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Fig. 11

Linear 15 mer lib ZPZP lib
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Fig. 20
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Fig. 24
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Fig. 26

Amino acid sequence of full-length HT1-11 H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQOWV
ROAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAV
YYCARSGFGSSYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICN
VNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSC
SVMHEALHNHYTQKSLSLSPGK
(SEQ ID NO: 1) signal sequence (1-19), antibody heavy

chain sequence (20-470)
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Fig. 27

Amino acid sequence of full-length HT1-11 L chain
MVLOQTQVFISLLLWISGAYGDIQMTQSPSSLSASVGDRVTITCKASQDVSTAVAWY
QOKPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTISSLQPEDFAVYYCQQHY
ITPLTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQOW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFNRGEC

(SEQ ID NO: 2) signal sequence (1-20), antibody 1light
chain sequence (21-234)
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Fig. 28

Amino acid sequence of full-length MHT1001
MKYLLPTAAAGLLLLAAQPAMAAMGYLALKHPWPGLAENSGSGGGGSVLVPMAMMA
SGGSDVNSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWM
GWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSS
YWYFDVWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCK
ASQDVSTAVAWYQQOKPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTISSLQP
EDFAVYYCQOHYITPLTFGQGTKLEIKRGAPSGDYKDDDDKGAAAHHHHHH
(SEQ ID NO: 3) signal sequence (1-23), mimotope peptide
(24-40) , MMP cleavable linker (41-60), HT1l-11l-scFv-HL
(65—308) , FLAG-His tag (309-331)
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Fig. 29

Amino acid sequence of full-length MHT1002
MKYLLPTAAAGLLLLAAQPAMAAMGYLALKHPWPGLAENSGSGGGGSVLVPMAMMA
SGGSDVNSDIQOMTQSPSSLSASVGDRVTITCKASQDVSTAVAWYQQOKPGKAPKLLI
YSASYRYTGVPSRFSGSGSGTDFTLTISSLOQPEDFAVYYCQOHYITPLTFGQGTKL
EIKRGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQWV
ROAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAV
YYCARSGFGSSYWYFDVWGQGTLVTVSSGAPSGDYKDDDDKGAAAHHHHHH
(SEQ ID NO: 4) signal sequence (1-23), mimotope peptide
(24-40) , MMP cleavable linker (41-60), HT1l-11l-scFv-LH
(65—308) , FLAG-His tag (309-331)
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Fig. 30

Amino acid sequence of full-length HT1-1l-scFv-HL
MKYLLPTAAAGLLLLAAQPAMAADVNSQVQLVQSGAEVKKPGASVKVSCKASGYTF
TTAGMOWVRQAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSS
LKSEDTAVYYCARSGFGSSYWYFDVWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMT
QSPSSLSASVGDRVTITCKASQDVSTAVAWYQOKPGKAPKLLIYSASYRYTGVPSR
FSGSGSGTDFTLTISSLOQPEDFAVYYCQOHYITPLTFGQGTKLEIKRGAPSGDYKD
DDDKGAAAHHHHHH

(SEQ ID NO: 5) signal sequence (1-23), HT1-11l-scFv-HL
(28—271) , FLAG-His tag (272-294)
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Fig. 31

Amino acid sequence of full-length HT1l-1l-scFv-LH
MKYLLPTAAAGLLLLAAQPAMAADVNSDIQOMTQSPSSLSASVGDRVTITCKASQDV
STAVAWYQQKPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTISSLQPEDFAV
YYCOQOHYITPLTFGQGTKLEIKRGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASV
KVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADT
STSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQGTLVTVSSGAPSGDYKD
DDDKGAAAHHHHHH

(SEQ ID NO: 6) signal sequence (1-23), HT1-11l-scFv-
LH(28—271) , FLAG-His tag (272-294)
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Fig. 32

Amino acid sequence of full-length MHT1007 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGGGGSVLVPMAMMASGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 7) signal sequence (1-19), mimotope peptide
(20-35) , MMP cleavable linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 33

Amino acid sequence of full-length MHT1008 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGGGGSGGGGSGGGGSGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 8) signal sequence (1-19), mimotope peptide
(20-35) , uncleavable linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 34

Amino acid sequence of full-length MHT1009 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAENSGSGGSGGSGRSANAILEGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 9) signal sequence (1-19), mimotope peptide
(20-35) , uPA cleavable linker (36-55), antibody heavy
chain sequence (56-506)
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Fig. 35

Amino acid sequence of full-length MHT3002 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGGGGSGPLFAARGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 10) signal sequence (1-19), mimotope
peptide (20-35), CAPN substrate (47-52) in CAPN
cleavable linker (36-55), antibody heavy chain sequence
(56-506)
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Fig. 36

