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<210> 1

<211> 2708

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of CPPT-CMV-MCS-PGK-GFP-WPRE

<400> 1
atcgatttta aaagaaaagg ggggattggg gggtacagtg caggggaaag aatagtagac 60

ataatagcaa cagacataca aactaaagaa ttacaaaaac aaattacaaa aattcaaaat 120
tttcgggttt attaattaac agggacatge agagatccag tttaagcttg ggagttccge 180
gttacataac ttacggtaaa tggcecgect ggetgacege ccaacgacce cegeccattg 240
acgtcaataa tgacgtatgt tcccatagta acgccaatag ggactttcca ttgacgtcaa 300
tgggtggagt atttacggta aactgcccac ttggcagtac atcaagtgta tcatatgecca 360
agtacgcccc ctattgacgt caatgacggt aaatggeecg cctggeatta tgeccagtac 420
atgaccttat gggactttcc tacttggcag tacatctacg tattagtcat cgctattace 480
atggtgatgc ggttttggca gtacatcaat gggegtggat ageggtttga ctcacgggga 540
tttccaagtc tccaccccat tgacgtcaat gggagtttgt tttggcacca aaatcaacgg 600
gactttccaa aatgtcgtaa caactccgec ccattgacge aaatgggegg taggegtgta 660
cggtgggagg tctatataag cagagctegt ttagtgaacc gtcagatcge ctggagacge 720
catccacgct gttttgacct ccatagaaga caccgactct actagaggat cgctageget 780

accggactca gatcgaattc ctcaagcttc ctcgagtgea gtcgacgegg gecegggate 840



ccgegactct agataattct accgggtagg ggaggegctt ttcccaagge agtctggage 900
atgcgcttta gcagecccge tgggeacttg gegetacaca agtggectct ggectcgcac 960
acattccaca tccaccggta ggegecaacc ggcteegtte tttggtggec cettegegee 1020
accttctact cctcccctag tcaggaagtt cccccecgec ccgecageteg cgtegtgecag 1080
gacgtgacaa atggaagtag cacgtctcac tagtctcgtg cagatggaca gcaccgetga 1140
gcaatggaag cgggtaggcec tttggggcag cggcecaatag cagctttget ccttegettt 1200
ctgggctcag aggetgggaa ggggtgggte cggggecggy ctcagggecg ggctcagggg 1260
cggggeggec geccgaaggt cctecggagg cccggeatte tgeacgcette aaaagegecac 1320
gtctgeegeg ctgttetect cttectcate tecgggectt tegactggee accggettce 1380
accatggtga gcaagggcga ggagcetgttc accggggtgg tgcccatect ggtcgagetg 1440
gacggcgacg taaacggcca caagttcage gtgtccggeg agggegaggg cgatgeccace 1500
tacggcaagc tgaccctgaa gttcatctge accaccggea agetgeccgt geectggeee 1560
accctegtga ccaccctgac ctacggegtg cagtgettca geegetacece cgaccacatg 1620
aagcagcacg acttcttcaa gtccgccatg cccgaagget acgtccagga gegeaccatc 1680
ttcttcaagg acgacggcaa ctacaagacc cgegecgagg tgaagttcga gggegacace 1740
ctggtgaacc gcatcgagct gaagggcatc gacttcaagg aggacggcaa catcctgggg 1800
cacaagctgg agtacaacta caacagccac aacgtctata tcatggecga caagcagaag 1860
aacggcatca aggtgaactt caagatccge cacaacatcg aggacggeag cgtgcagete 1920
gccgaccact accageagaa cacccccate ggegacggee cegtgetget gececgacaac 1980
cactacctga gcacccagtc cgeectgage aaagacccca acgagaageg cgatcacatg 2040
gtcetgetgg agttegtgac cgeegecggg atcactcteg geatggacga getgtacaag 2100
taacgcgtct ggaacaatca acctctggat tacaaaattt gtgaaagatt gactggtatt 2160
cttaactatg ttgctccttt tacgctatgt ggatacgctg ctttaatgec tttgtatcat 2220
gctattgett cccgtatgge tttcatttte tectecttgt ataaatcctg gttgetgtct 2280
ctttatgagg agttgtggcc cgttgtcagg caacgtggeg tggtgtgcac tgtgtttget 2340
gacgcaaccc ccactggttg gggcattgee accacctgte agetecttte cgggacttte 2400
gctttceecc teectattge cacggeggaa ctcatcgeeg cctgecttge cegetgetgg 2460

acaggggctc ggctgttggg cactgacaat tccgtggtgt tgtcggggaa getgacgtee 2520



tttccatggc tgctegectg tgttgecacc tggattetge gegggacgte cttetgetac 2580
gteecttegg ccctcaatce ageggacctt cettcecgeg gectgetgee ggetctgegg 2640
cctetteege gtettegect tegeectcag acgagtcegga teteectttg ggecgectee 2700
ccgeetgg 2708

<210> 2

<211> 855

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 (TH69) PEBL

<400> 2
atggctctgc ctgtgaccge actgetgetg cecctggete tgetgetgea cgecgcaaga 60

cctgecgeat acaaggatat tcagatgact cagaccacaa getecctgag cgectecetg 120
ggagaccgag tgacaatctc ttgcagtgea tcacagggaa ttagcaacta cctgaattgg 180
tatcagcaga agccagatgg cactgtgaaa ctgctgatct actataccte tagtctgcac 240

agtggggtcc cctcacgatt cageggatce ggetctggga cagactacag cctgactatc 300

tccaacctgg ageccgaaga tattgecacce tactattgee ageagtacte caagetgeet 360

tatacctttg gcgggggaac aaagetggag attaaaaggg gaggaggagg aageggagga 420
ggaggatccg gaggeggggg atctggagga ggaggaagtg aggtgeaget ggtcgaatct 480
ggaggaggac tggtgaagee aggaggatct ctgaaactga gttgtgeege ttcaggeetg 540
accttctcaa gctacgecat gagetgggtg cgacagacac ctgagaageg getggaatgg 600
gtcgetagea tetectetgg cgggttcaca tactatccag actcegtgaa aggeagattt 660
actatctctc gggataacgc aagaaatatt ctgtacctge agatgagttc actgaggage 720
gaggacaccg caatgtacta ttgtgccagg gacgaagtge geggctatct ggatgtetgg 780
ggagctggea ctaccgtcac cgtctccage gagecagaaac tgattagega agaggacctg 840
aaagatgaac tgtaa 855

<210> 3

<211> 846

<212> DNA
<213> Aurtificial Sequence



<220>
<223> synthetic polynucleotide of anti-human CD7 (3A1F) PEBL

<400> 3
atggctctge ccgtcaccgce tetgetgetg cetetggete tgetgetgea cgecgcaaga 60

ccccaggtec agetgeagga gtcaggggea gagetggtga aacccggage cagtgtcaaa 120
ctgtcctgta aggecagegg ctatactttc accagetact ggatgeactg ggtgaaacag 180
aggccaggac agggectgga gtggatcgge aagattaacc ccageaatgg gegecaccaac 240
tacaacgaaa agtttaaatc caaggctaca ctgactgtgg acaagagctc ctctaccgca 300
tacatgcagc tgagttcact gacatctgaa gatagtgccg tgtactattg cgccagagge 360
ggggtctact atgacctgta ctattacgca ctggattatt gggggcaggg aaccacagtg 420
actgtcagct ccggaggagg aggatccgge ggaggaggct ctgggggage cgggagtgac 480
atcgagctga cacagtctcc agecactctg agegtgacce ctggegatte tgtcagtctg 540
tcatgtagag ctagccagtc catctctaac aatctgcact ggtaccagea gaaatcacat 600
gaaagccctc ggetgetgat taagagtget tcacagagea tctcegggat tccaagcaga 660
ttctctggea gtgggtcagg aaccgacttt acactgtcea ttaactctgt ggagaccgaa 720
gatttcggca tgtatttttg ccagcagagc aattcctgge cttacacatt cggaggeggg 780
actaaactgg agattaagag ggagcagaaa ctgattagcg aagaggacct gaaggacgaa 840
ctgtga 846

<210> 4

<211> 1482

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 (TH69) CAR

<400> 4
atggctctge ctgtgactge cctgetgetg cecectggeec tgetgetgea cgetgetaga 60

cccgecgeat acaaggacat tcagatgact cagactacat ccagectgtc agettcectg 120
ggcgatcgag tgactatcag ctgttcagea agccagggga tcagcaatta cctgaactgg 180
taccagcaga agcccgacgg aactgtcaag ctgetgatct actatacttc cagtctgcat 240
agcggggtcc ctagecgatt ctctgggagt ggaageggea ccgactatag cctgaccatt 300

tccaacctgg aaccagagga cattgccacc tattactgtc agcagtattc aaagetgcce 360



tatacctttg gcggagggac taagetggag atcaagegag gagggggagg atcaggggga 420
£88888agCg gaggrgeagy gagigacgsc ggagggtcag aagtccaget ggtegagagt 480
gggggcggac tggtgaaace tgggggctct ctgaaactga getgtgeage cagtggeetg 540
acattctcct catatgctat gtcttgggtg cggeagacce cagaaaagag actggagtgg 600
gtggcttcaa tctettccgg gggcttcact tactatectg acagegtgaa aggeagattc 660
actatctcca gggataacgc acggaatatc ctgtatctge agatgagetc actgagatcc 720
gaggacaccg caatgtacta ctgcgcaaga gacgaagtge gggggtatet ggacgtgtgg 780
ggagcaggea ctaccgtcac cgtgtctage accactacac ctgcaccaag gecteccaca 840
ccegceteeca ctategcette ccagecactg tcectgagge cegaggectg caggecagea 900
gctggeggag cegtgeatac tagggggetg gacttegett gegacatcta catctgggee 960
ccactggcag ggacatgegg agtcctgetg ctgtecctgg tcatcacact gtactgcaag 1020
cgggggcgea aaaaactget gtatatcttt aagcagectt tcatgagacce agtgcagaca 1080
acccaggagg aagatgggtg ctcatgecgg tttcccgagg aggaggaagg cggetgegag 1140
ctgagggtga agttttcccg ctcagcagat getectgect accagcaggg ccagaaccag 1200
ctgtataatg agctgaacct gggcagacgc gaagagtatg atgtgctgga caaaaggegg 1260
ggaagagacc ccgaaatggg agggaageca aggeggaaaa acccccagga gggeetgtac 1320
aatgagctgc agaaggacaa aatggcagag gettacagtg agattgggat gaagggagag 1380
agacggaggg gaaaagggcea cgatggectg taccaggggce tgageacage aaccaaagat 1440
acttatgacg cactgcacat gcaggcactg ccacccagat ga 1482

<210> 5

<211> 1476

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 (3A1F) CAR

<400> 5
atggctctge ccgtcaccge tetgetgetg cetetggete tgetgetgea cgetgetega 60

ccacaggtcc agctgcagga gtcaggagcet gagetggtga agecagggge aagegtcaaa 120

ctgtcctgea aggectctgg atatacattc actagctact ggatgeactg ggtgaaacag 180



agacccggac agggectgga gtggatcgga aagattaacc ctagcaatgg caggaccaac 240
tacaacgaaa agtttaaatc caaggcaacc ctgacagtgg acaagagctc ctctacagcc 300
tacatgcagc tgagttcact gacttcagag gatagcgcag tgtactattg cgccagagge 360
ggggtctact atgacctgta ctattacgec ctggattatt gggggecaggg aaccacagtg 420
actgtcagct ccggaggagg aggaagcgga ggaggaggat ccggaggagg aggatctgac 480
atcgagctga cccagagtcc tgetacactg agegtgactc caggegatte tgtcagtctg 540
tcatgtcggg caagccagtc catctctaac aatctgeact ggtaccagea gaaatcccat 600
gaatctccac gactgctgat taagagtgec tcacagagcea tctccggeat teectccegg 660
ttctctggea gtgggtcagg aactgacttt accctgagta ttaactcagt ggagacagaa 720
gatttcggca tgtatttttg ccagcagage aattcctgge cctacacttt cggaggeggg 780
accaaactgg agatcaagcg gactaccaca ccagctccaa gaccacctac ccctgecacca 840
acaattgcta gtcagccact gtcactgaga ccagaageat gtaggectge agetggagga 900
getgtgecaca ccagaggect ggactttgee tgegatatct acatttggge tectetggca 960
ggaacctgtg gcgtgctgct getgtetctg gtcatcacac tgtattgcaa acgagggegg 1020
aagaaactgc tgtacatttt caagcagccc tttatgagge ctgtgcagac tacccaggag 1080
gaagacggct gcagcetgtcg cttccctgag gaagaggaag ggggatgtga getgegegte 1140
aaattttctc gaagtgcaga tgecccagcet tatcagcagg gecagaacca getgtacaac 1200
gagctgaatc tggggcggag agaggaatat gacgtgetgg ataagaggeg aggaagggac 1260
ccagaaatgg gagggaaacc acgacggaag aacccccagg agggectgta taatgaactg 1320
cagaaagaca agatggcaga ggcctactct gaaatcggga tgaaaggaga gagaaggege 1380
ggcaaggggc atgatggect gtaccagggg ctgagcacag caaccaaaga cacctatgac 1440
gcactgcaca tgcaggcact gccaccacgg taatga 1476

<210> 6

<211> 255

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of CMV promoter

<400> 6
aagcttggga gttccgegtt acataactta cggtaaatgg cccgectgge tgaccgecca 60



acgacccccg cccattgacg tcaataatga cgtatgttce catagtaacg ccaataggga 120
ctttccattg acgtcaatgg gtggagtatt tacggtaaac tgcccacttg gecagtacatc 180
aagtgtatca tatgccaagt acgcccccta ttgacgtcaa tgacggtaaa tggeeegeet 240
ggcattatge ccagt 255

<210> 7

<211> 1179

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of EFla promoter

<400> 7
ggctecggtg cccgteagtg ggcagagege acatcgecca cagteccega gaagttgggg 60

ggaggggtcg geaattgaac cggtgectag agaaggtggce geggggtaaa ctgggaaagt 120
gatgtcgtgt actggetceg cctttttcce gagggtgggg gagaaccgta tataagtgca 180
gtagtcgecg tgaacgttet ttttcgcaac gggtttgecg ccagaacaca ggtaagtgee 240
gtgtgtggtt ccegegggec tggectcttt acgggttatg geecttgegt gecttgaatt 300
acttccacct ggctgeagta cgtgattctt gatcccgage ttegggttgg aagtgggtgg 360
gagagttcga ggecttgege ttaaggagcee ccttcgecte gtgettgagt tgaggectgg 420
cctgggeget ggggecgecg cgtgegaate tggtggeace ttegegectg tetegetget 480
ttcgataagt ctctagccat ttaaaatttt tgatgacctg ctgegacgct ttttttctgg 540
caagatagtc ttgtaaatgc gggccaagat ctgeacactg gtatttcggt ttttggggee 600
gcgggeggeg acggggeccg tgegtcccag cgeacatgtt cggegaggeg gggectgega 660
gegeggeeac cgagaatcgg acgggggtag tctcaagcetg geeggeetge tetggtgeet 720
ggectegege cgeegtgtat cgececgecce tgggeggeaa ggetggeeeg gteggeacca 780
gttgcgtgag cggaaagatg gecgcttece ggecctgetg cagggagcete aaaatggagg 840
acgcggeget cgggagageg ggegggtgag tcacccacac aaaggaaaag ggeetttecg 900
tcctcagecg tegettcatg tgactccacg gagtaceggg cgecgtccag geacctegat 960
tagttctcga gettttggag tacgtcgtct ttaggttggg gggaggggtt ttatgcgatg 1020

gagtttccec acactgagtg ggtggagact gaagttagge cagettggea cttgatgtaa 1080



ttctccttgg aatttgecct ttttgagttt ggatcttggt tcattctcaa gectcagaca 1140
gtggttcaaa gtttttttct tccatttcag gtgtcgtga 1179

<210> 8

<211> 373

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of EFS promoter

<400> 8
gggeagageg cacatcgecc acagtccecg agaagttggg gggaggggte ggcaattgaa 60

ccggtgecta gagaaggtgg cgeggggtaa actgggaaag tgatgtegtg tactggetce 120
gectttttee cgagggtggg ggagaaccgt atataagtge agtagtcgec gtgaacgttc 180
tttttcgcaa cgggtttgee geccagaacac aggtgtegtg accgegggte tagaggatce 240
ggtactcgag gaactgaaaa accagaaagt taactggtaa gtttagtctt tttgtctttt 300
atttcaggtc ccggatccgg tggtggtgea aatcaaagaa ctgetectca gtggatgttg 360
cctttacttc tag 373

