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Gag_AFllOSGébBW_mod (SEQ ID NO: 63)

ATGGGCGCCCGCGCCAGCATCCTGCGCGGCGGCAAGCTGGACGCCTGGGAGCGCATCLCGLCC
TGCGCCCCGGCGGCAACAAGTCCTACATGATGAAGCACCTGGTGTGGGCCAGCCGCGAGCT
GGAGAAGTTCGCCCTGAACCCCGGCCTGCTGGAGACCAGCGAGGGCTGCAAGCAGATCATC
CGCCAGCTGCACCCCGCCCTGCAGACCGGCAGCGAGGAGCTGAAGAGCCTGTTCAACACCG
TGGCCACCCTGTACTGCGTGCACGAGAAGATCGAGGTCCGCGACACCAAGGAGGCCCTGGA

CAAGATCGAGGAGGAGCAGAACAAGTGCCAGCAGAAGATCCAGCAGGCCGAGGCCGCCGAC

. AAGGGCAAGGTGAGCCAGAACTACCCCATCGTGCAGAACCTGCAGGGCCAGATGGTGCACC

AGGCCATCAGCCCCCGCACCCTGAACGCCTGGGTGAAGGTGATCCAGGAGAAGGCCTTCAG
CCCCGAGGTGATCCCCATGT&CACCGCCCTGAGCGAGGGCGCCACCCCCCAGGACCTGAAC
ACGATGTTGAACACCGTGGGCGGCCACCAGGCCGCCATGCAGATGCTGAAGCGACACCATCA
ACGAGGAGGCCGCCGAGTGGGACCGCGTGCACCCCGTGCACGCCGGCCCCATCGCCCCCGa
CCAGATGCGCGAGCCCCGCGGCAGCGACATCGCCGGCACCACCAGCACCCTCCAGGAGCAG
ATCGCCTGGATGACCAGCAACCCCCCCATCCCCGTGGGCGACATCTACAAGCGGTGGATCA
TCCTGGGCCTGAACAAGATCGTGCGGATGTACAGCCCCGTGAGCATCCTGCGACATCAAGCA
GGGCCCCAAGGAGCCCTTCCGCGACTACGTCCGACCGCTTCTTCAAGACCCTGCGCGCCGAG
CAGAGCACCCAGGAGGTGAAGAACTGGATGACCCGACACCCTGCTGGTGCAGAACGCCAACC
CCGACTGCREAGACCATCCTGCGCGCTCTCGGCCCCGGCGCCAGCCTGGAGGAGATGATGAC
CGCCTGCCAGGGCGTGGGCGGCCCCAGCCACAAGGCCCGCGETGCTGGCCGAGGCGATGAGL
CAGGCCAACACCAGCGTGATGATGCAGAAGAGCAACTTCRAAGGGCCCCCGGCGCATCGTCA
AGTGCTTCAACTCCGGCAAGGAGGGCCACATCGCCCGCAACTGCCGCGCCCCCCGCAAGAA
GGGCTGCTGGAAGTGCGGCAAGGAGGGCCACCAGATGAAGGACTGCACCGAGCGCCAGGCC
AACTTCCTGGGCAAGATCTGGCCCAGCQACAAGGGCCGCCCCGGCAACTTCCTGCAGAGCC
GCCCCGAGCCCACCGCCCCCCéCGCCGAGAGCTTCCGCTTCGAGGAGACCACCCCCGGCCA
GAAGCAGGAGAGCAAGGACCGCGAGACCCTGACCAGCCTGAAGAGCCTGTTCGGCAACGAC