Amino acid sequence of full-length human CAPN1
SEEIITPVYCTGVSAQVQKQRARELGLGRHENAIKYLGQDYEQLRVRCLQSGTLFR
DEAFPPVPQSLGYKDLGPNSSKTYGIKWKRPTELLSNPQFIVDGATRTDICQGALG
DCWLLAATASLTLNDTLLHRVVPHGQSFONGYAGIFHFQLWQFGEWVDVVVDDLLP
IKDGKLVFVHSAEGNEFWSALLEKAYAKVNGSYEALSGGSTSEGFEDFTGGVTEWY
ELRKAPSDLYQIILKALERGSLLGCSIDISSVLDMEAITFKKLVKGHAYSVTGAKQ
VNYRGQVVSLIRMRNPWGEVEWTGAWSDSSSEWNNVDPYERDQLRVKMEDGEFWMS
FRDFMREFTRLEICNLTPDALKSRTIRKWNTTLYEGTWRRGSTAGGCRNYPATFWV
NPQFKIRLDETDDPDDYGDRESGCSFVLALMQKHRRRERRFGRDMETIGFAVYEVP
PELVGQPAVHLKRDFFLANASRARSEQFINLREVSTRFRLPPGEYVVVPSTFEPNK
EGDFVLRFFSEKSAGTVELDDQIQANLPDEQVLSEEEIDENFKALFRQLAGEDMET
SVKELRTILNRIISKHKDLRTKGFSLESCRSMVNLMDRDGNGKLGLVEFNILWNRI
RNYLSIFRKFDLDKSGSMSAYEMRMAIESAGFKLNKKLYELIITRYSEPDLAVDFD
NFVCCLVRLETMFRFFKTLDTDLDGVVTFDLFKWLQLTMFA

(SEQ ID NO: 11) CAPN sequence (1-713) with the start
methionine being removed
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Fig. 37

Amino acid sequence of novel CAPN substrate
PLFAAP

(SEQ ID NO: 12) CAPN substrate that is not cleaved by
ubPA
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Fig. 38

Amino acid sequence of full-length MHT3201 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGGGGSGPLFAAPGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 13) signal sequence (1-19), mimotope
peptide (20-35), CAPN cleavable linker (36-55), antibody
heavy chain sequence (56-506)
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Fig. 39

Amino acid sequence of full-length MHT3202 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSAGGPLFAAPGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 14) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-55),
antibody heavy chain sequence (56-506)
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Fig. 40

Amino acid sequence of full-length MHT1713 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSAGGPLGLWAGGSQ
VQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHSGV
PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEFGSSYWYFDVWGQ
GTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNW
YVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSP
GK

(SEQ ID NO: 15) signal sequence (1-19), mimotope
peptide (20-35), uPA + MMP cleavable linker (36-55),
antibody heavy chain sequence (56-506)
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Fig. 41

Amino acid sequence of full-length MHT3423 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSAGGGGGSGGGGSG
GGGSGGGGSQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOWVRQAPGQGLEW
MGWINTHSGVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFEGS
SYWYFDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVS
HEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNH
YTQKSLSLSPGK

(SEQ ID NO: 16) signal sequence (1-19), mimotope
peptide (20-35), uPA cleavable linker (36-65), antibody
heavy chain sequence (66-516)
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Fig. 42

Amino acid sequence of full-length MHT3203 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGPLFAAPGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 17) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 43

Amino acid sequence of full-length hM23H1Ll1l H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYAFSNYLIEWV
ROAPGQGLEWMGVINPGSGVTNYNEKFKGRVTITADTSTSTAYMELSSLRSEDTAV
YYCARAEAWFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYP
SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHE
ALHNHYTQKSLSLSPGK

(SEQ ID NO: 18) signal sequence (1-19), antibody heavy
chain sequence (20-465)
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Fig. 44

Amino acid sequence of full-length hM23H1Ll1l L chain
MVLQTQVFISLLLWISGAYGDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQK
NYLAWYQOKPGQPPKLLIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVY
YCOQRYYGYPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTH
QGLSSPVTKSFNRGEC

(SEQ ID NO: 19) signal sequence (1-20), antibody light
chain sequence (21-240)
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Fig. 45

Amino acid sequence of full-length MhM1008 L chain
MVLQTQVFISLLLWISGAYGGENMWNDLDLVPLGILGSGGGGSVLVPMAMMASGGS
DIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQOKPGQPPKLLIYW
ASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGTKVEI
KRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQES
VTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 20) signal sequence (1-20), mimotope
peptide (21-36), MMP cleavable linker (37-56), antibody
light chain sequence (57-276)
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Fig. 46

Amino acid sequence of full-length MhM1013 L chain
MVLOQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGSGGGGSVLVPMAMMASGGS
DIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQOKPGQPPKLLIYW
ASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGTKVEI
KRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQES
VTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 21) signal sequence (1-20), mimotope
peptide (21-36), MMP cleavable linker (37-56), antibody
light chain sequence (57-276)
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Fig. 47