<210> 9

<211> 384

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of MSCV promoter

<400> 9
ggaatgaaag accccacctg taggtttgge aagctagctt aagtaacgec attttgcaag 60

gcatggaaaa tacataactg agaatagaga agttcagatc aaggttagga acagagagac 120
agcagaatat gggccaaaca ggatatctgt ggtaagcagt tcctgecceg getcagggee 180
aagaacagat ggtccccaga tgeggtcecg cectcageag tttctagaga accatcagat 240
gtttccaggg tgecccaagg acctgaaatg accctgtgec ttatttgaac taaccaatca 300
gttegcettet cgettetgtt cgegegctte tgetccccga getcaataaa agageccaca 360
acccctecact cggegegeca gtee 384

<210> 10
<211> 509



<212> DNA
<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of PGK promoter

<400> 10
attctaccgg gtaggggagg cgcttttcce aaggeagtct ggagcatgeg ctttagcage 60

ccegetggge acttggeget acacaagtgg cetetggect cgeacacatt ccacatccac 120

cggtaggcge caaccggcte cgttetttgg tggeccectte gegecacctt ctactcctee 180

cctagtcagg aagttccece ccgececgea getcgegteg tgecaggacgt gacaaatgga 240

agtagcacgt ctcactagtc tcgtgcagat ggacageacc getgageaat ggaagegggt 300

aggcctttgg ggcageggec aatagcagct ttgetectte getttetggg ctcagagget 360

gggaaggggt gggtecgggg gegggetcag gggcgggcte aggggeggeg cgggegeecg 420

aaggtcctce ggaggeecgg cattctgeac gettcaaaag cgeacgtetg cegegetgtt 480

cteetcttee tcatcteegg gectttcga 509

<210> 11

<211> 2974

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of anti-human CD7 (TH69)
PEBL-IRES-anti-human CD7 (TH69) CAR

<400> 11
atggctctge ctgtgaccge actgetgetg ceccctggete tgetgetgea cgecgcaaga 60

cctgecgeat acaaggatat tcagatgact cagaccacaa getcectgag cgectcectg 120
ggagaccgag tgacaatctc ttgcagtgea tcacagggaa ttagcaacta cctgaattgg 180
tatcagcaga agccagatgg cactgtgaaa ctgctgatct actatacctc tagtctgcac 240
agtggggtce cctcacgatt cageggatee ggetctggga cagactacag cctgactatc 300
tccaacctgg agcccgaaga tattgecacc tactattgec agcagtactc caagetgect 360
tatacctttg gcgggggaac aaagcetggag attaaaaggg gaggaggagg aageggagga 420
ggaggatccg gaggegggeg atctggagga ggaggaagtg aggtgeaget ggtcgaatct 480
ggaggaggac tggtgaagcc aggaggatct ctgaaactga gttgtgeege ttcaggectg 540

accttctcaa gctacgecat gagetgggtg cgacagacac ctgagaageg getggaatgg 600



gtcgetagcea teteetetgg cgggttcaca tactatccag actcegtgaa aggeagattt 660
actatctctc gggataacgc aagaaatatt ctgtacctge agatgagttc actgaggage 720
gaggacaccg caatgtacta ttgtgccagg gacgaagtge geggctatct ggatgtetgg 780
ggagctggea ctaccgtcac cgtctccage gagecagaaac tgattagega agaggacctg 840
aaagatgaac tgtaacggga tcaattccge ccccccecta acgttactgg ccgaageege 900
ttggaataag gecggtgtge gtttgtctat atgttatttt ccaccatatt geegtetttt 960
ggcaatgtga gggcccggaa acctggecct gtettcttga cgagceattee taggggtett 1020
tccectetcg ccaaaggaat gcaaggtctg ttgaatgtcg tgaaggaage agttectctg 1080
gaagcttctt gaagacaaac aacgtctgta gcgacccttt gcaggcageg gaacccccca 1140
cctggegaca ggtgectetg cggecaaaag ccacgtgtat aagatacace tgcaaaggeg 1200
gcacaacccc agtgecacgt tgtgagttgg atagttgtgg aaagagtcaa atggetctce 1260
tcaagcgtat tcaacaaggg gctgaaggat gcccagaagg taccccattg tatgggatct 1320
gatctggggc ctcggtgeac atgetttaca tgtgtttagt cgaggttaaa aaaacgtcta 1380
ggeeccccga accacgggga cgtggtttte ctttgaaaaa cacgataata ccatggetet 1440
gectgtgact gecctgetge tgeecctgge cetgetgetg cacgetgeta gaccegecge 1500
atacaaggac attcagatga ctcagactac atccagcctg tcagcttece tgggegatcg 1560
agtgactatc agctgttcag caagccaggg gatcagcaat tacctgaact ggtaccagca 1620
gaagcccgac ggaactgtca agctgetgat ctactatact tccagtctge atageggggt 1680
ccctagecga ttetctggga gtggaagegg caccgactat agectgacca tttccaacct 1740

ggaaccagag gacattgcca cctattactg tcagcagtat tcaaagcetge cctatacctt 1800

tggcggaggg actaagetgg agatcaageg aggaggggga ggatcagggg gaggggggag 1860
Ccggaggcess 8ggagtagcg geggagggtc agaagteeag ctggtegaga gtgggggegg 1920
actggtgaaa cctgggggct ctctgaaact gagetgtgea gecagtggee tgacattcte 1980
ctcatatgct atgtcttggg tgeggcagac cccagaaaag agactggagt gggtggcttc 2040
aatctcttcc gggggcttca cttactatce tgacagegtg aaaggcagat tcactatcte 2100

cagggataac gcacggaata tcctgtatct gcagatgage tcactgagat ccgaggacac 2160

cgcaatgtac tactgcgcaa gagacgaagt gcgggggtat ctggacgtgt ggggagcagg 2220



cactaccgtc accgtgtcta gcaccactac acctgcacca aggectccca cacccgetece 2280
cactatcgct tcccagecac tgtcectgag geeccgaggec tgecaggecag cagetggegg 2340
agccgtgcat actagggggce tggacttcge ttgecgacatc tacatctggg ccccactgge 2400
agggacatgc ggagtcctge tgetgtecct ggtcatcaca ctgtactgca agegggggeg 2460
caaaaaactg ctgtatatct ttaagcagcc tttcatgaga ccagtgcaga caacccagga 2520
ggaagatggg tgctcatgee ggtttcccga ggaggaggaa ggeggetgeg agetgagggt 2580
gaagttttcc cgctcagcag atgctectge ctaccagcag ggecagaacc agetgtataa 2640
tgagctgaac ctgggcagac gcgaagagta tgatgtgetg gacaaaagge ggggaagaga 2700
ccccgaaatg ggagggaage caaggeggaa aaacccccag gagggectgt acaatgaget 2760
gcagaaggac aaaatggcag aggcttacag tgagattggg atgaagggag agagacggag 2820
gggaaaaggg cacgatggec tgtaccaggg getgageaca gcaaccaaag atacttatga 2880
cgcactgcac atgcaggcac tgccacccag atgacageca ggggatttca ccactcaaag 2940
gccagacctg cagacgcecca gattatgaga caca 2974

<210> 12

<211> 2974

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of anti-human CD7 (TH69)

CAR-IRES-anti-human CD7 (TH69) PEBL

<400> 12
atggctctge ctgtgactgce cctgetgetg cecctggecc tgetgetgea cgetgetaga 60

cccgecgeat acaaggacat tcagatgact cagactacat ccagectgte agettecetg 120
ggcgatcgag tgactatcag ctgttcagea agccagggga tcageaatta cctgaactgg 180
taccagcaga agcccgacgg aactgtcaag ctgetgatct actatactte cagtctgeat 240
agcggggtee ctageegatt ctetgggagt ggaageggea ccgactatag cctgaccatt 300

tccaacctgg aaccagagga cattgecacc tattactgtc agcagtattc aaagetgcee 360

tatacctttg gcggagggac taagctggag atcaagegag gagggggagg atcaggggga 420
888888agCg gaggrgeges gagtggrgac ggagggtcag aagtecaget ggtegagagt 480

gggggcggac tggtgaaace tgggggctct ctgaaactga getgtgeage cagtggeetg 540



acattctcct catatgctat gtcttgggtg cggcagacce cagaaaagag actggagtgg 600
gtggcttcaa tctcttccgg gggcttcact tactatcctg acagegtgaa aggeagattc 660
actatctcca gggataacgc acggaatatc ctgtatctge agatgagctc actgagatcc 720
gaggacaccg caatgtacta ctgcgcaaga gacgaagtge gggggtatct ggacgtgtgg 780
ggagcaggcea ctaccgtcac cgtgtctage accactacac ctgcaccaag gectcccaca 840
cccgcteeca ctatcgcette ccagecactg tecctgagge cegaggectg caggecageca 900
gctggeggag ccgtgeatac tagggggctg gacttcgett gegacatcta catctgggee 960
ccactggcag ggacatgcegg agtectgetg ctgteectgg tcatcacact gtactgcaag 1020
cgggggcgca aaaaactget gtatatcttt aagcagcectt tcatgagacc agtgcagaca 1080
acccaggagg aagatgggtg ctcatgecgg tttcccgagg aggaggaagg cggetgegag 1140
ctgagggtga agttttcccg ctcageagat getcctgect accageaggg ccagaaccag 1200
ctgtataatg agctgaacct gggcagacgc gaagagtatg atgtgctgga caaaaggegg 1260
ggaagagacc ccgaaatggg agggaagcca aggeggaaaa acccccagga gggeetgtac 1320
aatgagctgc agaaggacaa aatggcagag gcttacagtg agattgggat gaagggagag 1380
agacggaggg gaaaagggea cgatggectg taccaggggce tgagcacage aaccaaagat 1440
acttatgacg cactgcacat gcaggcactg ccacccagat gacagccagg ggatttcacc 1500
actcaaaggc cagacctgea gacgcccaga ttatgagaca cacgggatca attccgecce 1560
ccccctaacg ttactggecg aagecgcettg gaataaggee ggtgtgegtt tgtctatatg 1620
ttattttcca ccatattgcc gtcttttgge aatgtgaggg cccggaaacc tggeectgte 1680
ttcttgacga geattcctag gggtetttce cctctcgeca aaggaatgea aggtctgttg 1740
aatgtcgtga aggaagcagt tcctctggaa gettcttgaa gacaaacaac gtetgtageg 1800
accctttgeca ggeagcggaa ccccccacct ggegacaggt gectetgegg ccaaaageca 1860
cgtgtataag atacacctgc aaaggceggea caaccccagt gecacgttgt gagttggata 1920
gttgtggaaa gagtcaaatg getctcctca agegtattca acaaggggct gaaggatgce 1980
cagaaggtac cccattgtat gggatctgat ctggggccte ggtgcacatg ctttacatgt 2040
gtttagtcga ggttaaaaaa acgtctagge cccccgaace acggggacgt ggttttectt 2100
tgaaaaacac gataatacca tggctctgece tgtgaccgca ctgetgetge cectggetet 2160

getgetgeac gecgeaagac ctgecgeata caaggatatt cagatgactc agaccacaag 2220



ctcectgage gecteectgg gagaccgagt gacaatctct tgeagtgeat cacagggaat 2280

tagcaactac ctgaattggt atcagcagaa gccagatgge actgtgaaac tgetgatcta 2340

ctatacctct agtctgcaca gtggggtccc ctcacgattc ageggatccg getctgggac 2400

agactacagc ctgactatct ccaacctgga gecccgaagat attgecacct actattgecca 2460

gcagtactcc aagctgectt atacctttgg cgggggaaca aagetggaga ttaaaagggg 2520

aggaggagga agcggaggag gaggatccgg aggeggggga tetggaggag gaggaagtga 2580

ggtgcagetg gtcgaatctg gaggaggact ggtgaageca ggaggatcte tgaaactgag 2640

ttgtgeeget tcaggectga ccttctcaag ctacgccatg agetgggtge gacagacace 2700

tgagaagcgg ctggaatggg tcgetageat ctectetgge gggttcacat actatccaga 2760

ctccgtgaaa ggcagattta ctatctctcg ggataacgca agaaatatte tgtacctgca 2820

gatgagttca ctgaggagcg aggacaccge aatgtactat tgtgccaggg acgaagtgeg 2880

cggctatctg gatgtctggg gagetggeac taccgtcace gtctccageg agcagaaact 2940

gattagcgaa gaggacctga aagatgaact gtaa 2974

<210> 13

<211> 2400

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of anti-human CD7 (TH69)
CAR-p2A-anti-human CD7 (TH69) PEBL

<400> 13
atggctctge ctgtgactge cctgetgetg cecectggecc tgetgetgea cgetgetaga 60

cccgecgeat acaaggacat tcagatgact cagactacat ccagectgtc agettcectg 120
ggcgatcgag tgactatcag ctgttcagea agccagggga tcagcaatta cctgaactgg 180
taccagcaga agcccgacgg aactgtcaag ctgetgatct actatacttc cagtctgcat 240
agcggggtcc ctagecgatt ctctgggagt ggaageggea ccgactatag cctgaccatt 300
tccaacctgg aaccagagga cattgccacc tattactgtc agcagtattc aaagetgcce 360
tatacctttg gcggagggac taagctggag atcaagegag gagggggagg atcaggggga 420
888g8gagcg gagecggesy gagtggcggc ggagggtcag aagtccaget ggtcgagagt 480

gggggcggac tggtgaaacc tgggggctct ctgaaactga getgtgeage cagtggeetg 540



acattctcct catatgctat gtcttgggtg cggeagaccec cagaaaagag actggagtgg 600
gtggcttcaa tctettcegg gggcttcact tactatectg acagegtgaa aggeagattc 660
actatctcca gggataacgc acggaatatc ctgtatctge agatgagetc actgagatcc 720
gaggacaccg caatgtacta ctgcgcaaga gacgaagtge gggggtatet ggacgtgtgg 780
ggagcaggea ctaccgtcac cgtgtctage accactacac ctgcaccaag gecteccaca 840
ccegceteeca ctategcette ccagecactg teectgagge cegaggectg caggecagea 900
gctggeggag cegtgeatac tagggggetg gacttegett gegacatcta catctgggee 960
ccactggcag ggacatgegg agtcctgetg ctgtecctgg tcatcacact gtactgcaag 1020
cgggggcgea aaaaactget gtatatcttt aagcagectt tcatgagacce agtgcagaca 1080
acccaggagg aagatgggtg ctcatgecgg tttcccgagg aggaggaagg cggetgegag 1140
ctgagggtga agttttcccg ctcagcagat getectgect accagcaggg ccagaaccag 1200
ctgtataatg agctgaacct gggcagacgc gaagagtatg atgtgctgga caaaaggegg 1260
ggaagagacc ccgaaatggg agggaageca aggeggaaaa acccccagga gggeetgtac 1320
aatgagctgc agaaggacaa aatggcagag gettacagtg agattgggat gaagggagag 1380
agacggaggg gaaaagggcea cgatggectg taccaggggce tgageacage aaccaaagat 1440
acttatgacg cactgcacat gcaggeactg ccacccagag geageggege cacaaacttc 1500
tctctgetaa agcaageagg tgatgttgaa gaaaaccccg ggectatgge tetgeetgtg 1560
accgcactgc tgetgeeect ggetetgetg ctgecacgeeg caagacctge cgeatacaag 1620
gatattcaga tgactcagac cacaagctcc ctgagcgect ccctgggaga ccgagtgaca 1680
atctcttgca gtgcatcaca gggaattagc aactacctga attggtatca gcagaageca 1740
gatggcactg tgaaactgct gatctactat acctctagtc tgcacagtgg ggtccectca 1800
cgattcagcg gatccggcte tgggacagac tacagectga ctatctccaa cctggageee 1860

gaagatattg ccacctacta ttgccageag tactccaage tgecttatac ctttggeggg 1920

ggaacaaagc tggagattaa aaggggagga ggaggaageg gaggaggagg atccggagge 1980
gggggatctg gaggaggagg aagtgaggtg cagetggtcg aatctggagg aggactggtg 2040
aagccaggag gatctctgaa actgagttgt geegettcag gectgacctt ctcaagetac 2100

gccatgagct gggtgegaca gacacctgag aageggetgg aatgggtcge tageatctee 2160



tctggegggt tcacatacta tccagactce gtgaaaggea gatttactat ctctcgggat 2220

aacgcaagaa atattctgta cctgcagatg agttcactga ggagcgagga caccgcaatg 2280

tactattgtg ccagggacga agtgcgcggc tatctggatg tctggggagc tggcactace 2340

gtcaccgtct ccagcgagea gaaactgatt agcgaagagg acctgaaaga tgaactgtaa 2400

<210> 14

<211> 2803

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of MSCV promoter-Anti-human CD7 (TH69)
CAR-p2A-Anti-human CD7 (TH69) PEBL

