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[Fig. 1A]
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[Fig. 1B]
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[Fig. 2B]
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[Fig. 2C]
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[Fig. 2D]
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[Fig. 3A]
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[Fig. 3B]

111 [Exon1 4

—pEm <
115 113 114
115, 113, 114
[For TAU productive mRNA (E1-E4)) | Ctvalue: ND
40- .................................
A, ®
30 - & 3 .
A
8 .,
20' A A
A
104

Wﬁmm
10' 102 10® 10* 10% 10°
Standard [copies]
* 110-TAU nonproductive mRNA (DNA-standard) (E1B-E4)
A 111-TAU productive mRNA (DNA-standard) (E1-E4)
117-TAU pre-mRNA (DNA-standard) (13-E4)



9/26

[Fig. 3C]
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[Fig. 4A]
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[Fig. 4B]
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[Fig. 5]
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[Fig. 6A]
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[Fig. 6C]
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[Fig. 7A]
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[Fig. 7B]
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[Fig. 8B]
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[Fig. 8C]
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[Fig. 8E]
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[Fig. 9A]
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Pre treatment

[Fig. 9B]
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[Fig. 9C]
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[Fig. 10B]
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[Fig. 10D]
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