKTTPPVLDS

DGSFFLYSRLTVDKSRWOQEGNVFESCSYVMHEAILHNHYTOQKSI SLSLGKSGGGGSGGGGS
LDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSESFVLNWYRMSP TDKLAA
FPEDRSQPGODCRFRVTQLPNGRDFHM RA DSGTYLCSAIVLAPKIOIKESL

RVELRVTERRAEVPTAHPSPSPRPAGOFOTLYV