<400> 14
ggaatgaaag accccacctg taggtttgge aagctagett aagtaacgec attttgcaag 60

gcatggaaaa tacataactg agaatagaga agttcagatc aaggttagga acagagagac 120
agcagaatat gggccaaaca ggatatctgt ggtaagcagt tectgeeceg getcagggee 180
aagaacagat ggtccccaga tgeggteceg cectcageag tttctagaga accatcagat 240
gtttccaggg tgccccaagg acctgaaatg accetgtgec ttatttgaac taaccaatca 300
gttegettet cgcttetgtt cgegegctte tgetccecga getcaataaa agageecaca 360
acccctcact cggegegeca gtecgaatte ggettccacc atggetetge ctgtgactge 420
cctgetgetg cecetggeec tgetgetgea cgetgetaga cccgecgeat acaaggacat 480
tcagatgact cagactacat ccagcctgte agettcectg ggegatcgag tgactatcag 540
ctgttcagca agccagggga tcagcaatta cctgaactgg taccagcaga ageecgacgg 600
aactgtcaag ctgctgatct actatacttc cagtctgcat ageggggtce ctagecgatt 660
ctctgggagt ggaagcggea ccgactatag cctgaccatt tccaacctgg aaccagagga 720

cattgccacc tattactgtc agcagtattc aaagctgecc tatacctttg gecggagggac 780

taagctggag atcaagcgag gagggggagg atcaggggga ggggggageg gaggeggggg 840
gagtggcggc ggagggtcag aagtccaget ggtcgagagt gggggeggac tggtgaaacc 900
tgggggctct ctgaaactga getgtgeage cagtggectg acattctect catatgetat 960
gtcttgggtg cggcagacce cagaaaagag actggagtgg gtggcttcaa tetcttccgg 1020

gggcttcact tactatcctg acagegtgaa aggcagattc actatctcca gggataacge 1080



acggaatatc ctgtatctgc agatgagctc actgagatcc gaggacaccg caatgtacta 1140
ctgcgcaaga gacgaagtge gggggtatct ggacgtgtgg ggagcaggea ctaccgtcac 1200
cgtgtctage accactacac ctgecaccaag gectcccaca cccgetecca ctatcgette 1260
ccagccactg tcectgagge ccgaggectg caggecagea getggeggag cegtgeatac 1320
tagggggctg gacttcgctt gcgacatcta catctgggee ccactggeag ggacatgegg 1380
agtcctgetg ctgtcectgg tcatcacact gtactgcaag cgggggcgea aaaaactget 1440
gtatatcttt aagcagcctt tcatgagacc agtgcagaca acccaggagg aagatgggtg 1500
ctcatgcegg tttcccgagg aggaggaagg cggctgegag ctgagggtga agttttcccg 1560
ctcagcagat gctectgect accagcaggg ccagaaccag ctgtataatg agetgaacct 1620

gggeagacge gaagagtatg atgtgctgga caaaaggegg ggaagagacc ccgaaatggg 1680

agggaagcca aggceggaaaa acccccagga gggectgtac aatgagetge agaaggacaa 1740
aatggcagag gcttacagtg agattgggat gaagggagag agacggaggg gaaaagggca 1800
cgatggcctg taccaggggc tgagcacage aaccaaagat acttatgacg cactgcacat 1860
gcaggcactg ccacccagat gaggcagegg cgccacaaac ttetetctge taaagcaage 1920
aggtgatgtt gaagaaaacc ccgggcectat ggetetgect gtgaccgeac tgetgetgee 1980
cctggctctg ctgetgeacg ccgcaagacc tgecgeatac aaggatatte agatgactca 2040
gaccacaagc tccctgageg ccteectggg agaccgagtg acaatctctt gcagtgecate 2100
acagggaatt agcaactacc tgaattggta tcagcagaag ccagatggca ctgtgaaact 2160
gctgatctac tatacctcta gtctgcacag tggggtcecc tcacgattca gecggatccgg 2220
ctctgggaca gactacagec tgactatctc caacctggag cccgaagata ttgecaccta 2280
ctattgccag cagtactcca agctgectta tacctttgge gggggaacaa agetggagat 2340
taaaagggga ggaggaggaa gcggaggagg aggatccgga ggegggggat ctggaggagg 2400
aggaagtgag gtgcagctgg tcgaatctgg aggaggactg gtgaagcecag gaggatctct 2460
gaaactgagt tgtgeegctt caggectgac cttctcaage tacgccatga getgggtgeg 2520
acagacacct gagaagcggce tggaatgggt cgctageatc tectctggeg ggttcacata 2580
ctatccagac tccgtgaaag gcagatttac tatctctcgg gataacgcaa gaaatattct 2640
gtacctgcag atgagttcac tgaggagcega ggacaccgca atgtactatt gtgccaggga 2700

cgaagtgcgc ggctatctgg atgtctgggg agctggeact accgtcaccg tctccagega 2760



gcagaaactg attagcgaag aggacctgaa agatgaactg taa 2803

<210> 15

<211> 3598

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of EF1a promoter-Anti-human CD7 (TH69)
CAR-p2A-Anti-human CD7 (TH69) PEBL

<400> 15
ggcteeggtg cecgteagtg ggcagagege acatcgecca cagtccccga gaagttgggg 60

ggaggggtcg gcaattgaac cggtgectag agaaggtgge geggggtaaa ctgggaaagt 120

gatgtcgtgt actggctecg cctttttccc gagggtgggg gagaaccgta tataagtgca 180
gtagtcgccg tgaacgttct ttttcgcaac gggtttgecg ccagaacaca ggtaagtgee 240
gtgtgtggtt cccgegggec tggectcttt acgggttatg geecttgegt gecttgaatt 300
acttccacct ggetgecagta cgtgattctt gatcccgage ttcgggttgg aagtgggtgg 360
gagagttcga ggecttgege ttaaggagcec ccttcgecte gtgettgagt tgaggectgg 420
cctgggegcet ggggecgeeg cgtgegaatc tggtggeacc ttegegectg tetegetget 480
ttcgataagt ctctagccat ttaaaatttt tgatgacctg ctgegacgct ttttttctgg 540
caagatagtc ttgtaaatgc gggccaagat ctgcacactg gtatttcggt ttttggggec 600
gcgggeggcg acggggeccg tgegteccag cgeacatgtt cggegaggeg gggectgega 660
gcgeggecac cgagaatcgg acgggggtag tetcaagetg geeggectge tetggtgeet 720
ggectegege cgeegtgtat cgeeccgecc tgggeggeaa ggetggeceg gteggeacca 780
gttgegtgag cggaaagatg geegettcce ggeectgetg cagggagcete aaaatggagg 840
acgcggegcet cgggagageg ggegggtgag tcacccacac aaaggaaaag ggecttteceg 900
tcctcageceg tegettcatg tgactccacg gagtaccggg cgeegtecag geacctcgat 960
tagttctcga gcettttggag tacgtcgtct ttaggttggg gggaggggtt ttatgcgatg 1020
gagtttccce acactgagtg ggtggagact gaagttagge cagettggea cttgatgtaa 1080
ttctccttgg aatttgecct ttttgagttt ggatcttggt tcattctcaa gectcagaca 1140
gtggttcaaa gtttttttct tccatttcag gtgtcgtgag aattcggcett ccaccatgge 1200

tctgectgtg actgecctge tgetgeeect ggeectgetg ctgcacgetg ctagacccge 1260



cgcatacaag gacattcaga tgactcagac tacatccagc ctgtcagcett ccctgggega 1320
tcgagtgact atcagctgtt cagcaagcca ggggatcagce aattacctga actggtacca 1380
gcagaagcce gacggaactg tcaagetgcet gatctactat acttccagte tgcatagegg 1440
ggtccctage cgattctctg ggagtggaag cggeaccgac tatagectga ccatttccaa 1500

cctggaacca gaggacattg ccacctatta ctgtcageag tattcaaagc tgecctatac 1560

ctttggegga gggactaage tggagatcaa gegaggaggg ggaggatcag ggggaggggg 1620
gagcggagee ggggggagts geggeggagg gtcagaagte cagetggteg agagtggggg 1680
cggactggtg aaacctgggg getctctgaa actgagetgt gecagecagtg gectgacatt 1740
ctcctcatat getatgtctt gggtgeggea gaccccagaa aagagactgg agtgggtgge 1800
ttcaatctct tccgggggct tcacttacta tcctgacage gtgaaaggea gattcactat 1860
ctccagggat aacgcacgga atatcctgta tctgcagatg agctcactga gatccgagga 1920
caccgcaatg tactactgcg caagagacga agtgeggggg tatctggacg tgtggggage 1980
aggcactacc gtcaccgtgt ctagcaccac tacacctgea ccaaggectc ccacaccege 2040
tcccactate gettcccage cactgteect gaggeccgag gectgeagge cageagetgg 2100
cggagccgtg catactaggg ggctggactt cgettgegac atctacatct gggecccact 2160
ggcagggaca tgeggagtce tgetgetgte cctggtcate acactgtact gcaagegggg 2220
gcgcaaaaaa ctgctgtata tctttaagcea gectttcatg agaccagtge agacaaccca 2280
ggaggaagat gggtgctcat gecggtttce cgaggaggag gaaggegget gegagetgag 2340
ggtgaagttt tcccgetcag cagatgetee tgectaccag cagggecaga accagetgta 2400
taatgagctg aacctgggea gacgcgaaga gtatgatgtg ctggacaaaa ggeggggaag 2460
agaccccgaa atgggaggga agccaaggeg gaaaaaccce caggagggec tgtacaatga 2520
gctgecagaag gacaaaatgg cagaggctta cagtgagatt gggatgaagg gagagagacg 2580
gaggggaaaa gggeacgatg gectgtacca ggggetgage acagcaacca aagatactta 2640
tgacgcactg cacatgcagg cactgccacc cagatgagge ageggegeca caaacttctc 2700
tctgctaaag caagcaggtg atgttgaaga aaaccecggg cctatggetce tgectgtgac 2760
cgcactgctg ctgeecctgg ctetgetget geacgecgea agacctgecg catacaagga 2820

tattcagatg actcagacca caagctccct gagegectce ctgggagace gagtgacaat 2880



ctcttgcagt gcatcacagg gaattagcaa ctacctgaat tggtatcage agaagccaga 2940
tggcactgtg aaactgctga tctactatac ctctagtctg cacagtgggg tccectcacg 3000
attcagcgga tccggcetctg ggacagacta cagectgact atctccaacc tggageccga 3060

agatattgcc acctactatt gccagcagta ctccaagctg ccttatacct ttggeggggg 3120

aacaaagctg gagattaaaa ggggaggagg aggaagcgga ggaggaggat ccggaggegg 3180

gggatctgga ggaggaggaa gtgaggtgca getggtcgaa tetggaggag gactggtgaa 3240

gccaggagga tctctgaaac tgagttgtge cgettcagge ctgaccttct caagetacge 3300

catgagctgg gtgcgacaga cacctgagaa geggetggaa tgggtegeta geatctcctc 3360

tggcgggttc acatactatc cagactccgt gaaaggeaga tttactatct ctcgggataa 3420

cgcaagaaat attctgtacc tgcagatgag ttcactgagg agcgaggaca ccgcaatgta 3480

ctattgtgcc agggacgaag tgegeggcta tctggatgte tggggagcetg gecactacegt 3540

caccgtctcc agcgageaga aactgattag cgaagaggac ctgaaagatg aactgtaa 3598

<210> 16

<211> 2792

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of EFla promoter-Anti-human CD7 (TH69)
CAR-p2A-Anti-human CD7 (TH69) PEBL

<400> 16
gggcagagcg cacatcgecc acagtceccg agaagttggg gggaggggte ggeaattgaa 60

ccggtgecta gagaaggtgg cgeggggtaa actgggaaag tgatgtegtg tactggetee 120

gectttttce cgagggtggg ggagaaccgt atataagtge agtagtcgee gtgaacgttc 180
tttttcgcaa cgggtttgee geccagaacac aggtgtegtg accgegggte tagaggatce 240
ggtactcgag gaactgaaaa accagaaagt taactggtaa gtttagtctt tttgtetttt 300
atttcaggtc ccggatccgg tggtggtgea aatcaaagaa ctgetectca gtggatgttg 360
cctttacttc taggaattcg gettccacca tggetctgee tgtgactgee ctgetgetge 420
ccctggecct getgetgeac getgetagac ccgecgeata caaggacatt cagatgacte 480
agactacatc cagcctgtca gettcectgg gegatcgagt gactatcage tgttcagcaa 540

gccaggggat cagcaattac ctgaactggt accagcagaa geecgacgga actgtcaage 600



tgctgatcta ctatacttcc agtctgeata geggggtcee tagecgatte tectgggagtg 660
gaagcggceac cgactatage ctgaccattt ccaacctgga accagaggac attgccacct 720

attactgtca gcagtattca aagctgecect atacctttgg cggagggact aagctggaga 780

tcaagcgagg agggggagga tcagggggag gggggagegg aggegggggg agtggeggeg 840

gagggtcaga agtccagctg gtcgagagtg ggggcggact ggtgaaacct gggggctcte 900

tgaaactgag ctgtgcagcc agtggectga cattctccte atatgetatg tettgggtge 960
ggcagaccce agaaaagaga ctggagtggg tggcttcaat ctcttccggg ggcttcactt 1020
actatcctga cagegtgaaa ggcagattca ctatctccag ggataacgca cggaatatcc 1080
tgtatctgea gatgagctca ctgagatccg aggacaccge aatgtactac tgcgcaagag 1140
acgaagtgcg ggggtatctg gacgtgtggg gagcaggcac taccgtcace gtgtctagca 1200
ccactacacc tgcaccaagg cctcccacac ccgetcecac tatcgettee cagecactgt 1260
ccctgaggec cgaggectge aggecageag ctggeggage cgtgeatact agggggctgg 1320
acttcgcttg cgacatctac atctgggecc cactggcagg gacatgegga gtectgetge 1380
tgtccctggt catcacactg tactgcaage gggggegeaa aaaactgetg tatatcttta 1440
agcagccttt catgagacca gtgcagacaa cccaggagga agatgggtgc tcatgecggt 1500
ttcccgagga ggaggaagge ggctgegage tgagggtgaa gttttcecge tcagcagatg 1560
ctcctgecta ccageaggge cagaaccagc tgtataatga getgaacctg ggecagacgeg 1620
aagagtatga tgtgctggac aaaaggeggg gaagagaccc cgaaatggga gggaagecaa 1680
ggcggaaaaa cccccaggag ggectgtaca atgagetgea gaaggacaaa atggcagagg 1740
cttacagtga gattgggatg aagggagaga gacggagggg aaaagggcac gatggectgt 1800
accaggggct gagcacagca accaaagata cttatgacgc actgcacatg caggcactge 1860
cacccagatg aggcagcggc geccacaaact tctctctget aaagcaagcea ggtgatgttg 1920
aagaaaaccc cgggectatg getctgectg tgaccgcact getgetgeee ctggetetge 1980
tgctgeacge cgcaagacct gecgcataca aggatattca gatgactcag accacaaget 2040
ccectgagege cteectggga gaccgagtga caatctcttg cagtgeatca cagggaatta 2100
gcaactacct gaattggtat cagcagaagc cagatggcac tgtgaaactg ctgatctact 2160
atacctctag tctgcacagt ggggtcecct cacgattcag cggatcegge tetgggacag 2220

actacagcct gactatctcc aacctggage ccgaagatat tgccacctac tattgccage 2280



agtactccaa gctgecttat acctttggeg ggggaacaaa getggagatt aaaaggggag 2340

gaggaggaag cggaggagga ggatccggag gegggggatc tggaggagga ggaagtgagg 2400

tgcagctggt cgaatctgga ggaggactgg tgaagecagg aggatctctg aaactgagtt 2460

gtgeegette aggectgacc ttctcaagcet acgecatgag ctgggtgega cagacacctg 2520

agaagcggcet ggaatgggtc getageatct cetetggegg gttcacatac tatccagact 2580

ccgtgaaagg cagatttact atctctcggg ataacgcaag aaatattctg tacctgcaga 2640

tgagttcact gaggagcgag gacaccgcaa tgtactattg tgccagggac gaagtgegeg 2700

gctatctgga tgtetgggga getggeacta cegtcaccgt ctccagegag cagaaactga 2760

ttagcgaaga ggacctgaaa gatgaactgt aa 2792

<210> 17

<211> 3346

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of MSCV promoter-Anti-human CD7 (TH69)
CAR-PGK promoter-Anti-human CD7 (TH69) PEBL