CCCCTGAGCCAGTAA

FIG. 1
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Gag AF110967 BW mod (SEQ ID NO: 64)
ATGGGCGCCCGCGCCAGCATCCTGCGCGGCGAGAAGCTGGACAAGTGGGAGAAGATCCGCC
TGCGCCCCGGCGGCAAGAAGCACTACATGCTEGAAGCACCTGGTGTGGGCCAGCCGCGAGCT
GGAGGGCTTCGCCCTGAACCCCGGCCTGCTGGAGACCGCCGAGGGCTGCARGCAGATCATE
ARGCAGCTGCAGCCCGCCCTGCAGACCGGCACCGAGGAGCTGCGCAGCCTGTACRACACCG
TGGCCACCCTGTACTGCETGCACGCCGECATCGAGG TCCGCGACACCAAGGAGGCCCTGEA
CAAGATCGAGCAGGAGCAGAACAAGTCCCAGCAGAAGACCCAGCAGGCCAAGGAGGCCGAC
GGCAAGGTGAGCCAGAACTAcCCCATCGTGCAGAACCTGCAGGGCCAGATGGTGCACCAGG
CCATCAGCCCCCGCACCCTGRAACGCCTEGGTGARGGTEATCGAGGAGAAGGCCTTCACCCC
CGAGGTGATCCCCATGTTCACCGCCCTGAGCGREGGCGCCACCCCCCAGGACCTGARCACG -
ATGTTGAACACCGTEGGCGGCCACCAGGCCGCCLTCCAGATGCTGAAGGACACCATCAACG
AGGAGGCCGCCGAGTEGGACCECCTGCACCCCETACAGGCCGECCCCGTGECCCCCGGCTA
GATGCGCGACCCCCGCGGCAGCGACATCGCCGGCGCCACCACCACCCTGTAGGAGCAGATE
GCCTGGATGACCAGCAACCCCCCCETGCCCGTGGECEACATCTACAAGCGGTGGATCATCC
TGGGCCTGRACAAGATCGTGCGGATGTACAGCCCCGTGAGCATCCTGGACATCCGCCAGGS
CCCCAAGGAGCCCTTCCECGACTACGTCGACCGCTTCTTCARGACCCTGCECGCCGAGCRAG
GCCACCCAGGACGTGARGARCTGCATGACCGAGACCCTGCTGGTGCAGARCGCCAACCCCG
ACTGCAAGACCATCCTGCGCGCTCTCGGCCCCGGCGCCACCCTGGAGGAGATCATGACCGE
CTGCCAGGECGETGGECGGCCCCGGCCACAAGGCCCGCGTGCTGGCCGAGGCGATGAGCCAG
GCCAACAGCGTGAACATCATGATGCAGAAGAGCAACT TCAAGGGCCCCCGGCGCAACGTCA
| AGTGCTTCAACTGCGGCRAGGAGGGCCACATCGCCARGARCTGCCGCGCCCCCCGCAAGAA
GGGCTGCTGGAAGTGCGGCAAGGAGEGCCACCAGATGAAGGACTGCACCGAGCGCCAGGCT -
AACTTCCTGGGCRAGATCTGECCCAGCCACAAGEGCCGCCCCGECARCTTCCTGCAGRACC
GCAGCEAGCCCGCCGCCCCCACCGTGCCCACCGCCCCCCCCECCGRAGAGCTTCCGCTTCGA
GGAGACCACCCCCGCCCCCARGCAGGAGCCCARGGACCGCGAGCCCTACCGCGAGCCCCTG

ACCGCCCTGCGCAGCCTGTTCGGCAGCGGCCCCCTGAGCCAGTAA

FIG. 2
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Env_AF110968_C_BW_opt (SEQ ID NO 65)

