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SEQUENCE LISTING

<110> Seattle Genetics, Inc.
<120> CYCLODEXTRIN AND ANTIBODY-DRUG CONJUGATE FORMULATIONS
<130> PBD-00812PC

<150> 61/780,185
<151> 2013-03-13

<150> 61/782,231
<151> 2013-03-14

<160> 23

<170> PatentIn version 3.5

<210> 1

<211> 107

<212> PRT

<213> Artificial
<220>

<223> Murine 2H12 VL
<400> 1

Asp Ile Lys Met Thr Gln Ser Pro Ser Ser Met Tyr Ala Ser Leu Gly
1 5 10 15

Glu Arg val Ile Ile Asn Cys Lys Ala Ser Gln Asp Ile Asnh Ser Tyr
20 25 30

Leu Ser Trp Phe GIn Gln Lys Pro Gly Lys Ser Pro Lys Thr Leu Ile
35 40 45

Tyr Arg Ala Asn Arg Leu val Asp Gly val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Gln Asp Tyr Ser Leu Thr ITle Ser Ser Leu Glu Tyr
65 70 75 80

Glu Asp Met Gly Ile Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Leu
85 90 95

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

100 105
<210> 2
<211> 117
<212> PRT
<213> Artificial
<220>

<223> Murine 2H12 VH
Page 1



PBD-00812PC_ST25. txt
<400> 2

Gln val GIn Leu GIn GIn Ser Gly Pro Glu Leu val Arg Pro Gly Thr
1 5 10 15

Phe val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Asp Ile Ash Trp val Asn Gln Agg Pro Gly Gin Gly Leu Glu Trp Ile
35 4 45

Gly Trp Ile Tyr Pro Gly Asp Gly Ser Thr Lys Tyr Asn Glu Lys Phe
50 55 60

Lys Ala Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr

Leu Gln Leu Asn Asn Leu Thr Ser Glu Ash Ser Ala val Tyr Phe Cys
85 90 95

Ala Ser Gly Tyr Glu Asp Ala Met Asp Tyr Trp Gly GIn Gly Thr Ser
100 105 110

val Thr val Ser Ser

115
<210> 3
<211> 107
<212> PRT
<213> Artificial
<220>
<223> Humanized 2H12 VL
<400> 3

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp Arg val ;Br ITe Asn Cys Lys Ala Ser Gln Asp Ile Asn Ser Tyr
25 30

Leu Ser Trp Phe GIn GIn Lys Pro Gly Lys Ala Pro Lys Thr Leu Ile
35 40 45

Tyr Agg Ala Asn Arg Leu val Asp Gly val Pro ger Arg Phe Ser Gly
5 55 0

Ser Gly Ser Gly Gln Asp Tyr Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Page 2
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Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Glu Phe Pro Leu
90

85

95

Thr Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105

<210>
<211>
<212>
<213>

<220>
<223>

<400>

4
117
PRT

Artificial

QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYDINWVRQAPGQGLEWIGWIYPGDGSTKYNEKFK
AKATLTADTSTSTAYMELRSLRSDDTAVYYCASGYEDAMDYWGQGTTVTVSS

4

Gln val Gln Leu val Gln Ser

1

Ser val

Asp Ile

Gly Trp
50

Lys Ala

Met Glu

Ala Ser

val Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Asn
35

Ile

Lys

Leu

Gly

val

115

5
11
PRT

val

20

Trp

Tyr

Ala

Arg

5

Ser

val

Pro

Thr

Ser

85

Glu

Ser

Artificial

2H12 CDR-11

5

Cys

Arg

Gly

Leu

70

Leu

Asp

Lys

Gln

Asp

55

Thr

Arg

Ala

Gly

Ala

Ala

40

Gly

Ala

Ser

Met

Ala

Ser

Pro

Ser

Asp

Asp

105

Glu
10

Gly
Gly
Thr
Thr
Asp

90

Tyr

val Lys Lys Pro Gly Ala
15

Tyr Thr Phe ggr Asn Tyr

Gln Gly Leu Glu Trp Ile
45

Lys Tyr Ash Glu Lys Phe
60

Ser Thr Ser Thr Ala Tyr
75 80

Thr Ala val Tyr Tyr Cys

Trp Gly Gln Gly Thr Thr
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Lys Ala Ser Gln Asp Ile Asnh Ser Tyr Leu Ser
5 10