<400> 17
ttaattaatt tatttagtct ccagaaaaag gggggaatga aagaccccac ctgtaggttt 60

ggcaagctag cttaagtaac gecattttge aaggeatgga aaatacataa ctgagaatag 120
agaagttcag atcaaggtta ggaacagaga gacagcagaa tatgggccaa acaggatatc 180
tgtggtaagc agttcctgec ceggetcagg geccaagaaca gatggtccece agatgeggte 240
ccgecctcag cagtttctag agaaccatca gatgtttcca gggtgeccca aggacctgaa 300
atgaccctgt gecttatttg aactaaccaa tcagttcget tctegettet gttegegege 360
ttctgetece cgagcetcaat aaaagagecc acaaccecte actcggegeg ccagtecgaa 420
ttcggcttee accatggete tgectgtgac tgeectgetg ctgecectgg cectgetget 480
gcacgctget agaccegecg catacaagga cattcagatg actcagacta catccagect 540
gtcagcttce ctgggegatce gagtgactat cagetgttca gcaagecagg ggatcagcaa 600
ttacctgaac tggtaccagc agaagcccga cggaactgtc aagetgetga tctactatac 660
ttccagtctg catagegggg tccctagecg attctctggg agtggaageg geaccgacta 720

tagcctgacc atttccaacc tggaaccaga ggacattgcc acctattact gtcagcagta 780



ttcaaagctg ccctatacct ttggeggagg gactaagetg gagatcaage gaggaggggg 840

aggatcaggg ggagggggga gcggaggcsg ggggagtgge ggeggagggt cagaagteca 900

gctggtegag agtggggecg gactggtgaa acctgggggc tetctgaaac tgagetgtge 960

agccagtggc ctgacattct cctcatatgc tatgtcttgg gtgcggcaga ccccagaaaa 1020
gagactggag tgggtggctt caatctcttc cgggggcttc acttactatc ctgacagegt 1080
gaaaggcaga ttcactatct ccagggataa cgcacggaat atcctgtatc tgcagatgag 1140
ctcactgaga tccgaggaca ccgcaatgta ctactgegea agagacgaag tgegggggta 1200
tctggacgtg tggggageag geactaccgt caccgtgtct agcaccacta cacctgecace 1260
aaggcctcee acaccegete ccactatege tteccageca ctgtecetga ggecegagge 1320
ctgcaggcca geagetggeg gagecgtgea tactaggggg ctggactteg cttgegacat 1380
ctacatctgg gceccactgg cagggacatg cggagtectg ctgetgtecce tggtcatcac 1440
actgtactgc aagcgggggc gcaaaaaact getgtatatc tttaageage ctttcatgag 1500
accagtgcag acaacccagg aggaagatgg gtgctcatge cggtttcccg aggaggagga 1560
aggcggctge gagctgaggg tgaagttttc ccgetcagea gatgetectg cctaccageca 1620
gggccagaac cagetgtata atgagctgaa cctgggeaga cgegaagagt atgatgtget 1680
ggacaaaagg cggggaagag accccgaaat gggagggaag ccaaggegga aaaaccceca 1740
ggagggcctg tacaatgagce tgcagaagga caaaatggea gaggcttaca gtgagattgg 1800
gatgaaggga gagagacgga ggggaaaagg geacgatgge ctgtaccagg ggetgagecac 1860
agcaaccaaa gatacttatg acgcactgca catgcaggea ctgecaccea gatgactcga 1920
gtgcagtcga cgegggeecg ggatcccgeg actctagata attctaccgg gtaggggagg 1980
cgcttttcce aaggeagtct ggagcatgeg ctttagcage cccgetggge acttggeget 2040
acacaagtgg cctctggect cgeacacatt ccacatccac cggtaggege caaccggete 2100
cgttctttgg tggeeccttc gegecacctt ctactcctee cctagtcagg aagttcccee 2160
ccgeeecgea getegegteg tgcaggacgt gacaaatgga agtagcacgt ctcactagte 2220
tcgtgcagat ggacageace getgagcaat ggaagegggt aggectttgg ggcageggee 2280
aatagcagct ttgctcctte getttctggg ctcagaggcet gggaaggggt gggtecgggg 2340

geggegctcag gggcggectc aggggcggee Ccggecgcceg aaggtectee ggaggeccgg 2400



cattctgcac gcttcaaaag cgcacgtctg ccgegctgtt ctectcttec tcatctccgg 2460
gcctttcgac tggecaggct tccaccatgg ctetgectgt gaccgeactg ctgetgeece 2520
tggctctget getgcacgee gcaagacctg ccgeatacaa ggatattcag atgactcaga 2580
ccacaagctc cctgagegec tecctgggag accgagtgac aatctcttge agtgcatcac 2640
agggaattag caactacctg aattggtatc agcagaagcc agatggeact gtgaaactgc 2700
tgatctacta tacctctagt ctgcacagtg gggtccectc acgattcage ggatcegget 2760
ctgggacaga ctacagcctg actatctcca acctggagec cgaagatatt gccacctact 2820
attgccagca gtactccaag ctgecttata cctttggegg gggaacaaag ctggagatta 2880
aaaggggagg aggaggaage ggaggaggag gatccggagg cgggggatct ggaggaggag 2940
gaagtgaggt gcagctggtc gaatctggag gaggactggt gaagccagga ggatctctga 3000
aactgagttg tgccgettca ggectgacct tctcaageta cgecatgage tgggtgegac 3060
agacacctga gaagcggctg gaatgggtcg ctagcatctc ctctggeggg ttcacatact 3120
atccagactc cgtgaaaggc agatttacta tctctcggga taacgcaaga aatattctgt 3180
acctgcagat gagttcactg aggagcgagg acaccgcaat gtactattgt gccagggacg 3240
aagtgcgegg ctatctggat gtctggggag ctggcactac cgtcaccgte tccagegage 3300
agaaactgat tagcgaagag gacctgaaag atgaactgta acgcgt 3346
<210> 18

<211> 3938

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of MSCV promoter-anti-human CD7 CAR

(TH69)-EF1a promoter- Anti-human CD7

<400> 18
ggaatgaaag accccacctg taggtttgge aagctagett aagtaacgec attttgcaag 60

gcatggaaaa tacataactg agaatagaga agttcagatc aaggttagga acagagagac 120
agcagaatat gggccaaaca ggatatctgt ggtaagcagt tectgeeceg getcagggee 180
aagaacagat ggtccccaga tgeggteceg cectcageag tttctagaga accatcagat 240
gtttccaggg tgccccaagg acctgaaatg accetgtgece ttatttgaac taaccaatca 300

gttegcttct cgcttetgtt cgegegette tgetececga getcaataaa agageccaca 360



acccctcact cggegegeca gtcecgaatte ggettccace atggetetge ctgtgactge 420
cctgetgetg ceectggecce tgetgetgea cgetgetaga cccgeegeat acaaggacat 480
tcagatgact cagactacat ccagcctgtc agcttcectg ggegatcgag tgactatcag 540
ctgttcagca agccagggga tcagcaatta cctgaactgg taccagcaga ageccgacgg 600
aactgtcaag ctgctgatct actatacttc cagtctgcat agcggggtcc ctagccgatt 660
ctctgggagt ggaagcggea ccgactatag cctgaccatt tccaacctgg aaccagagga 720

cattgccacc tattactgtc agcagtattc aaagctgecc tatacctttg gcggagggac 780

taagctggag atcaagcgag gagggggagg atcaggggga ggggggageg gaggegegeg 840
gagtggeggc ggagggtcag aagtccaget ggtcgagagt gggggcggac tggtgaaacc 900
tgggggctct ctgaaactga getgtgeage cagtggectg acattctect catatgetat 960
gtcttgggtg cggeagacce cagaaaagag actggagtgg gtggcttcaa tctettccgg 1020
gggcttcact tactatcctg acagegtgaa aggceagattc actatctcca gggataacge 1080
acggaatatc ctgtatctgc agatgagctc actgagatcc gaggacaccg caatgtacta 1140
ctgcgcaaga gacgaagtge gggggtatct ggacgtgtgg ggagcaggea ctaccgtcac 1200
cgtgtctage accactacac ctgecaccaag gectcccaca cccgetecca ctatcgette 1260
ccagccactg tcectgagge ccgaggectg caggecagea getggeggag cegtgeatac 1320
tagggggctg gacttcgctt gcgacatcta catctgggece ccactggeag ggacatgegg 1380
agtcctgetg ctgtcectgg tcatcacact gtactgcaag cgggggcgea aaaaactget 1440
gtatatcttt aagcagcctt tcatgagacc agtgcagaca acccaggagg aagatgggtg 1500
ctcatgcegg tttcccgagg aggaggaagg cggctgegag ctgagggtga agttttcceg 1560
ctcagcagat gctectgect accagcaggg ccagaaccag ctgtataatg agetgaacct 1620

gggeagacge gaagagtatg atgtgctgga caaaaggegg ggaagagacce ccgaaatggg 1680

agggaagcca aggceggaaaa acccccagga gggectgtac aatgagetge agaaggacaa 1740
aatggcagag gcttacagtg agattgggat gaagggagag agacggaggg gaaaagggca 1800
cgatggcctg taccaggggc tgagcacage aaccaaagat acttatgacg cactgcacat 1860
gcaggcactg ccacccagat gagtcgacgg ctecggtgec cgtcagtggg cagagegcac 1920
atcgcccaca gtccccgaga agttgggggg aggggtcgge aattgaaccg gtgectagag 1980

aaggtggcge ggggtaaact gggaaagtga tgtcgtgtac tggetccgec tttttcccga 2040



gggtggggoa gaaccgtata taagtgcagt agtcgeegtg aacgttcttt ttcgcaacgg 2100
gtttgccgee agaacacagg taagtgeegt gtgtggttee cgegggectg gectetttac 2160

gggttatggc ccttgegtgce cttgaattac ttccacctgg ctgcagtacg tgattcttga 2220

tcccgagctt cgggttggaa gtgggtggga gagttcgagg ccttgegett aaggagecee 2280
ttcgectegt gettgagttg aggectggee tgggegetgg ggecgecgeg tgegaatctg 2340
gtggcacctt cgegectgte tcgetgettt cgataagtcet ctagecattt aaaatttttg 2400

atgacctgct gcgacgcttt ttttctggea agatagtctt gtaaatgegg gccaagatct 2460

gcacactggt atttcggttt ttggggeege gggeggegac ggggeeegtg cgteccageg 2520
cacatgttcg gcgaggeggg gectgegage geggecaccg agaatcggac gggggtagte 2580
tcaagctggce cggectgetc tggtgectgg cctegegeceg cegtgtateg ceecgeectg 2640
ggcggeaagg ctggeecggt cggeaccagt tgegtgageg gaaagatgge cgettcccgg 2700

ccctgetgea gggagetcaa aatggaggac geggegeteg ggagageggg cgggtgagte 2760

acccacacaa aggaaaaggg cctttccgte ctcagecgte gettcatgtg actccacgga 2820
gtaccgggcg ccgtccagge acctegatta gttctcgagce ttttggagta cgtegtettt 2880
aggttggggg gagoggtttt atgcgatgga gtttccccac actgagtggg tggagactga 2940
agttaggcca gettggeact tgatgtaatt ctccttggaa tttgeecttt ttgagtttgg 3000
atcttggttc attctcaagc ctcagacagt ggttcaaagt ttttttcttc catttcaggt 3060
gtegtgacee gggggcttee accatggetc tgectgtgac cgeactgetg ctgeeectgg 3120
ctctgetget gcacgecgea agacctgeeg catacaagga tattcagatg actcagacca 3180
caagctccct gagegectee ctgggagace gagtgacaat ctcttgeagt gcatcacagg 3240
gaattagcaa ctacctgaat tggtatcagc agaagccaga tggeactgtg aaactgcetga 3300
tctactatac ctctagtctg cacagtgggg tcccctcacg attcagegga tceggetctg 3360
ggacagacta cagcctgact atctccaacc tggageccga agatattgee acctactatt 3420
gccagcagta ctccaagctg ccttatacct ttggeggggg aacaaagetg gagattaaaa 3480
ggggaggagg aggaagegga ggaggaggat ccggaggegg gggatctgga ggaggaggaa 3540

gtgaggtgea getggtcgaa tctggaggag gactggtgaa gecaggagga tetctgaaac 3600

tgagttgtgc cgcttcaggce ctgaccttct caagctacge catgagetgg gtgecgacaga 3660



cacctgagaa gcggctggaa tgggtcgeta geatctecte tggegggttc acatactatc 3720

cagactccgt gaaaggcaga tttactatct ctcgggataa cgcaagaaat attctgtacc 3780

tgcagatgag ttcactgagg agcgaggaca ccgcaatgta ctattgtgec agggacgaag 3840

tgcgeggcta tctggatgte tggggagetg geactaccgt caccgtctee agegageaga 3900

aactgattag cgaagaggac ctgaaagatg aactgtaa 3938

<210> 19

<211> 3132

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of MSCV promoter-anti-human CD7 CAR
(TH69)-EFS promoter- Anti-human CD7 (TH69) PEBL