Amino acid sequence of full-length hM23-M1l H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGAAFSNYLIEWV
ROAPGQGLEWMGVINPGSGVTNYNEKFKGRVTITADTSTSTAYMELSSLRSEDTAV
YYCARAEAWFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYP
SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHE
ALHNHYTQKSLSLSPGK

(SEQ ID NO: 22) signal sequence (1-19), antibody heavy
chain sequence (20-465)
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Fig. 48

Amino acid sequence of full-length hM23-M1l L chain
MVLQTQVFISLLLWISGAYGDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQK
NYLAWYQOKPGQPPKLLIYWASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVY
YCOQRYYGYPWTFGQGTKVEIKRAVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTH
QGLSSPVTKSFNRGEC

(SEQ ID NO: 23) signal sequence (1-20), antibody light
chain sequence (21-240)
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Fig. 49

Amino acid sequence of full-length MhM1018-Ml1 L chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGSGGGGSGGGGSGGGGSGGS
DIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQOKPGQPPKLLIYW
ASTRESGVPDRFSGSGSGTDFTLTISSLQAEDVAVYYCQRYYGYPWTFGQGTKVEI
KRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQES
VTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 24) signal sequence (1-20), mimotope
peptide (21-36), uncleavable linker (37-56), antibody
light chain sequence (57-276)
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Fig. 50

Amino acid sequence of full-length MhM1019-M1 L chain
MVLOQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGRSANAGGSGGGGSG
GSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNOQKNYLAWYQQOKPGQPPKLLI
YWASTRESGVPDRFSGSGSGTDFTLTISSLOQAEDVAVYYCQRYYGYPWTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 25) signal sequence (1-20), mimotope
peptide (21-36), uPA cleavable linker (37-58), antibody
light chain sequence (59-278)
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Fig. 51

Amino acid sequence of full-length MhM1020-M1 L chain
MVLOQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGGGGSGGGPLFAAPG
GSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNOQKNYLAWYQQOKPGQPPKLLI
YWASTRESGVPDRFSGSGSGTDFTLTISSLOQAEDVAVYYCQRYYGYPWTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
(SEQ ID NO: 26) signal sequence (1-20), mimotope

peptide (21-36), CAPN cleavable linker (37-58), antibody
light chain sequence (59-278)
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Fig. 52

Amino acid sequence of full-length MhM1021-Ml1 L chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSGRSANAGGPLFAAPG
GSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNQKNYLAWYQQOKPGQPPKLLI
YWASTRESGVPDRFSGSGSGTDFTLTISSLOAEDVAVYYCQRYYGYPWTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 27) signal sequence (1-20), mimotope
peptide (21-36), uPA + CAPN cleavable linker (37-58),
antibody light chain sequence (59-278)
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Fig. 53

Amino acid sequence of full-length MhM1022-M1 L chain
MVLOQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSPLGLAGGGSGGGGSG
GSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNOQKNYLAWYQQOKPGQPPKLLI
YWASTRESGVPDRFSGSGSGTDFTLTISSLOQAEDVAVYYCQRYYGYPWTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 28) signal sequence (1-20), mimotope
peptide (21-36), MMP cleavable linker (37-58), antibody
light chain sequence (59-278)
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Fig. 54

Amino acid sequence of full-length MhM1023-M1 L chain
MVLQTQVFISLLLWISGAYGGNFYHQYPWPLEILGSGGGGSPLGLAGGGPLFAAPG
GSDIVMTQSPDSLAVSLGERATINCKSSQSLLYSSNOQKNYLAWYQQOKPGQPPKLLI
YWASTRESGVPDRFSGSGSGTDFTLTISSLOAEDVAVYYCQRYYGYPWTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 29) signal sequence (1-20), mimotope
peptide (21-36), MMP + CAPN cleavable linker (37-58),
antibody light chain sequence (59-278)
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Fig. 55

Amino acid sequence of full-length Cetuximab H chain
MKHLWFFLLLVAAPRWVLSQVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWV
ROSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVFFKMNSLOQSNDTAIY
YCARALTYYDYEFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLN
GKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSV
MHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 30) signal sequence (1-19), antibody heavy
chain sequence (20-468)
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Fig. 56

Amino acid sequence of full-length Cetuximab L chain
MVLQTQVFISLLLWISGAYGDILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWY
QORTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVESEDIADYYCQQONN
NWPTTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQOW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFNRGEC

(SEQ ID NO: 31) signal sequence (1-20), antibody light
chain sequence (21-234)
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Fig. 57