— —> signal peptide {1-81)
ATGCGCGTGATGGGCATCCTCAAGAACTACCAGCAGTGETGGATGTGGGGCATCCTGGGCTTCTGGATGCTGATCA

\ /—=> gpl20/140/160 (82)
TCAGCAGCGTGGTGGGCARCCTETGGGTGACCGTGTACTACGGCGTGCCCGTGTGGAAGGAGGCCARGACCACCCT
GTTCTGCACCAGCGACGCCAAGGCCTACGAGACCGAGGTGCACAACGTGTGGGCCACCCACGCCTGCGTGCCCACC
GACCCCAACCCCCAGGAGRTCGTGCTGGAGAACGTGACCGAGAACTTCAACATGTGGAAGAACGACATGGTGGACC
AGATGCACGAGGACATCATCAGCCTGTGGGACCAGAGCCTGAAGCCCTGCGTGAAGCTGACCCCCCTGTGCGTGAC
CCTGAAGTGCCGCAACGTGRACGCCACCARCAACATCAACAGCATGATCGACARCAGCAACRAGGGCGAGATGAAG
AACTGCAGCTTCAACGTGACCACCGAGCTGCGCGACCGCAAGCAGGAGGTGCACGCCCTGTTCTACCGCCTGGRCG
TGGTGCCCCTGCAGGGCAACAACAGCAACGAGTACCGCCTGATCAACTGCAACACCAGCGCCATCACCCAGGCCTG
CCCCARGGTGAGCTTCGACCCCATCCCCATCCACTACTGCACCCCCGCCGGCTACGCCATCCTGRAGTGCARCAAC
CAGACCTTCAACGGCACCGGCCCCTGCAACAACGTGAGCAGCGTGCAGTGCGCCCACGGCATCAAGCCCGTGGTGA
GCACCCAGCTGCTGCTGAACGGCAGCCTGGCCAAGGGCGAGATCATCATCCGCAGCGAGAACCTGGCCARCARCGC
CAAGATCATCATCGTGCAGCTGAACAAGCCCGTGARGATCGTGTGCGTGCGCCCCAACAACAACACCCGCARGRGC
GTGCGCATCGGCCCCGGCCAGACCTTCTACGCCACCGGCGAGATCATCGGCGACATCCGCCAGGCCTACTGCATCA
TCAACARAGACCGAGTGGAARCAGCECCCTGCAGGGCGTGAGCAAGAAGCTGGAGGAGCACTTCAGCAAGAAGGCCAT
CRAGTTCGAGCCCAGCAGCGGCGGCGACCTGGAGATCACCACCCACAGCTTCARCTGCCGCGGCGAGTTCTTCTAC
TGCGACACCAGCCAGCTGTTCARCAGCACCTACAGCCCCAGCTTCAACGGCACCGAGAACAAGCTGARCGGCACCA
TCACCATCACCTGCCGCATCAAGCAGATCATCARCATGTGGCAGAARGGTGGGCCGCGCCATGTACGCCCCCCCCAT
CGCCGGCAACCTGACCTGCGAGAGCARCATCACCGGCCTGCTGCTGACCCGCGACGGCGGCARGACCGGCCCCAALC
GACACCGAGATCTTCCGCCCCGGCGGCGGCGACATGCGCGACARCTGGCGCARCGAGCTGTACAAGTACAAGGTGS
gp120 (1512)\ /->(1513) gpsl
TGGAGATCAAGCCCCTGGGCGTGGCCCCCACCGAGGCCAAGCGCCGCGTGGTGGAGCGCGAGAAGCGCGCCGTGGG
CATCGGCGCCGTGTTCCTGEGCTTCCTEGGCGCCGCCGECAGCACCATEGGCGCCGCCAGCATCACCCTGACCGTG
CAGGCCCGCCTGCTGOTGRGCGGCATCGTGCAGCAGCAGAACAACCTGCTGCGCGCCATCGAGECCCAGCAGCACT
TGCTGCAGCTGACCGTGTEGGGCATCAAGCAGCTGCAGACCCGCATCCTGGCCGTGGAGCGCTACCTGARGGACCA
GCAGCTGCTGGGCATCTGGGGCTGCAGCGGCAAGCTGATCTGCACCACCGCCGTGCCCTGGAACAGCAGCTGGAGC
AACCGCAGCCACGACGAGATCTGGGACAACATGACCTGGATGCAGTGGGACCGCGAGATCARCARCTACACCGACA
CCATCTACCGCCTGCTGGAGGAGAGCCAGRACCAGCAGGAGAAGAACGAGAAGGACCTGCTGGCCCTGGACEGCTG
Gp140 (2025)¢\ /

GCAGAACCTGTGGARCTGGTTCAGCATCACCARCTGGCTGTGGTACATCARGATCTTCATCATGATCGTGGGCGGC
CTGATCGGCCTGCGCATCATCTTCGCCETGCTGAGCATCGTGAACCGCGTGCGCCAGGGCTACAGCCCCCTGCCCT
TCCAGACCCTGACCCCCAACCCCCGCGAGCCCGACCGCCTGGGCCGCATCGAGGAGGAGGGCGGCGAGCAGGACCG
CGGCCGCAGCATCCGCCTGGTGAGCGGCTTCCTGGCCCTGGCCTGEGACGACCTGCGCAGCCTGTGCCTGTTCAGE
TACCACCGCCTGCGCGACTTCATCCTGATCGCCGCCCGCGTGCTGGAGCTGCTGGGCCAGCGCGGCTGGGAGGCCC
TGAAGTACCTGGGCAGCCTGGTGCAGTACTGGGGCCTGGAGCTGRAGAAGAGCGCCATCAGCCTGCTGGACACCAT
CGCCATCGCCGTGGCCGAGEGCACCGACCGCATCATCGAGT TCATCCAGCGCATCTGCCGCGCCATCCGCARCATC

gp160, gpal(2547) -\
CCCCGCCGCATCCGCCAGGECTTCGAGGCCGCCCTGCAGTAR F I G 3
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Env_AF110975_C_BW opt  (SEQ ID NO: 66)