<400> 19
ggaatgaaag accccacctg taggtttgge aagctagett aagtaacgec attttgcaag 60

gcatggaaaa tacataactg agaatagaga agttcagatc aaggttagga acagagagac 120
agcagaatat gggccaaaca ggatatctgt ggtaagcagt tectgeeceg getcagggee 180
aagaacagat ggtccccaga tgeggteceg cectcageag tttctagaga accatcagat 240
gtttccaggg tgccccaagg acctgaaatg accetgtgec ttatttgaac taaccaatca 300
gttegettet cgcttetgtt cgegegctte tgetececga getcaataaa agageecaca 360
acccctcact cggegegeca gtecgaatte ggettccacc atggetetge ctgtgactge 420
cctgetgetg cecetggeec tgetgetgea cgetgetaga cccgecgeat acaaggacat 480
tcagatgact cagactacat ccagcctgte agettcectg ggegatcgag tgactatcag 540
ctgttcagca agccagggga tcagcaatta cctgaactgg taccagcaga ageecgacgg 600
aactgtcaag ctgctgatct actatacttc cagtctgcat ageggggtce ctagecgatt 660
ctctgggagt ggaagcggea ccgactatag cctgaccatt tccaacctgg aaccagagga 720

cattgccacc tattactgtc agcagtattc aaagctgecc tatacctttg gecggagggac 780

taagctggag atcaagcgag gagggggagg atcaggggga ggggggages gaggeggegg 840
gagtggcggc ggagggtcag aagtccaget ggtcgagagt gggggcggac tggtgaaacc 900
tgggggctct ctgaaactga getgtgeage cagtggectg acattctect catatgetat 960

gtcttgggtg cggcagacce cagaaaagag actggagtgg gtggcttcaa tetcttccgg 1020



gggcttcact tactatcctg acagegtgaa aggceagattc actatctcca gggataacge 1080
acggaatatc ctgtatctgc agatgagctc actgagatcc gaggacaccg caatgtacta 1140
ctgcgcaaga gacgaagtge gggggtatct ggacgtgtgg ggagcaggea ctaccgtcac 1200
cgtgtctage accactacac ctgecaccaag gectcccaca cccgetecca ctatcgette 1260
ccagccactg tcectgagge ccgaggectg caggecagea getggeggag cegtgeatac 1320
tagggggctg gacttcgctt gcgacatcta catctgggec ccactggecag ggacatgegg 1380
agtcctgetg ctgtcectgg tcatcacact gtactgcaag cgggggcgea aaaaactget 1440
gtatatcttt aagcagcctt tcatgagacc agtgcagaca acccaggagg aagatgggtg 1500
ctcatgcegg tttcccgagg aggaggaagg cggctgegag ctgagggtga agttttcccg 1560
ctcagcagat gctectgect accagcaggg ccagaaccag ctgtataatg agetgaacct 1620

gggeagacge gaagagtatg atgtgetgga caaaaggegg ggaagagacc ccgaaatggg 1680

agggaagcca aggceggaaaa acccccagga gggectgtac aatgagetge agaaggacaa 1740
aatggcagag gcttacagtg agattgggat gaagggagag agacggaggg gaaaagggca 1800
cgatggcctg taccaggggc tgagcacage aaccaaagat acttatgacg cactgcacat 1860
gcaggcactg ccacccagat gagtcgacgg gcagagegea catcgeccac agtccecgag 1920
aagttggggg gagggogtcgg caattgaacc ggtgectaga gaaggtggcg cggggtaaac 1980
tgggaaagtg atgtcgtgta ctggctecge ctttttcecg agggtggggg agaaccgtat 2040
ataagtgcag tagtcgccgt gaacgttctt tttcgcaacg ggtttgecge cagaacacag 2100
gtgtcgtgac cgegggtcta gaggatccgg tactcgagga actgaaaaac cagaaagtta 2160
actggtaagt ttagtctttt tgtcttttat ttcaggtcce ggatccggtg gtggtgcaaa 2220
tcaaagaact gctcctcagt ggatgttgec tttacttcta gcccgggggce ttccaccatg 2280
gctetgectg tgaccgcact getgetgeee ctggcetetge tgetgecacge cgcaagacct 2340
gcegeataca aggatattca gatgactcag accacaagcet ccctgagege cteectggga 2400
gaccgagtga caatctcttg cagtgcatca cagggaatta gcaactacct gaattggtat 2460
cagcagaagc cagatggcac tgtgaaactg ctgatctact atacctctag tctgcacagt 2520
ggggtccect cacgattcag cggatccggc tetgggacag actacagect gactatctce 2580

aacctggagc ccgaagatat tgccacctac tattgccage agtactccaa getgecttat 2640

acctttggeg ggggaacaaa getggagatt aaaaggggag gaggaggaag cggaggagga 2700



ggatccggag gegggggate tggaggagga ggaagtgagg tgcagetggt cgaatctgga 2760

ggaggactgg tgaagccagg aggatctctg aaactgagtt gtgeegettc aggectgace 2820

ttctcaagct acgccatgag ctgggtgega cagacacctg agaageggct ggaatgggte 2880

gctagcatct cctetggegg gttcacatac tatccagact ccgtgaaagg cagatttact 2940

atctctcggg ataacgcaag aaatattctg tacctgcaga tgagttcact gaggagegag 3000

gacaccgcaa tgtactattg tgccagggac gaagtgegeg getatctgga tgtetgggga 3060

gctggeacta ccgtcaccgt ctccagegag cagaaactga ttagcgaaga ggacctgaaa 3120

gatgaactgt aa 3132

<210> 20

<211> 4057

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of PGK promoter -anti-human CD7 CAR
(3A1F)-EF1a promoter- Anti-human CD7 (TH69) PEBL

<400> 20
attctaccgg gtaggggagg cgcttttccc aaggcagtct ggageatgeg ctttagcage 60

cccgetggge acttggeget acacaagtgg cctetggect cgeacacatt ccacatccac 120
cggtaggcge caaccggcte cgttctttgg tggecectte gegecacctt ctactcctce 180
cctagtcagg aagttcccce ccgecccgea getcgegteg tgecaggacgt gacaaatgga 240
agtagcacgt ctcactagtc tcgtgcagat ggacagcacc getgageaat ggaagegggt 300
aggcctttgg ggcageggec aatageagct ttgetectte getttetggg ctcagagget 360
gggaaggggt gggtecgggg gegggetcag gggegggcte aggggegggg cgggegeeeg 420
aaggtcctec ggaggeecgg cattctgeac gettcaaaag cgeacgtetg cegegetgtt 480
ctectcttec tcatctcegg gectttcgag aattcggcett ccaccatgge tetgeeegte 540
accgctctge tgetgectct ggetetgetg ctgeacgcetg ctcgaccaca ggtccagetg 600
caggagtcag gagctgagct ggtgaageca ggggcaageg tcaaactgte ctgcaaggee 660
tctggatata cattcactag ctactggatg cactgggtga aacagagacc cggacaggge 720
ctggagtgga tcggaaagat taaccctage aatggcagga ccaactacaa cgaaaagttt 780

aaatccaagg caaccctgac agtggacaag agctcctcta cagectacat gcagetgagt 840



tcactgactt cagaggatag cgcagtgtac tattgcgcca gaggeggggt ctactatgac 900
ctgtactatt acgccctgga ttattggggg cagggaacca cagtgactgt cagetccgga 960
ggaggaggaa geggaggagg aggatccgga ggaggaggat ctgacatcga getgacccag 1020
agtcctgcta cactgagegt gactccagge gattctgtca gtetgtcatg tcgggcaage 1080
cagtccatct ctaacaatct gcactggtac cagcagaaat cccatgaatc tccacgactg 1140
ctgattaaga gtgcctcaca gagcatctce ggeattcect ceeggttete tggeagtggg 1200
tcaggaactg actttaccct gagtattaac tcagtggaga cagaagattt cggcatgtat 1260
ttttgccage agagcaattc ctggeectac actttcggag gegggaccaa actggagate 1320
aagcggacta ccacaccage tccaagacca cctaccectg caccaacaat tgetagtcag 1380
ccactgtcac tgagaccaga agcatgtagg cctgcagcetg gaggagcetgt gcacaccaga 1440
ggcctggact ttgectgega tatctacatt tgggetecte tggeaggaac ctgtggegtg 1500
ctgetgetgt ctctggtcat cacactgtat tgcaaacgag ggeggaagaa actgetgtac 1560
attttcaagc agccctttat gaggcctgtg cagactaccc aggaggaaga cggetgcage 1620
tgtcgettee ctgaggaaga ggaaggggga tgtgagetge gegtcaaatt ttctcgaagt 1680
gcagatgccc cagcttatca gcagggecag aaccagetgt acaacgaget gaatctgggg 1740
cggagagagg aatatgacgt gctggataag aggcgaggaa gggacccaga aatgggaggg 1800
aaaccacgac ggaagaaccc ccaggagggc ctgtataatg aactgcagaa agacaagatg 1860
gcagaggect actctgaaat cgggatgaaa ggagagagaa ggegeggeaa ggggeatgat 1920
ggcctgtacc aggggetgag cacagcaacc aaagacacct atgacgeact gcacatgcag 1980
gcactgccac cacggtaatg agtcgacggc tecggtgeee gtcagtggge agagegeaca 2040
tcgeccacag tcccegagaa gttgggggga ggggteggea attgaacegg tgectagaga 2100
aggtggcgcg gggtaaactg ggaaagtgat gtegtgtact ggetecgect ttttceccgag 2160
ggtgggggag aaccgtatat aagtgeagta gtcgecgtga acgttctttt tcgcaacggg 2220
tttgccgeca gaacacaggt aagtgeegtg tgtggttcce gegggectgg cetctttacg 2280
ggttatggec cttgegtgee ttgaattact tccacctgge tgeagtacgt gattcttgat 2340

cccgagcttc gggttggaag tgggtgggag agttcgaggc cttgegetta aggageecct 2400

tcgectegtg cttgagttga ggectggect gggegetggg gecgeegegt gegaatctgg 2460



tggcaccttc gecgectgtct cgetgetttc gataagtcte tagecattta aaatttttga 2520

tgacctgctg cgacgctttt tttctggcaa gatagtcttg taaatgeggg ccaagatctg 2580

cacactggta tttcggtttt tggggccgeg ggcggegacg gggeccgtge gtecccagege 2640

acatgttcgg cgaggcgggg cctgegageg cggecaccga gaatcggacg ggggtagtct 2700

caagctggece ggectgetcet ggtgectgge ctcgegecge cgtgtatcge ceccgeectgg 2760
gcggeaaggce tggeecggte ggeaccagtt gegtgagegg aaagatggec gettcecgge 2820
cctgetgeag ggagctcaaa atggaggacg cggegetcgg gagagegggce gggtgagtca 2880
cccacacaaa ggaaaagggce ctttecgtee tcageegteg cttcatgtga ctccacggag 2940
taccgggcge cgtccaggea cctcgattag ttctcgaget tttggagtac gtegtcttta 3000
ggttggggog aggggotttta tgcgatggag tttccccaca ctgagtgggt ggagactgaa 3060
gttaggccag cttggcactt gatgtaattc tccttggaat ttgeectttt tgagtttgga 3120
tcttggttca ttctcaagece tcagacagtg gttcaaagtt tttttcttec atttcaggtg 3180
tcgtgacccg ggggcettcca ccatggcetet gectgtgace geactgetge tgeecectgge 3240
tctgetgetg cacgecgcaa gacctgecge atacaaggat attcagatga ctcagaccac 3300
aagctcectg agegectcec tgggagaccg agtgacaatc tettgeagtg catcacaggg 3360
aattagcaac tacctgaatt ggtatcagca gaagccagat ggcactgtga aactgctgat 3420
ctactatacc tctagtctge acagtggggt cccctcacga ttcageggat ccggetctgg 3480
gacagactac agcctgacta tctccaacct ggageccgaa gatattgeca cctactattg 3540
ccagcagtac tccaagctgc cttatacctt tggeggggga acaaagetgg agattaaaag 3600
gggaggagga ggaageggag gaggaggatc cggaggeggg ggatctggag gaggaggaag 3660
tgaggtgcag ctggtcgaat ctggaggagg actggtgaag ccaggaggat ctctgaaact 3720
gagttgtgce gettcaggec tgaccttctc aagetacgec atgagetggg tgegacagac 3780
acctgagaag cggctggaat gggtcgctag catctectct ggegggttca catactatcc 3840
agactccgtg aaaggcagat ttactatctc tcgggataac gcaagaaata ttctgtacct 3900
gcagatgagt tcactgagga gcgaggacac cgcaatgtac tattgtgeca gggacgaagt 3960
gcgeggctat ctggatgtct ggggagcetgg cactaccgtce accgtctcca gecgagecagaa 4020

actgattagc gaagaggacc tgaaagatga actgtaa 4057



<210> 21

<211> 4054

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of PGK promoter-anti-human CD7 CAR
(TH69)-EF1a promoter- Anti-human CD7 (3A1F) PEBL

<400> 21
attctaccgg gtaggggagg cgcttttccc aaggcagtct ggageatgeg ctttagcage 60

cccgetggge acttggeget acacaagtgg cctetggect cgeacacatt ccacatccac 120
cggtaggcge caaccggcte cgttctttgg tggecectte gegecacctt ctactcctce 180
cctagtcagg aagttcccce ccgecccgea getcgegteg tgecaggacgt gacaaatgga 240
agtagcacgt ctcactagtc tcgtgcagat ggacagcacc getgageaat ggaagegggt 300
aggcctttgg ggcageggec aatageagct ttgetectte getttetggg ctcagagget 360
gggaaggggt gggtecgggg gegggetcag gggegggcte aggggegggg cgggegeeeg 420
aaggtcctec ggaggeecgg cattctgeac gettcaaaag cgeacgtetg cegegetgtt 480
ctectcttec tcatctcegg gectttcgag aattcggett ccaccatgge tetgeetgtg 540
actgcectge tgetgecect ggeectgetg ctgeacgetg ctagaccege cgecatacaag 600
gacattcaga tgactcagac tacatccagc ctgtcagcett ccctgggega tcgagtgact 660
atcagctgtt cagcaagcca ggggatcage aattacctga actggtacca gcagaageee 720
gacggaactg tcaagctgct gatctactat acttccagtc tgcatagegg ggtcectage 780
cgattctctg ggagtggaag cggcaccgac tatagectga ccatttccaa cctggaacca 840

gaggacattg ccacctatta ctgtcagcag tattcaaagc tgcectatac ctttggegga 900

gggactaagc tggagatcaa gcgaggaggg ggaggatcag ggggageggg gageggagge 960
8gggggagty geggreggagg gtcagaagtc cagetggteg agagtggggg cggactggtg 1020
aaacctgggg gctctctgaa actgagcetgt gcagccagtg gectgacatt ctectcatat 1080
gctatgtctt gggtgcggca gaccccagaa aagagactgg agtgggtggc ttcaatctct 1140
tccgggggct tcacttacta tcctgacage gtgaaaggea gattcactat ctccagggat 1200
aacgcacgga atatcctgta tctgcagatg agctcactga gatccgagga caccgcaatg 1260
tactactgcg caagagacga agtgeggggg tatctggacg tgtggggage aggeactacc 1320

gtcaccgtgt ctagcaccac tacacctgca ccaaggectc ccacacccge tcccactatc 1380



gettcccage cactgteect gaggecegag gectgeagge cageagetgg cggageegtg 1440
catactaggg ggctggactt cgettgegac atctacatct gggeeccact ggcagggaca 1500
tgcggagtec tgetgetgte cctggteate acactgtact gcaagegggg gegcaaaaaa 1560
ctgctgtata tctttaagca gectttcatg agaccagtge agacaaccca ggaggaagat 1620
gggtgctcat geeggtttce cgaggaggag gaaggeggct gcgagetgag ggtgaagttt 1680
tcccgetcag cagatgetec tgectaccag cagggecaga accagetgta taatgagetg 1740
aacctgggcea gacgcgaaga gtatgatgtg ctggacaaaa ggeggggaag agaccecgaa 1800
atgggaggga agccaaggeg gaaaaaccce caggagggce tgtacaatga getgecagaag 1860
gacaaaatgg cagaggctta cagtgagatt gggatgaagg gagagagacg gaggggaaaa 1920
gggcacgatg gectgtacca ggggetgage acagcaacca aagatactta tgacgecactg 1980
cacatgcagg cactgccacc cagatgagtc gacggcetecg gtgecegtea gtgggeagag 2040
cgcacatcge ccacagtcce cgagaagttg gggggagggg teggeaattg aaccggtgee 2100
tagagaaggt ggcgeggggt aaactgggaa agtgatgteg tgtactgget cegecttttt 2160
cccgagggtg ggggagaace gtatataagt gcagtagtcg ccgtgaacgt tetttttege 2220
aacgggtttg ccgecagaac acaggtaagt geegtgtgtg gttcecgegg gectggeete 2280
tttacgggtt atggcccttg cgtgecttga attacttcca cctggetgea gtacgtgatt 2340
cttgatcceg agettcgggt tggaagtggg tgggagagtt cgaggecttg cgettaagga 2400
gceccttege ctegtgettg agttgaggee tggectggge getggggeceg cecgegtgega 2460
atctggtgge accttcgege ctgtcteget getttcgata agtctctage catttaaaat 2520

ttttgatgac ctgctgegac getttttttc tggcaagata gtettgtaaa tgegggecaa 2580

gatctgcaca ctggtatttc ggtttttggg gccgegggeg gegacggggc cegtgegtee 2640
cagcgcacat gttcggegag geggggectg cgagegeggce caccgagaat cggacggggg 2700
tagtctcaag ctggeeggec tgetctggtg cctggecteg cgecgeegtg tatcgeeecg 2760
ccctgggegg caaggetggce ceggteggea ccagttgegt gageggaaag atggeegett 2820
cceggecctg ctgecagggag ctcaaaatgg aggacgeggce getcgggaga gegggegggt 2880
gagtcaccca cacaaaggaa aagggccttt ccgtcctcag cegtegette atgtgactce 2940

acggagtacc gggcgecgte caggeaccte gattagttct cgagettttg gagtacgtcg 3000



tctttaggtt ggggggaggg gttttatgcg atggagtttc cccacactga gtgggtggag 3060
actgaagtta ggccagcettg gcacttgatg taattctcct tggaatttge cctttttgag 3120
tttggatctt ggttcattct caagectcag acagtggttc aaagtttttt tcttccattt 3180
caggtgtcgt gacccggggg cttccaccat ggetetgeee gtcaccgcte tgetgetgee 3240
tctggcetctg ctgetgecacg ccgeaagace ccaggtccag ctgcaggagt caggggcaga 3300
gctggtgaaa cccggageca gtgtcaaact gtectgtaag gecagegget atactttcac 3360
cagctactgg atgcactggg tgaaacagag gccaggacag ggectggagt ggatcggecaa 3420
gattaacccc agcaatggge gcaccaacta caacgaaaag tttaaatcca aggctacact 3480
gactgtggac aagagctcct ctaccgcata catgcagcetg agttcactga catctgaaga 3540
tagtgccgtg tactattgeg ccagaggegg ggtctactat gacctgtact attacgcact 3600
ggattattgg gggcagggaa ccacagtgac tgtcagetce ggaggaggag gatccggegg 3660
aggaggctct gggggaggcg ggagtgacat cgagetgaca cagtctccag ccactctgag 3720
cgtgacccct ggegattctg tcagtctgte atgtagagct agecagtcca tctctaacaa 3780
tctgcactgg taccagcaga aatcacatga aagccctcgg ctgetgatta agagtgettc 3840
acagagcatc tccgggattc caagcagatt ctctggcagt gggtcaggaa ccgactttac 3900
actgtccatt aactctgtgg agaccgaaga tttcggeatg tatttttgec agcagagcaa 3960
ttcctggect tacacattcg gaggegggac taaactggag attaagaggg agcagaaact 4020
gattagcgaa gaggacctga aggacgaact gtga 4054