1

<210> 6

<211> 7

<212> PRT

<213> Artificial
<220>

<223> 2H12 CDR-L2
<400> 6

Arg Ala Asn Arg Leu Val Asp
1 5

<210> 7

<211> 9

<212> PRT

<213> Artificial
<220>

<223> 2H12 CDR-L3
<400> 7

Leu Gln Tyr Asp Glu Phe Pro Leu Thr
1 5
<210> 8

<211> 5

<212> PRT

<213> Artificial
<220>

<223> 2H12 CDR-H1
<400> 8

Asn Tyr Asp Ile Asn
1 5
<210> 9

<211> 17

<212> PRT

<213> Artificial
<220>

<223> 2H12 CDR-H2
<400> 9

Trp Ile Tyr Pro Gly Asp Gly Ser Thr Lys Tyr Asn Glu Lys Phe Lys
1 5 10 15

Ala

Page 4



<210>
<211>
<212>
<213>

<220>
<223>

<400>

10
8
PRT

Artificial

2H12 CDR-H3

10

Gly Tyr Glu Asp Ala Met Asp Tyr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>
1

Gln Arg

Gly Tyr

Lys Leu
50

Arg Phe
65

Pro val

Glu val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11
112
PRT

Artificial

Murine 1F6 VH

11

Ala

Ser

35

Leu

Ser

Glu

Pro

12
118
PRT

Thr
20

Phe

Gly

Glu

Ile

Met

Tyr

Ser

Glu

85

Thr

Artificial

Murine 1F6 VH

12

Asp Ile val Leu Thr Gln
5

Ser

His

Leu

Gly

70

Asp

Phe

Ser

Cys

Trp

Ala

55

Ser

Ala

Gly

Pro

Arg

Gly

Ala

Gly

PBD-00812PC_ST25. txt

Ala

Ala

Gln

Asn

Thr

Thr

Gly

Ser

10

Ser

Gln

Leu

Asp

Leu Ala

Lys Ser

Lys Pro

Glu Ser

60

Phe Thr
75

Tyr Cys

Lys Leu

Page 5

val

val

Gly

45

Gly

Leu

Gln

Glu

Ser

Ser

30

Gln

val

Asn

His

Ile
110

Leu
15

Thr

Pro

Pro

Ser
95

Lys

Gly

Ser

Pro

Ala

His

80

Arg

Arg



PBD-00812PC_ST25. txt
Gln Ile GIn Leu val GIn Ser Gly Pro Glu val Lys Lys Pro Gly Glu

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Gly Met Asn Trp val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met
35 40 45

Gly Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Ala Phe
50 55 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Tyr

Leu Gln Ile Asn Ash Leu Lys Ash Glu Asp Thr Ala Thr Tyr Phe Cys
85 90 95

Ala Arg Asp Tyr Gly Asp Tyr Gly Met Asp Tyr Trp Gly Gln Gly Thr
100 105 110

ser val Thr val Ser Ser

115
<210> 13
<211> 112
<212> PRT
<213> Artificial
<220>
<223> Humanized 1F6 VL
<400> 13

Asp Ile val Met Thr Gln Ser Pro Asp Ser Leu Ala val Ser Leu Gly
1 5 10 15

Glu Arg Ala Thr Ile Asn Cys Arg Ala Ser Lys Ser val Ser Thr ser
20 25 30

Gly Tyr Ser Phe Met His Trp Tyr Gln Gln Lys Pro Gly GIn Pro Pro
35 40 45

Lys Leu Leu Ile Tyr Leu Ala Ser Asn Leu Glu Ser Gly val Pro Asp
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 70 75 80

Ser Leu GIn Ala Glu Asp val Ala val Tyr Tyr Cys Gln His Ser Arg
Page 6
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85 90 95

Glu val Pro Trp Thr phe Gly GIn Gly Thr Lys val Glu ilg Lys Arg

100 105
<210> 14
<211> 118
<212> PRT
<213> Artificial
<220>
<223> Humanized 1F6 VH
<400> 14