— —> signal peptide (1-72) \/~=>
ATGCGCGTGCGCGGCATCCTGCGCAGCTGGCAGCAGTGGTGGATCTGEGGCATCCTGGGCTTCTGGATCTGCAGCG
apl20/140/160 (72)
GCCTGGGCAACCTGTGGGTGACCGTGTACGACGGCGTGCCCETETGGCGCGAGGCCAGCACCACCCTGTTCTGCGC
CAGCGACGCCAAGGCCTACGAGAAGGAGGTGCACAACGTGTGGGCCACCCACGCCTGCGTGCCCACCGACCCCAAC
CCCCAGGAGATCGAGCTGGACAACGTGACCGAGAACTTCAACATGTGGAAGAACGACATGGTGGACCAGATGCACG
AGGACATCATCAGCCTGTGGGACCAGAGCCTGAAGCCCCGCGTGAAGCTGACCCCCCTGTGCGTGACCCTGARGTG
CACCAACTACAGCACCAACTACAGCAACACCATGAACGCCACCAGCTACAACAACAACACCACCGAGGAGATCAAG
AACTGCACCTTCAACATGACCACCGAGCTGCGCGACAAGAAGCAGCAGGTGTACGCCCTGTTCTACAAGCTGGACA
TCGTGCCCCTGAACAGCAACAGCAGCGAGTACCGCC'fGATCAACTGCAACACCAGCGCCATCACCCAGGCCTGCCC
CAAGGTGAGCTTCGACCCCATCCCCATCCACTACTGCGCCCCCGCCGGCTACGCCATCCTGAAGTGCAAGAACAAC
ACCAGCAACGGCACCGGCCCCTGCCAGAACGTGAGCACCGTGCAGTGCACCCACGGCATCAAGCCCGTGGTGAGCA
CCCCCCTGCTGCTGAACGGCAGCCTGGCCGAGGGCGGCGAGATCATCATCCGCAGCAAGAACCTGAGCAACAACGC
CTACACCATCATCGTGCACCTGAACGACAGCGTGGAGATCGTGTGCACCCGCCCCAACAACAACACCCGCAAGGGC
ATCCGCATCGGCCCCGGCCAGACCTTCTACGCCACCGAGAACATCATCGGCGACATCCGCCAGGCCCACTGCAACA
TCAGCGCCGGCGAGTGGAACAAGGCCGTGCAGCGCGTGAGCGCCAAGCTGCGCGAGCACTTCCCCAACAAGACCAT
CGAGTTCCAGCCCAGCAGCGGCGGCGACCTGGAGATCACCACCCACAGCTTCAACTGCCGCGGCGAGTTCTTCTAC
TGCAACACCAGCAAGCTGTTCAACAGCAGCTACAACGGCACCAGCTACCGCGGCACCGAGAGCAACAGCAGCATCA
TCACCCTGCCCTGCCGCATCAAGCAGATCATCGACATGTGGCAGAAGGTGGECCGCGCCATCTACGCCCCCCCCAT