<210> 22

<211> 4063

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of PGK promoter-anti-human CD7 CAR

(TH69)-EF1a promoter-Anti-human CD7 (TH69) PEBL

<400> 22
attctaccgg gtaggggagg cgcttttcce aaggeagtct ggageatgeg ctttagcage 60

ccegetggge acttggegcet acacaagtgg cetetggect cgeacacatt ccacatccac 120
cggtaggege caaccggete cgttetttgg tggecectte gegeeacctt ctactectee 180

cctagtcagg aagttcccec ccgeeccgea getcgegteg tgcaggacgt gacaaatgga 240



agtagcacgt ctcactagtc tcgtgcagat ggacagcacc getgageaat ggaagegggt 300
aggcctttgg ggcageggec aatageagct ttgetectte getttetggg ctcagagget 360
gggaaggggt gggtecgggg gegggetcag gggegggcte aggggegggg cgggegeeeg 420
aaggtcctec ggaggeecgg cattctgeac gettcaaaag cgeacgtetg cegegetgtt 480
ctectcettec tcatctcegg gectttcgag aattcggett ccaccatgge tetgeetgtg 540
actgcectge tgetgecect ggeectgetg ctgeacgetg ctagaccege cgecatacaag 600
gacattcaga tgactcagac tacatccagc ctgtcagcett ccctgggega tcgagtgact 660
atcagctgtt cagcaagcca ggggatcage aattacctga actggtacca gcagaageee 720
gacggaactg tcaagctgct gatctactat acttccagtc tgcatagegg ggtcectage 780
cgattctctg ggagtggaag cggcaccgac tatagcctga ccatttccaa cctggaacca 840

gaggacattg ccacctatta ctgtcagcag tattcaaagc tgccctatac ctttggegga 900

gggactaagc tggagatcaa gcgaggaggg ggaggatcag ggggageggg gageggagge 960
8g8gggagty geggreggagg gtcagaagtce cagetggteg agagtggggg cggactggtg 1020
aaacctgggg gctctctgaa actgagcetgt gcagecagtg gectgacatt ctectcatat 1080
gctatgtctt gggtgcggca gaccccagaa aagagactgg agtgggtggc ttcaatctct 1140
tccgggggct tcacttacta tcctgacage gtgaaaggea gattcactat ctccagggat 1200
aacgcacgga atatcctgta tctgcagatg agctcactga gatccgagga caccgcaatg 1260
tactactgcg caagagacga agtgeggggg tatctggacg tgtggggage aggeactacc 1320
gtcaccgtgt ctagcaccac tacacctgca ccaaggectc ccacacccge tcccactatc 1380
gcttcccage cactgteect gaggeecgag gectgeagge cageagetgg cggageegtg 1440
catactaggg ggctggactt cgcttgegac atctacatct gggecccact ggcagggaca 1500
tgcggagtcc tgetgetgte cctggtcatc acactgtact gcaagegggg gecgcaaaaaa 1560
ctgctgtata tctttaagca gectttcatg agaccagtge agacaaccca ggaggaagat 1620
gggtgctecat geeggtttce cgaggaggag gaaggeggct gecgagetgag ggtgaagttt 1680
tccegetcag cagatgcetee tgectaccag cagggecaga accagetgta taatgagetg 1740
aacctgggcea gacgcgaaga gtatgatgtg ctggacaaaa ggeggggaag agaccccgaa 1800
atgggaggga agccaaggeg gaaaaaccce caggagggcc tgtacaatga getgcagaag 1860

gacaaaatgg cagaggctta cagtgagatt gggatgaagg gagagagacg gaggggaaaa 1920



gggcacgatg gectgtacca ggggetgage acagcaacca aagatactta tgacgecactg 1980
cacatgcagg cactgccacc cagatgagtc gacggcetecg gtgecegtea gtgggeagag 2040
cgcacatcge ccacagtcce cgagaagttg gggggagggg teggeaattg aaccggtgee 2100
tagagaaggt ggcgeggggt aaactgggaa agtgatgteg tgtactgget cegecttttt 2160
cccgagggtg ggggagaace gtatataagt gcagtagtcg ccgtgaacgt tetttttege 2220
aacgggtttg ccgecagaac acaggtaagt geegtgtgtg gttcecgegg gectggeete 2280
tttacgggtt atggcccttg cgtgecttga attacttcca cctggetgea gtacgtgatt 2340
cttgatcccg agettcgggt tggaagtggg tgggagagtt cgaggecttg cgettaagga 2400
gceccttege ctegtgettg agttgaggee tggectggge getggggeceg cecgegtgega 2460
atctggtgge accttcgege ctgtcteget getttcgata agtctctage catttaaaat 2520

ttttgatgac ctgctgegac getttttttc tggcaagata gtettgtaaa tgegggecaa 2580

gatctgcaca ctggtatttc ggtttttggg gccgegggeg gegacggggc cegtgegtee 2640
cagcgcacat gttcggegag geggggectg cgagegeggce caccgagaat cggacggggg 2700
tagtctcaag ctggeeggec tgetctggtg cctggecteg cgecgeegtg tatcgeeecg 2760
ccctgggegg caaggetgge ceggteggea ccagttgegt gageggaaag atggeegett 2820
cceggecctg ctgecagggag ctcaaaatgg aggacgeggce getcgggaga gegggegggt 2880
gagtcaccca cacaaaggaa aagggccttt ccgtectcag cegtegette atgtgactce 2940
acggagtacc gggcgecgte caggeaccte gattagttct cgagettttg gagtacgtcg 3000
tctttaggtt ggggggaggg gttttatgeg atggagtttc cccacactga gtgggtggag 3060
actgaagtta ggccagcttg gcacttgatg taattctcct tggaatttge cctttttgag 3120
tttggatctt ggttcattct caagcctcag acagtggttc aaagtttttt tcttccattt 3180
caggtgtcgt gacccggggg cttccaccat ggetctgect gtgaccgceac tgetgetgee 3240
cctggcetetg ctgetgeacg ccgcaagacc tgecgeatac aaggatatte agatgactca 3300
gaccacaagc tccetgageg ccteectggg agaccgagtg acaatctctt gcagtgecate 3360
acagggaatt agcaactacc tgaattggta tcagcagaag ccagatggea ctgtgaaact 3420
gctgatctac tatacctcta gtctgeacag tggggteccc tcacgattca geggatcegg 3480

ctctgggaca gactacagcee tgactatctc caacctggag cccgaagata ttgecaccta 3540



ctattgccag cagtactcca agctgectta tacctttgge gggggaacaa agetggagat 3600

taaaagggga ggaggaggaa gcggaggagg aggatccgga ggegggggat ctggaggagg 3660

aggaagtgag gtgcagctgg tcgaatctgg aggaggactg gtgaagccag gaggatctct 3720

gaaactgagt tgtgeegctt caggectgac cttctcaage tacgccatga getgggtgeg 3780

acagacacct gagaagcggce tggaatgggt cgctageatc tectctggeg ggttcacata 3840

ctatccagac tccgtgaaag gcagatttac tatctctcgg gataacgcaa gaaatattct 3900

gtacctgcag atgagttcac tgaggagcega ggacaccgca atgtactatt gtgccaggga 3960

cgaagtgecgc ggctatctgg atgtctgggg agctggeact accgtcaccg tetccagega 4020

gcagaaactg attagcgaag aggacctgaa agatgaactg taa 4063

<210> 23

<211> 3257

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polynucleotide of PGK promoter-anti-human CD7 CAR
(TH69)-EFS promoter-Anti-human CD7 (TH69) PEBL

<400> 23
attctaccgg gtaggggagg cgcttttcce aaggeagtct ggagcatgeg ctttagcage 60

ccecgetggge acttggeget acacaagtgg cctetggect cgeacacatt ccacatccac 120
cggtaggege caaccggcte cgttetttgg tggecectte gegecacctt ctactecctce 180
cctagtcagg aagttccece ccgeecegea getcgegteg tgcaggacgt gacaaatgga 240
agtagcacgt ctcactagtc tcgtgcagat ggacagcacc getgagcaat ggaagegggt 300
aggcctttgg ggcageggee aatageagct ttgetectte getttetggg ctcagagget 360
gggaaggggt gggteegggg gegggetcag gggegggcte aggggrgggg cgggegeeeg 420
aaggtcctce ggaggeecgg cattctgeac gettcaaaag cgeacgtetg cegegetgtt 480
ctectettec tcatctcegg gectttcgag aattcggett ccaccatgge tetgectgtg 540
actgccctge tgetgeeect ggeectgetg ctgeacgetg ctagacccge cgeatacaag 600
gacattcaga tgactcagac tacatccagc ctgtcagctt ccctgggega tegagtgact 660
atcagctgtt cagcaagcca ggggatcagce aattacctga actggtacca gcagaagece 720

gacggaactg tcaagctgct gatctactat acttccagtc tgcatagegg ggtcectage 780



cgattctctg ggagtggaag cggcaccgac tatagectga ccatttccaa cctggaacca 840
gaggacattg ccacctatta ctgtcagcag tattcaaagc tgccctatac ctttggegga 900
gggactaagc tggagatcaa gcgaggaggg ggaggatcag ggggageggg gageggagge 960
8gggggagty geggreggagg gtcagaagtce cagetggteg agagtggggg cggactggtg 1020
aaacctgggg gctctctgaa actgagcetgt gcagccagtg gectgacatt ctectcatat 1080
gctatgtctt gggtgcggca gaccccagaa aagagactgg agtgggtggc ttcaatctct 1140
tccgggggct tcacttacta tcctgacage gtgaaaggea gattcactat ctccagggat 1200
aacgcacgga atatcctgta tctgcagatg agctcactga gatccgagga caccgcaatg 1260
tactactgcg caagagacga agtgeggggg tatctggacg tgtggggage aggeactacc 1320
gtcaccgtgt ctagcaccac tacacctgca ccaaggectc ccacacccge tcccactatc 1380
gcttcecage cactgteect gaggeecgag gectgeagge cageagetgg cggageegtg 1440
catactaggg ggctggactt cgcttgcgac atctacatct gggecccact ggcagggaca 1500
tgcggagtcc tgetgetgte cctggtcatc acactgtact gcaagegggg gecgcaaaaaa 1560
ctgctgtata tctttaagca gectttcatg agaccagtge agacaaccca ggaggaagat 1620
gggtgctcat geeggtttce cgaggaggag gaaggeggct gecgagetgag ggtgaagttt 1680
tccegetcag cagatgcetee tgectaccag cagggecaga accagetgta taatgagetg 1740
aacctgggea gacgcgaaga gtatgatgtg ctggacaaaa ggeggggaag agaccccgaa 1800
atgggaggga agccaaggeg gaaaaaccce caggagggcc tgtacaatga getgcagaag 1860
gacaaaatgg cagaggctta cagtgagatt gggatgaagg gagagagacg gaggggaaaa 1920
gggeacgatg gectgtacca ggggetgage acagcaacca aagatactta tgacgcactg 1980
cacatgcagg cactgccacc cagatgagtc gacgggcaga gcgeacatcg cccacagtecc 2040
ccgagaagtt ggggggaggg gtcggeaatt gaaccggtge ctagagaagg tggegegggg 2100
taaactggga aagtgatgtc gtgtactggc tccgectttt tcccgagggt gggggagaac 2160
cgtatataag tgcagtagtc gccgtgaacg ttctttttcg caacgggttt gccgccagaa 2220
cacaggtgtc gtgaccgegg gtctagagga tccggtactc gaggaactga aaaaccagaa 2280
agttaactgg taagtttagt ctttttgtct tttatttcag gtcccggate cggtggtggt 2340
gcaaatcaaa gaactgctcc tcagtggatg ttgcctttac ttctageeeg ggggettcca 2400

ccatggctct gectgtgacce gecactgetge tgecectgge tetgetgetg cacgecgcaa 2460



gacctgeege atacaaggat attcagatga ctcagaccac aagetcectg agegectcee 2520
tgggagaccg agtgacaatc tcttgcagtg catcacaggg aattagcaac tacctgaatt 2580
ggtatcagca gaagccagat ggeactgtga aactgctgat ctactatacc tctagtetge 2640
acagtggggt cccctcacga ttcageggat ccggetetgg gacagactac agectgacta 2700
tctccaacct ggageecgaa gatattgeca cctactattg ccageagtac tccaagetge 2760
cttatacctt tggcggggga acaaagetgg agattaaaag gggaggagga ggaageggag 2820
gaggaggatc cggaggeggg ggatctggag gaggaggaag tgaggtgeag ctggtcgaat 2880
ctggaggagg actggtgaag ccaggaggat ctctgaaact gagttgtgee gettcaggee 2940
tgaccttctc aagctacgcc atgagetggg tgcgacagac acctgagaag cggetggaat 3000
gggtcgetag catctcctct ggegggttca catactatce agactccgtg aaaggcagat 3060
ttactatctc tcgggataac gcaagaaata ttctgtacct gcagatgagt tcactgagga 3120
gcgaggacac cgeaatgtac tattgtgcca gggacgaagt gecgeggctat ctggatgtet 3180
ggggagetgg cactaccgte accgtctcca gegageagaa actgattage gaagaggace 3240
tgaaagatga actgtaa 3257

<210> 24

<211> 284

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti CD7 (TH69) PEBL

<400> 24
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Ala Ala Tyr Lys Asp Ile Gln Met Thr Gln Thr
20 25 30

Thr Ser Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys
35 40 45

Ser Ala Ser Gln Gly Ile Ser Asn Tyr Leu Asn Trp Tyr Gln Gln Lys
50 55 60



Pro Asp Gly Thr Val Lys Leu Leu Ile Tyr Tyr Thr Ser Ser Leu His
65 70 75 80

Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr
85 90 95

Ser Leu Thr Ile Ser Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr Tyr
100 105 110

Cys GIn GIn Tyr Ser Lys Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys
115 120 125

Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser
145 150 155 160

Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala
165 170 175

Ala Ser Gly Leu Thr Phe Ser Ser Tyr Ala Met Ser Trp Val Arg Gln
180 185 190

Thr Pro Glu Lys Arg Leu Glu Trp Val Ala Ser Ile Ser Ser Gly Gly
195 200 205

Phe Thr Tyr Tyr Pro Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg
210 215 220

Asp Asn Ala Arg Asn Ile Leu Tyr Leu GIn Met Ser Ser Leu Arg Ser
225 230 235 240

Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Asp Glu Val Arg Gly Tyr
245 250 255

Leu Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Glu Gln
260 265 270

Lys Leu Ile Ser Glu Glu Asp Leu Lys Asp Glu Leu
275 280



<210> 25

<211> 285

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti CD7 (TH69) PEBL variant

<400> 25
Pro Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu
1 5 10 15

Leu His Ala Ala Arg Pro Ala Ala Tyr Lys Asp Ile Gln Met Thr Gln
20 25 30

Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr Ile Ser
35 40 45

Cys Ser Ala Ser Gln Gly Ile Ser Asn Tyr Leu Asn Trp Tyr Gln GIn
50 55 60

Lys Pro Asp Gly Thr Val Lys Leu Leu Ile Tyr Tyr Thr Ser Ser Leu
65 70 75 80

His Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp
85 90 95

Tyr Ser Leu Thr Ile Ser Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr
100 105 110