Amino acid sequence of full-length C3022 H chain
MKHLWFFLLLVAAPRWVLSQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWV
ROAPGQGLEWMGRINPNSGGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAV
YYCASGSVRHPWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFP
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEA
LHNHYTQKSLSLSPGK

(SEQ ID NO: 32) signal sequence (1-19), antibody heavy
chain sequence (20-464)
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Fig. 58

Amino acid sequence of full-length C3022 L chain
MVLQTQVFISLLLWISGAYGQPVLTQPPSASGTPGQRVTISCSGSRSNIGGNIVSW
YOQFPGTAPRLLTYADNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAAW
DDSLNGVVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAV
TVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGS
TVEKTVAPTECS

(SEQ ID NO: 33) signal sequence (1-20), antibody light
chain sequence (21-236)
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Fig. 59

Amino acid sequence of full-length MCE-2105 L chain
MVLQTQVFISLLLWISGAYGMGLMHMEKSRSWYLSRQGGGGSGRSANAGGPLFAAP
GGSDILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQQORTNGSPRLLIKYASE
SISGIPSRFSGSGSGTDFTLSINSVESEDIADYYCQONNNWPTTFGAGTKLELKRT
VAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTE
ODSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

(SEQ ID NO: 34) signal sequence (1-20), mimotope
peptide (22-37), uPA + CAPN cleavable linker (38-59),
antibody light chain sequence (60-273)
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Fig. 60

Amino acid sequence of full-length MC3-9003 H chain
MKHIWFFLLLVAAPRWVLSGETMSVFTRDYFTETPGGGGSGRSANAGGPLFAAPGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGRINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSGLRSDDTAVYYCASGSVRHPWGQGTLV
TVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDG
VEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 35) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-502)
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Fig. 61

Amino acid sequence recognized by human uPA and serving
as a substrate therefor

SGRSANAILE (SEQ ID NO: 36)

SGRSANA (SEQ ID NO: 37)

SGRSA (SEQ ID NO: 38)
Amino acid sequence recognized by human MMP1 and serving
as a substrate therefor

VLVPMAMMAS (SEQ ID NO: 39)

PLGLWA (SEQ ID NO: 40)
Amino acid sequence recognized by human MMP9 and serving
as a substrate therefor

PLGLAG (SEQ ID NO: 41)
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Fig. 62

Amino acid sequence of full-length MHT1903 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGSGGGGSGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 42) signal sequence (1-19), mimotope
peptide (20-35), uPA cleavable linker (36-57), antibody
heavy chain sequence (58-508)
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Fig. 63

Amino acid sequence of full-length MHT3219 H chain
MKHIWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGPLFAAPGGSGRSANAGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 43) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 64

Amino acid sequence of novel CAPN substrate
FVFAMR (SEQ ID NO: 44)
FLFMVR (SEQ ID NO: 45)
FLFTMW (SEQ ID NO: 46)
LVFAVP (SEQ ID NO: 47)
FVFAWR (SEQ ID NO: 48)
FLFARM (SEQ ID NO: 49)
LLFSGR (SEQ ID NO: 50)
LLFGMR (SEQ ID NO: 51)
LFALRW (SEQ ID NO: 52)

LLFASW (SEQ ID NO: 53)
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Fig. 65

Amino acid sequence of full-length MHT5082 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGFVFAMRGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 54) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 66

Amino acid sequence of full-length MHT5084 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGFLFMVRGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 55) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 67

Amino acid sequence of full-length MHT5085 H chain
MKHIWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGFLFTMWGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 56) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 68

Amino acid sequence of full-length MHT5086 H chain
MKHIWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGLVFAVPGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 57) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 69

Amino acid sequence of full-length MHT5090 H chain
MKHIWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGFVFAWRGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 58) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 70

Amino acid sequence of full-length MHT5091 H chain
MKHIWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGFLFARMGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 59) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 71

Amino acid sequence of full-length MHT5092 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGLLFSGRGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 60) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 72

Amino acid sequence of full-length MHTS5093 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGLLFGMRGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 61) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 73

Amino acid sequence of full-length MHT5094 H chain
MKHLWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGLFALRWGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 62) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)
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Fig. 74

Amino acid sequence of full-length MHT5095 H chain
MKHIWFFLLLVAAPRWVLSGYLALKHPWPGLAEGSGGGGSGRSANAGGLLFASWGG
SQVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMOQWVRQAPGQGLEWMGWINTHS
GVPKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVW
GQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGAL
TSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAP
IEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSL
SPGK

(SEQ ID NO: 63) signal sequence (1-19), mimotope
peptide (20-35), uPA + CAPN cleavable linker (36-57),
antibody heavy chain sequence (58-508)

81/82



Fig. 75

Amino acid sequence of MMP linker
GSGGGGSGGGSPLGLWAGGS

(SEQ ID NO: 64) MMP substrate (12-17) as shown in SEQ
ID NO: 40
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