CGAGGGCAACATCACCTGCAGCAGCAGCATCACCGGCCTGCTGCTGGCCCGCGACGGCGGCCTGGACAACATCACC

ACCGAGATCTTCCGCCCCCAGGGCGGCGACATGAAGGACAACTGGCGCAACGAGCTGTACAAGTACAAGGTCGTGG

gpl20(1509)<-\ /- >{1510)gp4l

AGATCAAGCCCCTGGGCGTGGCCCCCACCGAGGCCAAGCACCECGTGGTGGAGCGCGAGAAGCGCGCCGTGGGCAT
CGGCGCCGTGATCTTCGGCTTCCTGGECGCCGCCEEGCAGCAACATGGGCGCCGCCAGCATCACCCTGACCGCCCAG
GCCCGCCAGCTGCTGAGCGGCATCGTGCAGCAGCAGAGCAACCTGCTGCECGCCATCGAGGCCCAGCAGCACATGE
TGCAGCTGACCGTGTGCGGCATCARGCAGCTGCAGGCCCGCGTGCTGGCCATCGAGCGCTACCTGAAGGACCAGCA
GCTGCTGGGCATCTGGGECTGCAGCGGCARGCTEATCTGCACCACCACCGTGCCCTGGAACAGCAGCTGGAGCAAC
AARGACCCAGGGCGAGATCTGGGAGAACATGACCTGGATGCAGTGGGACAAGGAGATCAGCAACTACACCGGCATCA
TCTACCGCCTGCTGGAGGAGAGCCAGAACCAGCAGGAGCAGAACGAGARGGACCTGCTGGCCCTGGACAGCCGCAA
gpl40(2022) -\ /
CAACCTGTGGAGCTGGTTCAACATCAGCAACTGGCTGTGGTACATCAAGATCTTCATCATGATCGTGGGCGGCCTG
ATCGGCCTGCGCATCATCTTCGCCGTGCTGAGCATCGTGAACCGCGTGCGCCAGGGCTACAGCCCCCTGAGCTTCC
AGACCCTGACCCCCAACCCCCGCGGCCTGGACCGCCTGERCCECATCGAGGAGGAGGGCGGCGAGCAGGACCGCGA
CCGCAGCATCCGCCTGETGCAGGGCTTCCTGGCCCTGGCCTGEGACGACCTGCGCAGCCTGTGCCTGTTCAGCTAC
CACCGCCTGCECGACCTGATCCTGGTGACCGCCCGCATGGTGGAGCTGCTEEECCGCAGCAGCCCCCGCGGCCTGC
AGCGCGGCTGEGAGGCCCTGAAGTACCTGGGCAGCCTGGTGCAGTACTGGEGCCTGGAGCTGARGAAGAGCGCCAC
CAGCCTGCTGGACAGCATCGCCATCGCCGTGGCCGAGGGCACCGACCGCATCATCGAGGTGATCCAGCGCATCTAC

gpl60, gp4l(2565)&¢ -\
CGCGCCTTCTGCAACATCCCCCGCCGCGTGCGCCAGGGCTTCGAGGCCACCCTGCAGTAA

FIG. 4
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Gag_AF1l10965 BW opt (SEQ ID NO: 67)
ATGGGCGCCCGCGCCAGCATCCTCCCCCGCCCCAAGCTGGACGCCTGGGACGCGCATCCGCCTGCGCCCCGG

CGGCAAGAAGTGCTACATGATGARGCACCTGETGTEGEGECCAGCCGCGAGCTGGAGAAGTTCGCCCTGAACC
CCGGCCTGCTGGAGACCAGCGAGGGCTGCARGCAGATCATCCGCCAGCTGCACCCCGCCCTGCAGACCGGC

C
CGACACCAAGGAGGCCCTGGACAAGATCGACCACGCGAGCAGRACAAGTGCCAGCAGARGATCCAGCAGGCCG

AGCGAGGAGCTGAAGAGCCTGTTCAACACCGTGGCCACCCTGTACTGCGTGCACGAGAAGATCGAGGTEEG
AGGCCGCCGACRRGGCCAAGCTGAGCCAGRACTACCCCATCETGCAGARCCTGCAGGGCCAGATGGTGCRC
CAGGCCATCAGCCCCCGCACCCTGARCGCCTGEGCTGAAGGTGATCGAGGAGAAGGCCTTCAGCCCCGRGGT
GATCCCCATCTTCACCGCCCTGAGCGAGGCECGCCACCCCCCAGGACCTGAACACCATGCTGAACACCGTGG

&l T
GCGGCCACCAGCCCGCCATGCAGATGCTGAAGGACACCATCARCCAGGRAGGCCGCCGAGTCGGGACCGLCGTG

CRCCCCGTGCRCGCCCGCCCCATCCCCCCCEECCACATGCCGCCAGCCCCGCGGCAGCGRCATCGCCGECAL
CACCAGCACCCTGCAGGAGCACATCGCCTGCATGACCAGCARCCCCCCCATCCCCGTCGGCGACATCTACA
AGC%@TSGATCATCCTGGGCCTGAACAAGATCGTGCGEFTGTACAGCCCCGTGAGCATCCTGGACATCAAG
CAGGGCCCCAAGGAGCCCTTCCGCGACTACGTCGACCGCTTCTTCAAGRACCCTGCGCECCGAGCAGAGCRC