Tyr Cys Gln Gln Tyr Ser Lys Leu Pro Tyr Thr Phe Gly Gly Gly Thr
115 120 125

Lys Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val GIn Leu Val Glu
145 150 155 160

Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu Ser Cys
165 170 175



Ala Ala Ser Gly Leu Thr Phe Ser Ser Tyr Ala Met Ser Trp Val Arg
180 185 190

Gln Thr Pro Glu Lys Arg Leu Glu Trp Val Ala Ser Ile Ser Ser Gly
195 200 205

Gly Phe Thr Tyr Tyr Pro Asp Ser Val Lys Gly Arg Phe Thr Ile Ser
210 215 220

Arg Asp Asn Ala Arg Asn Ile Leu Tyr Leu GIn Met Ser Ser Leu Arg
225 230 235 240

Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Asp Glu Val Arg Gly
245 250 255

Tyr Leu Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Glu
260 265 270

Gln Lys Leu Ile Ser Glu Glu Asp Leu Lys Asp Glu Leu
275 280 285

<210> 26

<211> 281

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 (3A1F) PEBL

<400> 26
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Gln Glu Ser Gly Ala Glu Leu
20 25 30

Val Lys Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr
35 40 45

Thr Phe Thr Ser Tyr Trp Met His Trp Val Lys Gln Arg Pro Gly Gln
50 55 60



Gly Leu Glu Trp Ile Gly Lys Ile Asn Pro Ser Asn Gly Arg Thr Asn
65 70 75 80

Tyr Asn Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser
85 90 95

Ser Ser Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Gly Gly Val Tyr Tyr Asp Leu Tyr Tyr
115 120 125

Tyr Ala Leu Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser
130 135 140

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp
145 150 155 160

Ile Glu Leu Thr GIn Ser Pro Ala Thr Leu Ser Val Thr Pro Gly Asp
165 170 175

Ser Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Asn Leu
180 185 190

His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile Lys
195 200 205

Ser Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly Ser
210 215 220

Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Thr Glu
225 230 235 240

Asp Phe Gly Met Tyr Phe Cys Gln Gln Ser Asn Ser Trp Pro Tyr Thr
245 250 255

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Glu GIn Lys Leu Ile
260 265 270

Ser Glu Glu Asp Leu Lys Asp Glu Leu
275 280



<210> 27

<211> 282

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 (3A1F) PEBL variant

<400> 27
Pro Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu
1 5 10 15

Leu His Ala Ala Arg Pro Gln Val Gln Leu Gln Glu Ser Gly Ala Glu
20 25 30

Leu Val Lys Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly
35 40 45

Tyr Thr Phe Thr Ser Tyr Trp Met His Trp Val Lys Gln Arg Pro Gly
50 55 60

Gln Gly Leu Glu Trp Ile Gly Lys Ile Asn Pro Ser Asn Gly Arg Thr
65 70 75 80

Asn Tyr Asn Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Lys
85 90 95

Ser Ser Ser Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp
100 105 110

Ser Ala Val Tyr Tyr Cys Ala Arg Gly Gly Val Tyr Tyr Asp Leu Tyr
115 120 125

Tyr Tyr Ala Leu Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser
130 135 140

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
145 150 155 160

Asp lle Glu Leu Thr GIn Ser Pro Ala Thr Leu Ser Val Thr Pro Gly
165 170 175



Asp Ser Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Asn
180 185 190

Leu His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile
195 200 205

Lys Ser Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
210 215 220

Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Thr
225 230 235 240

Glu Asp Phe Gly Met Tyr Phe Cys GIn GIn Ser Asn Ser Trp Pro Tyr
245 250 255

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Glu GIn Lys Leu
260 265 270

Ile Ser Glu Glu Asp Leu Lys Asp Glu Leu
275 280

<210> 28

<211> 493

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 (TH69) CAR

<400> 28
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Ala Ala Tyr Lys Asp Ile Gln Met Thr Gln Thr
20 25 30

Thr Ser Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys
35 40 45

Ser Ala Ser Gln Gly Ile Ser Asn Tyr Leu Asn Trp Tyr Gln Gln Lys
50 55 60

Pro Asp Gly Thr Val Lys Leu Leu Ile Tyr Tyr Thr Ser Ser Leu His



65 70 75 80

Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr
85 90 95

Ser Leu Thr Ile Ser Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr Tyr
100 105 110

Cys GIn GIn Tyr Ser Lys Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys
115 120 125

Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser
145 150 155 160

Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala
165 170 175

Ala Ser Gly Leu Thr Phe Ser Ser Tyr Ala Met Ser Trp Val Arg Gln
180 185 190

Thr Pro Glu Lys Arg Leu Glu Trp Val Ala Ser Ile Ser Ser Gly Gly
195 200 205

Phe Thr Tyr Tyr Pro Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg
210 215 220

Asp Asn Ala Arg Asn Ile Leu Tyr Leu GIn Met Ser Ser Leu Arg Ser
225 230 235 240

Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Asp Glu Val Arg Gly Tyr
245 250 255

Leu Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Thr Thr
260 265 270

Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser GIn
275 280 285



Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala
290 295 300

Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala
305 310 315 320

Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr
325 330 335

Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln
340 345 350

Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser
355 360 365

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys
370 375 380

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Gln GIn Gly Gln Asn Gln
385 390 395 400

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
405 410 415

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
420 425 430

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu GIln Lys Asp Lys Met
435 440 445

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly
450 455 460

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp
465 470 475 480

Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
485 490

<210> 29
<211> 514
<212> PRT



<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 (TH69) CAR variant

<400> 29
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Ala Ala Tyr Lys Asp Ile GIn Met Thr Gln Thr
20 25 30

Thr Ser Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys
35 40 45

Ser Ala Ser GIn Gly Ile Ser Asn Tyr Leu Asn Trp Tyr Gln Gln Lys
50 55 60

Pro Asp Gly Thr Val Lys Leu Leu Ile Tyr Tyr Thr Ser Ser Leu His
65 70 75 80

Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr
85 90 95

Ser Leu Thr Ile Ser Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr Tyr
100 105 110

Cys GIn GIn Tyr Ser Lys Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys
115 120 125

Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser
145 150 155 160

Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala
165 170 175

Ala Ser Gly Leu Thr Phe Ser Ser Tyr Ala Met Ser Trp Val Arg Gln
180 185 190



Thr Pro Glu Lys Arg Leu Glu Trp Val Ala Ser Ile Ser Ser Gly Gly
195 200 205

Phe Thr Tyr Tyr Pro Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg
210 215 220

Asp Asn Ala Arg Asn Ile Leu Tyr Leu GIn Met Ser Ser Leu Arg Ser
225 230 235 240

Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Asp Glu Val Arg Gly Tyr
245 250 255

Leu Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Thr Thr
260 265 270

Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser GIn
275 280 285

Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala
290 295 300

Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala
305 310 315 320

Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr
325 330 335

Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln
340 345 350

Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser
355 360 365

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys
370 375 380

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Gln GIn Gly Gln Asn Gln
385 390 395 400

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
405 410 415



Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
420 425 430

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met
435 440 445

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly
450 455 460

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp
465 470 475 480

Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg Gly Ser Gly
485 490 495

Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val Glu Glu Asn
500 505 510

Pro Gly

<210> 30

<211> 490

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 (3A1F) CAR

<400> 30
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Gln Glu Ser Gly Ala Glu Leu
20 25 30

Val Lys Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr
35 40 45

Thr Phe Thr Ser Tyr Trp Met His Trp Val Lys Gln Arg Pro Gly Gln
50 55 60



Gly Leu Glu Trp Ile Gly Lys Ile Asn Pro Ser Asn Gly Arg Thr Asn
65 70 75 80

Tyr Asn Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser
85 90 95

Ser Ser Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Gly Gly Val Tyr Tyr Asp Leu Tyr Tyr
115 120 125

Tyr Ala Leu Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser
130 135 140

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp
145 150 155 160

Ile Glu Leu Thr GIn Ser Pro Ala Thr Leu Ser Val Thr Pro Gly Asp
165 170 175

Ser Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Asn Leu
180 185 190

His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile Lys
195 200 205

Ser Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly Ser
210 215 220

Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Thr Glu
225 230 235 240

Asp Phe Gly Met Tyr Phe Cys Gln Gln Ser Asn Ser Trp Pro Tyr Thr
245 250 255

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Thr Thr Pro Ala
260 265 270

Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser
275 280 285



Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr
290 295 300

Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala
305 310 315 320

Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys
325 330 335

Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met
340 345 350

Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe
355 360 365

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys Phe Ser Arg
370 375 380

Ser Ala Asp Ala Pro Ala Tyr Gln Gln Gly Gln Asn Gln Leu Tyr Asn
385 390 395 400

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
405 410 415

Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
420 425 430

GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
435 440 445

Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
450 455 460

Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
465 470 475 480

Ala Leu His Met GIn Ala Leu Pro Pro Arg
485 490

<210> 31
<211> 511



<212> PRT
<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 (3A1F) CAR variant

<400> 31
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Gln Glu Ser Gly Ala Glu Leu
20 25 30

Val Lys Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr
35 40 45

Thr Phe Thr Ser Tyr Trp Met His Trp Val Lys Gln Arg Pro Gly GIn
50 55 60

Gly Leu Glu Trp Ile Gly Lys Ile Asn Pro Ser Asn Gly Arg Thr Asn
65 70 75 80

Tyr Asn Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser
85 90 95

Ser Ser Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser
100 105 110

Ala Val Tyr Tyr Cys Ala Arg Gly Gly Val Tyr Tyr Asp Leu Tyr Tyr
115 120 125

Tyr Ala Leu Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser
130 135 140

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp
145 150 155 160

Ile Glu Leu Thr GIn Ser Pro Ala Thr Leu Ser Val Thr Pro Gly Asp
165 170 175

Ser Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Asn Leu
180 185 190



His Trp Tyr Gln Gln Lys Ser His Glu Ser Pro Arg Leu Leu Ile Lys
195 200 205

Ser Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly Ser
210 215 220

Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Thr Glu
225 230 235 240

Asp Phe Gly Met Tyr Phe Cys Gln Gln Ser Asn Ser Trp Pro Tyr Thr
245 250 255

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Thr Thr Pro Ala
260 265 270

Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser
275 280 285

Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr
290 295 300

Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala
305 310 315 320

Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys
325 330 335

Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met
340 345 350

Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe
355 360 365

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys Phe Ser Arg
370 375 380

Ser Ala Asp Ala Pro Ala Tyr Gln Gln Gly Gln Asn Gln Leu Tyr Asn
385 390 395 400

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
405 410 415



Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro
420 425 430

GIn Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met Ala Glu Ala
435 440 445

Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His
450 455 460

Asp Gly Leu Tyr GIn Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp
465 470 475 480

Ala Leu His Met GIn Ala Leu Pro Pro Arg Gly Ser Gly Ala Thr Asn
485 490 495

Phe Ser Leu Leu Lys GIn Ala Gly Asp Val Glu Glu Asn Pro Gly
500 505 510

<210> 32

<211> 117

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 TH69 VH domain

<400> 32
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Leu Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Thr Pro Glu Lys Arg Leu Glu Trp Val
35 40 45

Ala Ser Ile Ser Ser Gly Gly Phe Thr Tyr Tyr Pro Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn Ile Leu Tyr Leu
65 70 75 80



Gln Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 95

Arg Asp Glu Val Arg Gly Tyr Leu Asp Val Trp Gly Ala Gly Thr Thr
100 105 110

Val Thr Val Ser Ser
115

<210> 33

<211> 112

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 TH69 VL domain

<400> 33

Ala Ala Tyr Lys Asp Ile Gln Met Thr Gln Thr Thr Ser Ser Leu Ser
1 5 10 15

Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys Ser Ala Ser Gln Gly
20 25 30

Ile Ser Asn Tyr Leu Asn Trp Tyr Gln Gln Lys Pro Asp Gly Thr Val
35 40 45

Lys Leu Leu Ile Tyr Tyr Thr Ser Ser Leu His Ser Gly Val Pro Ser
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser
65 70 75 80

Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr Tyr Cys GIn Gln Tyr Ser
85 90 95

Lys Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105 110

<210> 34

<211> 123

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic polypeptide of anti-human CD7 3A1F VH domain

<400> 34

Gln Val Gln Leu GIn Glu Ser Gly Ala Glu Leu Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Lys Ile Asn Pro Ser Asn Gly Arg Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Ser Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Gly Val Tyr Tyr Asp Leu Tyr Tyr Tyr Ala Leu Asp Tyr
100 105 110

Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser
115 120

<210> 35

<211> 108

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 3A1F VL domain

<400> 35
Asp Ile Glu Leu Thr Gln Ser Pro Ala Thr Leu Ser Val Thr Pro Gly
1 5 10 15

Asp Ser Val Ser Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Asn
20 25 30



Leu His Trp Tyr Gln GIn Lys Ser His Glu Ser Pro Arg Leu Leu Ile
35 40 45

Lys Ser Ala Ser Gln Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Thr
65 70 75 80

Glu Asp Phe Gly Met Tyr Phe Cys Gln GIn Ser Asn Ser Trp Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105

<210> 36

<211> 120

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 T3-3A1 VH domain

<400> 36
Asp Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Arg Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu Glu Trp Val
35 40 45

Ala Tyr Ile Ser Ser Gly Ser Ser Thr Leu His Tyr Ala Asp Thr Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn Thr Leu Phe
65 70 75 80

Leu GIn Met Thr Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 95



Ala Arg Trp Gly Asn Tyr Pro His Tyr Ala Met Asp Tyr Trp Gly Gln
100 105 110

Gly Thr Ser Val Thr Val Ser Ser
115 120

<210> 37

<211> 111

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of anti-human CD7 T3-3A1 VL domain

<400> 37

Asp Ile Val Met Thr GIn Ser Pro Ala Ser Leu Ala Val Ser Leu Gly
1 5 10 15

GIn Arg Ala Thr Ile Ser Cys Arg Ala Ser Lys Ser Val Ser Ala Ser
20 25 30

Gly Tyr Ser Tyr Met His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Leu Ala Ser Asn Leu Glu Ser Gly Val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn Ile His
65 70 75 80

Pro Val Glu Glu Glu Asp Ala Val Thr Tyr Tyr Cys Gln His Ser Arg
85 90 95

Glu Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 110

<210> 38

<211> 351

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 TH69 VH domain

<400> 38



gaggtgcagc tggtcgaatc tggaggagga ctggtgaage caggaggatc tctgaaactg 60

agttgtgceg cttcaggect gaccttctca agctacgeca tgagetgggt gcgacagaca 120
cctgagaagc ggctggaatg ggtcgetage atctcctetg gegggttcac atactatcca 180
gactccgtga aaggcagatt tactatctct cgggataacg caagaaatat tctgtacctg 240
cagatgagtt cactgaggag cgaggacacc gcaatgtact attgtgccag ggacgaagtg 300
cgeggctate tggatgtctg gggagctgge actaccgtca cegtctccag ¢ 351
<210> 39

<211> 336

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 TH69 VL domain

<400> 39
gccgeataca aggatattca gatgactcag accacaagct ccctgagege ctecctggga 60

gaccgagtga caatctcttg cagtgcatca cagggaatta gcaactacct gaattggtat 120
cagcagaagc cagatggcac tgtgaaactg ctgatctact atacctctag tctgcacagt 180
ggggtccect cacgattcag cggatcegge tctgggacag actacagect gactatctce 240
aacctggagc ccgaagatat tgccacctac tattgccage agtactccaa getgecttat 300
acctttggcg ggggaacaaa getggagatt aaaagg 336

<210> 40

<211> 369

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 3A1F VH domain

<400> 40
caggtccagc tgcaggagtc aggagctgag ctggtgaage caggggeaag cgtcaaactg 60

tcctgcaagg cctctggata tacattcact agetactgga tgeactgggt gaaacagaga 120
cccggacagg gectggagtg gatcggaaag attaacccta geaatggeag gaccaactac 180
aacgaaaagt ttaaatccaa ggcaaccctg acagtggaca agagctcctc tacagectac 240
atgcagctga gttcactgac ttcagaggat agcgcagtgt actattgege cagaggeggg 300

gtctactatg acctgtacta ttacgecctg gattattggg ggcagggaac cacagtgact 360



gtcagctcc 369

<210> 41

<211> 324

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 3A1F VL domain

<400> 41
gacatcgagc tgacccagag tectgetaca ctgagegtga ctecaggega ttetgtcagt 60

ctgtcatgtc gggcaagceca gtccatctct aacaatetge actggtacca gecagaaatce 120
catgaatctc cacgactgct gattaagagt gcctcacaga geatctcegg cattcectecc 180
cggttctctg gecagtgggtc aggaactgac tttaccctga gtattaactc agtggagaca 240
gaagatttcg gcatgtattt ttgccagcag agcaattcct ggecctacac tttcggagge 300
gggaccaaac tggagatcaa gcgg 324