GIn val Gln Leu val Gln Ser Gly Ala ggu val Lys Lys Pro §1y Ala
1 5 5

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Gly Met ésn Trp val Arg Gln Aga Pro Gly GIn Gly Leu Lys Trp Met
5 4 45

Gly Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Ala Phe
50 55 60

Lys Gly Arg val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp Tyr Gly Asp Tyr Gly Met Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Thr val Thr val Ser Ser

115
<210> 15
<211> 15
<212> PRT
<213> Artificial
<220>
<223> 1F6 CDR-L1
<400> 15

?rg Ala Ser Lys Ser val Ser Thr Ser ggy Tyr Ser Phe Met His
5

Page 7
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<210> 16

<211> 7

<212> PRT

<213> Artificial
<220>

<223> 1F6 CDR-L2
<400> 16

Leu Ala Ser Asn Leu Glu Ser
1 5
<210> 17

<211> 9

<212> PRT

<213> Artificial
<220>

<223> 1F6 CDR-L3
<400> 17

Gln His ser Arg Glu val Pro Trp Thr
1 5
<210> 18

<211> 5

<212> PRT

<213> Artificial
<220>

<223> 1F6 CDR-H1
<400> 18

Asn Tyr Gly Met Asn
1 5

<210> 19

<211> 17

<212> PRT

<213> Artificial

<220>

<223> 1F6 CDR-H2

<400> 19

Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Ala Phe Lys
1 5 10 15
Gly

<210> 20

<211> 9

<212> PRT

Page 8



<213>

<220>
<223>

<400>

Asp Tyr
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Thr val
1

Leu Lys
Pro Arg

Gly Asn
50

Tyr Ser
65

His Lys
val Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

PBD-00812PC_ST25. txt

Artificial

1F6 CDR-H3
20
Gly Asp Tyr Gly Met Asp Tyr
5

21

106

PRT
Artificial

Human Tight chain constant region

21

Ala Ala Pro Ser val Phe Ile Phe
5 10

Ser Gly Thr Ala Ser val val Cys
20 25

Glu Ala Lys val Gln Trp Lys val
35 40

Ser GIn Glu Ser val Thr Glu Gln
55

Leu Ser Ser Thr Leu Thr Leu Ser
70

val Tyr Ala Cys Glu val Thr His
85 90

Lys Ser Phe Asn Arg Gly Glu Cys
100 105

22

329

PRT
Artificial

Pro

Leu

Asp

Asp

Lys

Gln

Pro

Leu

Asn

Ser

60

Ala

Gly

Ser

Asn

Ala

45

Lys

Asp

Leu

Asp

Asn

30

Leu

Asp

Tyr

Ser

Human heavy chain constant region (no C-term K)

22

10

Page 9

Glu

15

Phe

Gln

Ser

Glu

Ser
95

Gln

Tyr

Ser

Thr

Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys
5 15
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ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly val His Thr Phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly Thr Gln Thr
65 70 75 80

Tyr ITle Cys Asn val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys
85 90 95

Lys val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro
115 120 125

Lys Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys
130 135 140

val val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp
145 150 155 160

Tyr val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu
180 185 190

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220

Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu
225 230 235 240

Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
260 265 270

pPage 10
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Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 28

Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly Asn
290 295 300

val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

GIn Lys Ser Leu Ser Leu Ser Pro Gly

325
<210> 23
<211> 329
<212> PRT
<213> Artificial
<220>

<223> Human heavy chain constant region, $239C (no C-term K)
<400> 23

Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys
1 5 10 15

Ser Thr Ser ggy Gly Thr Ala Ala Leu Gly Cys Leu val g%s Asp Tyr
25

Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly val His Thr phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly Thr GIn Thr
65 70 75 80

Tyr Ile Cys Asn val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys
85 90 95

Lys val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Leu Leu Gly Gly Pro Cys val Phe Leu Phe Pro Pro
115 120 125

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys
130 135 140
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val val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp
145 150 155 160

Tyr val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu
180 185 190

His GIn Asp Trp Leu Ash Gly Lys Glu Tyr Lys Cys Lys val Ser Asn

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220

GIn Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu
225 230 235 240

Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp GIn Gln Gly Asn
290 295 300

val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

GIn Lys Ser Leu Ser Leu Ser Pro Gly
325
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