CCAGGAGCGTGARAGARACTGGATGACCGACACCCTGCTGETGCACARCGCCARCCCCGACTGCAAGACCATCC

TGCGCCACCTEEGCCCCCEGCGCCAGCCTCGAGGAGATCGATGACCGCCTGCCAGGGCETGEECGGCCCCAGC
T__C

CACAAGGCCCGCGTGCTGGCCGAGG%QATGAGCCAGGCCAACACCAGCGTGATGATGCAGAAGAGCAACTT

CAAGGGCCCCCGEFGCATCG#ﬁAAGTGCTTCAACTGCGGCAAGGAGGGCCACATCGCCCGCAACTGCCGCG
CCCCCCECAAGAAGGGCTGCTGGAAGTGCGGCARGGAGGGCCACCAGATGAAGGACTCCACCGRGCGCCAG
GCCAACTTCCTGGGCAAGATCTGGCCCAGCCACRAGGGCCGCCCCEGCAACTTCCTGCAGAGCCGCCCCGA
GCCCACCGCCCCCCCCGCCGAGAGCTTCCGCTTCGAGGAGACCACCCCCGGCCAGARGCAGGAGAGCARGG

ACCGCGAGACCCTGACCAGCCTGARGAGCCTGTTCGGCARCGACCCCCTGAGCCAGTRA

FIG. 5
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Gag AF110967_BW_Opt (SEQ ID XNO: 68)
ATGGGCGCCCGCGCCAGCATCCTGCGCGGCGAGAAGCTGGACAAGTGGGAGAAGATCCGCCTGCGCCCCGG

CGGCAAGHAGCACTACATGCTGAAGCACCTGGTGTGGGCCAGCCGCGAGCTGGAGGGCTTCGCCCTGAACC
CCGGCCTGCTGGAGACCGCCGAGGGCTGCARGCACGATCATGARGCAGCTGCAGCCCGCCCTGCAGACCGGC
ACCGAGGAGCTGCGCAGCCTGTACAACACCGTGGCCACCCTGTACTGCGTGCACGCCGGCATCGAGGTEFG
CGACACCRAGGAGGCCCTGEACRAGATCGAGCAGGAGCAGAACAR CAGCAGAAGRCCCAGCAGGCCA
AGGAGGCCGACGGCAAGGTGAGCCAGAACTACCCCATCGTCCAGAACCTGCAGGGCCAGATGETGCACCAS

GCCATCAGCCCCCGCACCCTGAACGCCTGGGTGAAGGTGATCGAGGAGAAGGCCTTCAGCCCCGAGGTGAT

CCCCATGTTCACCGCCCTGAGCGAGGGCGCCACCCCCCAGGACCTGAACAqCATGCTGAACACCGTGGGCG
G T
GCCACCAGGCCGCCATGCAGATECTCAAGGACRCCATCAACGAGGAGGCCGCCEAGTGGGACCGICTGCAC

CCCGTGCAGGCCGGCCCCGTGGCCCCCGGCCAGATGCGCGACCCCCGCGGCAGCGACATCGCCGGCGLCAC
CAGCACCCTGCAGGAGCAGATCGCCTGEATGACCAGCAACCCCCCCGTGCCCGTGGGCGACATCTACARGC
%%FGGATCATCCTGGGCCTGAACAAGATCGTGC EFTGTACAGCCCCGTGAGCATCCTGGACATCCGCCAG
GgCCCCAAGGAGCCCTTCCGCGACTACGTGGACCGETTCTTCAAGACCCTGCGCGCCGAGCAGGCCACCCA

GGACGTGAAGARIRCTEGATCGACCCGAGACCCTGCTCETECAGRACGCCARCCCCGACTGCARGACCATCCTGC

GCGCCCTGPGCCCCGGCGCCACCCTGGAGGAGATGATGACCGCCTGCCAGGGCGTGGGCGGCCCCGGCCAC

T G

AAGGCCCGCGTGCTGGCCGAGGOE%&TGAGCCAGGCC.AAC'.AGCGTGP_ACATCATGATGCAGAAGAGCAACTT
Gl

CAAGGGCCCCCGE}CGCAACG L AGTGCTTCAACTGCGGCAAGGAGGGCCACATCGCCARGAACTGCCGCG

e
CCCCCCGCAAGRAGGGCTGCTGGAAGTGCGGCAAGECAGGGCCACCAGATGAAGGACTGCACCGAGCGCCAG

GCCAACTTCCTCGGGCAAGATCTEGCCCAGCCACAAGEGCTCGCCCCGGCARCTTCCTGCAGAACCGCAGCGA
GCCCGCCGCCCCCACCETGCCCACCGCCCCCCCCGCCGAGAGCTTCCGCTTCGACGAGACCACCCCCGLCC
CCAAGCAGGAGCCCARGGRACCGCGACCCCTACCGCGAGCCCCTGACCGCCCTGCGCAGCCTECTTCGGCAGC

GGCCCCCTGAGCCAGTAA

FIG. 6