<210> 42

<211> 360

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 T3-3A1 VH domain

<400> 42
gatgtgcage tggtggagtc tgggggaggc ttagtgcage ctggagggtc ccggaaactc 60

tectgtgeag cctetggatt cactttcagt agetttggaa tgeactgggt tegtcagget 120
ccagagaagg ggctggagtg ggtcgcatac attagtagtg gecagtagtac cctccactat 180
gcagacacag tgaagggccg attcaccatc tccagagaca atcccaagaa caccctgttc 240
ctgcaaatga ccagtctaag gtctgaggac acggecatgt attactgtge aagatggggt 300
aactaccctc actatgctat ggactactgg ggtcaaggaa cctcagtcac cgtctectca 360
<210> 43

<211> 333

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of anti-human CD7 T3-3A1 VL domain



<400> 43
gacattgtga tgacccagtc tcctgettee ttagetgtat ctctggggea gagggecace

atctcatgca gggccagcaa aagtgtcagt gecatctgget atagttatat gecactggtac

caacagaaac caggacagcc acccaaactc ctcatctate ttgeatccaa cctagaatct
ggggtcectg ccaggttcag tggeagtggg tetgggacag acttcaccct caacatccat
cctgtggagg aggaggatgce tgtaacctat tactgtcage acagtaggga gettecgtac

acgttcggag gggggaccaa getggaaata aaa 333

<210> 44

<211> 11

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 44

Ser Ala Ser GIn Gly Ile Ser Asn Tyr Leu Asn
1 5 10

<210> 45

211> 7

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 45

Tyr Thr Ser Ser Leu His Ser
1 5

<210> 46

<211> 9

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 46

Gln GlIn Tyr Ser Lys Leu Pro Tyr Thr
1 5

60

120

180

240

300



<210> 47

<211> 5

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 47

Ser Tyr Ala Met Ser
1 5

<210> 48

<211> 16

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 48

Ser Ile Ser Ser Gly Gly Phe Thr Tyr Tyr Pro Asp Ser Val Lys Gly
1 5 10 15

<210> 49

<211> 9

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 49

Asp Glu Val Arg Gly Tyr Leu Asp Val
1 5

<210> 50

<211> 11

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 50

Arg Ala Ser Gln Ser Ile Ser Asn Asn Leu His



<210> 51

211> 7

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 51

Ser Ala Ser Gln Ser Ile Ser
1 5

<210> 52

<211> 9

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 52

Gln Gln Ser Asn Ser Trp Pro Tyr Thr
1 5

<210> 53

<211> 5

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 53

Ser Tyr Trp Met His
1 5

<210> 54

<211> 17

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 54



Lys Ile Asn Pro Ser Asn Gly Arg Thr Asn Tyr Asn Glu Lys Phe Lys
1 5 10 15

Ser

<210> 55

<211> 14

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 55

Gly Gly Val Tyr Tyr Asp Leu Tyr Tyr Tyr Ala Leu Asp Tyr
1 5 10

<210> 56

<211> 15

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 56

Arg Ala Ser Lys Ser Val Ser Ala Ser Gly Tyr Ser Tyr Met His
1 5 10 15

<210> 57

<211> 7

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 57

Leu Ala Ser Asn Leu Glu Ser
1 5

<210> 58

<211> 9

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic peptide

<400> 58

Gln His Ser Arg Glu Leu Pro Tyr Thr
1 5

<210> 59

<211> 5

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 59

Ser Phe Gly Met His
1 5

<210> 60

<211> 17

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 60

Tyr Ile Ser Ser Gly Ser Ser Thr Leu His Tyr Ala Asp Thr Val Lys
1 5 10 15

Gly

<210> 61

<211> 11

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic peptide

<400> 61

Trp Gly Asn Tyr Pro His Tyr Ala Met Asp Tyr
1 5 10



<210> 62

<211> 577

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of IRES

<400> 62
cgggatcaat tccgecccee cectaacgtt actggecgaa gecgettgga ataaggeegg 60

tgtgcgtttg tctatatgtt attttccacc atattgeegt cttttggeaa tgtgagggee 120
cggaaacctg geectgtett cttgacgage attcctaggg gtetttecee tetcgeccaaa 180
ggaatgcaag gtctgttgaa tgtcgtgaag gaagcagttc ctetggaage ttcttgaaga 240
caaacaacgt ctgtagcgac cctttgecagg cagcggaacc ccccacctgg cgacaggtge 300
ctctgeggee aaaagcecacg tgtataagat acacctgcaa aggeggeaca accccagtge 360
cacgttgtga gttggatagt tgtggaaaga gtcaaatgge tctcctcaag cgtattcaac 420
aaggggctga aggatgecca gaaggtaccee cattgtatgg gatctgatct ggggectegg 480
tgcacatgct ttacatgtgt ttagtcgagg ttaaaaaaac gtctaggece cccgaaccac 540
ggggacgtgg ttttcctttg aaaaacacga taatacc 577

<210> 63

<211> 57

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of P2A

<400> 63
gccacaaact tctctetget aaagcaagcea ggtgatgttg aagaaaacce cgggect 57

<210> 64

<211> 60

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of E2A

<400> 64
cagtgtacta attatgctct cttgaaattg gctggagatg ttgagagcaa cggaggtcce 60

<210> 65



<211> 66
<212> DNA
<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of F2A

<400> 65
gtgaaacaga ctttgaattt tgaccttctc aagttggegg gagacgtgga gtccaaccct 60

ggacct 66

<210> 66

<211> 54

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of T2A

<400> 66
gagggcaggg gaagtcttct aacatgeggg gacgtggagg aaaatcccgg ccca 54

<210> 67

<211> 19

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of P2A

<400> 67

Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val Glu Glu Asn
1 5 10 15

Pro Gly Pro

<210> 68

<211> 20

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of E2A

<400> 68

Gln Cys Thr Asn Tyr Ala Leu Leu Lys Leu Ala Gly Asp Val Glu Ser
1 5 10 15



Asn Pro Gly Pro
20

<210> 69

<211> 22

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of F2A

<400> 69

Val Lys GIn Thr Leu Asn Phe Asp Leu Leu Lys Leu Ala Gly Asp Val
1 5 10 15

Glu Ser Asn Pro Gly Pro
20

<210> 70

<211> 18

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of T2A

<400> 70

Glu Gly Arg Gly Ser Leu Leu Thr Cys Gly Asp Val Glu Glu Asn Pro
1 5 10 15

Gly Pro

<210> 71

<211> 14

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of myc-KDEL domain

<400> 71

Glu GIn Lys Leu Ile Ser Glu Glu Asp Leu Lys Asp Glu Leu
1 5 10



<210> 72

<211> 26

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of link(20)AEKDEL domain

<400> 72

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15

Gly Gly Gly Ser Ala Glu Lys Asp Glu Leu
20 25

<210> 73

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of KDEL domain

<400> 73

Lys Asp Glu Leu
1

<210> 74

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of KXD/E domain

<220>

<221> MISC_FEATURE

<222> (3)..(3)

<223> wherein Xaa is any amino acid

<220>

<221> MISC_FEATURE

<222> (4)..(4)

<223> wherein Xaa is any amino acid

<400> 74

Lys Lys Xaa Xaa



<210> 75

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of YORL domain

<400> 75

Tyr Gln Arg Leu
1

<210> 76

<211> 4

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of PEST motif

<400> 76

Pro Glu Ser Thr
1

<210> 77

<211> 83

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of mb-DEKKMP domain

<400> 77
Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
1 5 10 15

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
20 25 30

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
35 40 45

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
50 55 60



Ile Thr Leu Tyr Lys Tyr Lys Ser Arg Arg Ser Phe Ile Asp Glu Lys

65

70 75 80

Lys Met Pro

<210>
<211>
<212>
<213>

<220>
<223>

<400>

78
68
PRT

Artificial Sequence

synthetic polypeptide of CD8alpha hinge and transmembrane domain

78

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala

1

5 10 15

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly

20 25 30

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile

35

40 45

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val

50

55 60

Ile Thr Leu Tyr

65

<210>
<211>
<212>
<213>

<220>
<223>

<400>

79

20

PRT

Artificial Sequence

synthetic polypeptide of VH-VL linker

79

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly

1

5 10 15

Gly Gly Gly Ser



20

<210> 80

<211> 21

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of CD8alpha signal peptide

<400> 80

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro
20

<210> 81

<211> 63

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of CD8alpha signal peptide

<400> 81
atggctctge ctgtgaccgce actgetgetg cccctggete tgetgetgea cgecgcaaga 60

cct 63

<210> 82

<211> 60

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of VH-VL linker

<400> 82
ggaggaggag gaageggagg aggaggatce ggaggegggg gatctggagg aggaggaagt

<210> 83

<211> 42

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polynucleotide of myc-KDEL domain

60



<400> 83
gagcagaaac tgattagcga agaggacctg aaagatgaac tg 42

<210> 84

<211> 68

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of CD8alpha hinge and transmembrane domain

<400> &4

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
1 5 10 15

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
20 25 30

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
35 40 45

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
50 55 60

Ile Thr Leu Tyr
65

<210> 85

<211> 42

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of intracellular signaling domain of 4-1BB

<400> 85
Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met
1 5 10 15

Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe
20 25 30

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
35 40



<210> 86

<211> 112

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of intracellular signaling domain CD3zeta

<400> 86

Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Gln Gln Gly
1 5 10 15

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
65 70 75 80

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
85 90 95

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
100 105 110

<210> 87

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic oligonucleotide

<400> 87
gagggaagct catcagtggg 20

<210> 88

<211> 20

<212> DNA

<213> Aurtificial Sequence



<220>
<223> synthetic oligonucleotide

<400> 88
catctectge ccagtctgac

<210> 89

<211> 21

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic oligonucleotide

<400> 89
cctttecggg actttegcett t

<210> 90

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic oligonucleotide

<400> 90
gcagaatcca ggtggcaaca

<210> 91

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic oligonucleotide

<400> 91
gcagcctttc atgagaccag

<210> 92

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic oligonucleotide

<400> 92
tgcccaggtt cagetcatta

20

21

20

20

20



<210> 93

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic oligonucleotide

<400> 93
acctgccgcea tacaaggata 20

<210> 94

<211> 20

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic oligonucleotide

<400> 94
ccactgtgca gactagaggt 20

<210> 95

<211> 799

<212> PRT

<213> Aurtificial Sequence

<220>

<223> synthetic polypeptide of anti-human CD7 (TH69) CAR-p2A-
Anti-human CD7 (TH69) PEBL

<400> 95

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Ala Ala Tyr Lys Asp Ile Gln Met Thr Gln Thr
20 25 30

Thr Ser Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr Ile Ser Cys
35 40 45

Ser Ala Ser Gln Gly Ile Ser Asn Tyr Leu Asn Trp Tyr Gln GIn Lys
50 55 60

Pro Asp Gly Thr Val Lys Leu Leu Ile Tyr Tyr Thr Ser Ser Leu His
65 70 75 80



Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr
85 90 95

Ser Leu Thr Ile Ser Asn Leu Glu Pro Glu Asp Ile Ala Thr Tyr Tyr
100 105 110

Cys GIn GIn Tyr Ser Lys Leu Pro Tyr Thr Phe Gly Gly Gly Thr Lys
115 120 125

Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser
145 150 155 160

Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala
165 170 175

Ala Ser Gly Leu Thr Phe Ser Ser Tyr Ala Met Ser Trp Val Arg Gln
180 185 190

Thr Pro Glu Lys Arg Leu Glu Trp Val Ala Ser Ile Ser Ser Gly Gly
195 200 205

Phe Thr Tyr Tyr Pro Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg
210 215 220

Asp Asn Ala Arg Asn Ile Leu Tyr Leu GIn Met Ser Ser Leu Arg Ser
225 230 235 240

Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Asp Glu Val Arg Gly Tyr
245 250 255

Leu Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser Thr Thr
260 265 270

Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser GIn
275 280 285

Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala
290 295 300



Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala
305 310 315 320

Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr
325 330 335

Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln
340 345 350

Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser
355 360 365

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys
370 375 380

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Gln GIn Gly Gln Asn Gln
385 390 395 400

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
405 410 415

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
420 425 430

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu GIn Lys Asp Lys Met
435 440 445

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly
450 455 460

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp
465 470 475 480

Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg Gly Ser Gly
485 490 495

Ala Thr Asn Phe Ser Leu Leu Lys GIn Ala Gly Asp Val Glu Glu Asn
500 505 510

Pro Gly Pro Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala



515 520 525

Leu Leu Leu His Ala Ala Arg Pro Ala Ala Tyr Lys Asp Ile GIn Met
530 535 540

Thr Gln Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr
545 550 555 560

Ile Ser Cys Ser Ala Ser Gln Gly Ile Ser Asn Tyr Leu Asn Trp Tyr
565 570 575

Gln GIn Lys Pro Asp Gly Thr Val Lys Leu Leu Ile Tyr Tyr Thr Ser
580 585 590

Ser Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly
595 600 605

Thr Asp Tyr Ser Leu Thr Ile Ser Asn Leu Glu Pro Glu Asp Ile Ala
610 615 620

Thr Tyr Tyr Cys Gln GIn Tyr Ser Lys Leu Pro Tyr Thr Phe Gly Gly
625 630 635 640

Gly Thr Lys Leu Glu Ile Lys Arg Gly Gly Gly Gly Ser Gly Gly Gly
645 650 655

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val GIn Leu
660 665 670

Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu
675 680 685

Ser Cys Ala Ala Ser Gly Leu Thr Phe Ser Ser Tyr Ala Met Ser Trp
690 695 700

Val Arg GIn Thr Pro Glu Lys Arg Leu Glu Trp Val Ala Ser Ile Ser
705 710 715 720

Ser Gly Gly Phe Thr Tyr Tyr Pro Asp Ser Val Lys Gly Arg Phe Thr
725 730 735



Ile Ser Arg Asp Asn Ala Arg Asn Ile Leu Tyr Leu Gln Met Ser Ser
740 745 750

Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Asp Glu Val
755 760 765

Arg Gly Tyr Leu Asp Val Trp Gly Ala Gly Thr Thr Val Thr Val Ser
770 775 780

Ser Glu GIn Lys Leu Ile Ser Glu Glu Asp Leu Lys Asp Glu Leu
785 790 795

<210> 96

<211> 207

<212> DNA

<213> Aurtificial Sequence

<220>

<223> synthetic polypeptide of CD8alpha hinge and transmembrane domain

<400> 96
accactacac ctgcaccaag gecteccaca cecgetecca ctatcgette ccagecactg 60

tcectgagge ccgaggectg caggecagea getggeggag cegtgeatac tagggggetg 120
gacttcgctt gcgacatcta catctgggec ccactggeag ggacatgegg agtectgetg 180
ctgtcectgg tcatcacact gtactge 207

<210> 97

<211> 126

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic polypeptide of intracellular signaling domain of 4-1BB

<400> 97
aagcggggec gcaaaaaact getgtatate tttaagcage ctttcatgag accagtgcag 60

acaacccagg aggaagatgg gtgctcatge cggtttcccg aggaggagga aggeggetge 120
gagctg 126

<210> 98

<211> 335

<212> DNA
<213> Aurtificial Sequence



<220>
<223> synthetic polypeptide of intracellular signaling domain CD3zeta

<400> 98
gggtgaagtt ttcccgctca geagatgete ctgectacca gecagggecag aaccagetgt 60

ataatgagct gaacctgggc agacgcgaag agtatgatgt getggacaaa aggeggggaa 120
gagaccccga aatgggaggg aagccaagge ggaaaaacce ccaggagggc ctgtacaatg 180
agctgcagaa ggacaaaatg gcagaggctt acagtgagat tgggatgaag ggagagagac 240
ggaggggaaa agggeacgat ggectgtace aggggetgag cacagcaacc aaagatactt 300

atgacgcact gcacatgcag gecactgccac ccaga 335



