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pctib2010052711-eo01f-seq]
ctcaagcccc tgaagaacgc ttcagac 1347

<210> 2

<211> 449

<212> PRT

<213> Artificial Sequence

<220>
<223> Ssynthetic

<400> 2
Met Pro Pro Leu Leu Ala Pro Leu Leu Cys Leu Ala Leu Leu Pro Ala
5 10 15

Leu Ala Ala Arg Gly Pro Arg Cys ger GIn Pro Gly Glu Thr Cys Leu
20 5 30

Asn Gly Gly Lys Cys Glu Ala ﬁéa Asn Gly Thr Cys Leu Cys Leu Gly
35 45

Pro Pge Thr Gly Pro Glu ggs Gln Phe Pro Ala ggr Ser Pro Cys Leu
5

Gly Gly Asn Pro Cys Tyr Asn GIn Gly Thr Cys Glu Pro Thr Ser Glu
65 70 75 80

Ser Pro Phe Tyr Arg Cys Leu Cys Pro Ala Lys Phe Asn Gly Leu Leu
85 20 95

Cys His Ile Leu Asp Tyr Ser Phe Gly Gly Gly Ala Gly Arg Asp Ile
100 105 110

Pro Pro Pro Leu Ile Glu Glu Ala Cys Glu Leu Pro Glu Cys Gln Glu
115 120 125

Asp Ala Gly Asn Lys val Cys Ser Leu GIn Cys Asn Asn His Ala Cys
130 135 140

Gly Trp Asp Gly Gly Asp Cys Ser Leu Asn Phe Asn Asp Pro Trp Lys
145 150 155 160

Asn Cys Thr Gln Ser Leu Gln Cys Trp Lys Tyr Phe Ser Asp Gly His
165 170 175

Cys Asp Ser GlIn Cys Asn Ser Ala Gly Cys Leu Phe Asp Gly Phe Asp
180 185 190

Cys GIn Arg Ala Glu Gly Gln Cys Asn Pro Leu Tyr Asp GIn Tyr Cys
195 200 205

Lys Asp His Phe Ser Asp Gly His Cys Asp GIn Gly Cys Asn Ser Ala
210 215 220
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Glu

225

Leu

Leu

His

Phe

305

Lys

Glu

Asp

Thr

Asn

385

Pro

Pro

Pro

Asp

Cys

Glu

Ala Ala

Arg

Thr

Pro

290

Ala

Ala

Leu

Asn

Asp

370

Ile

Pro

Glu

Leu

<210>
<211>
<212>
<213>

<220>
<223>

Asn

Asn

275

Tyr

Ala

ser

Asp

Arg

val

Pro

Pro

Gly

3
1287
DNA

Trp

Gly

ser

260

val

Tyr

Glu

Leu

Pro

340

Gln

Ala

Tyr

Ala

Phe

420

Glu

Asp

Thr

245

Ser

vai

Gly

Gly

Leu

325

Met

Cys

Ala

Lys

Gin

405

Lys

ASp

Phe

Phe

Arg

310

Pro

Asp

val

Phe

Ile

390

Lys

val

ser

pctib2010052711-e01f-seql

Leu Asp Cys Ala g;u His val Pro
5

val

His

Lys

Glu

295

Ala

Gly

val

GlIn

Leu

375

Glu

Arg

Ser

val

Artificial Sequence

Synthetic

val

Phe

Arg

Glu

Ala

Gly

Arg

Ala

360

Gly

Ala

Arg

Glu

Gly

val

Leu

265

Asp

Glu

Pro

Ser

Gly

ser

Ala

val

Arg

Ala

425

Leu

val

250

Arg

Ala

Leu

Asp

Glu

330

Ser

Ser

Leu

Gln

GIn

410

Ser

Lys

Leu

Glu

His

Arg

Ala

315

Gly

Ile

GIn

Ala

Ser

395

His

Lys

Pro

Page 3

Met

Leu

Gly

Lys

Leu

Gly

val

Cys

Ser

380

Giu

Gly

Lys

Leu

Pro
ser
Gln
285
His
Leu
Arg
Tyr
Phe
365
Leu
Thr

Gln

Lys

Lys
445

Pro

Arg

Gln

Pro

Gly

Arg

Leu

350

GIin

Gly

val

Leu

Arg

Asn

Glu

Glu

255

val

Met

Ile

Gln

Arg

335

Glu

ser

Ser

Glu

Arg

Ala

Leu

Ile

Lys

val

320

Arg

Ile

Ala

Leu

Pro

400

Phe

Glu

ser
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Pro

Gly

65

Ser

Cys

Pro

Asp

Cys

cys

Lys

Glu

225

Leu

Leu

His

Phe

305

Phe

50

Gly

Pro

His

Pro

Ala

130

Trp

Cys

Asp

Gln

Asp

210

cys

Ala

Arg

Thr

Pro

290

Ala

Thr

Asn

Phe

Ile

Pro

115

Gly

ASp

Thr

Ser

Glu

Ala

Asn

Asn

275

TYr

Ala

Gly

Pro

Tyr

Leu

100

Leu

Asn

Gly

Gln

Gln

180

Ala

Phe

Trp

Gly

Ser

260

val

Tyr

Glu

Pro

Cys

Arg

85

Asp

Ile

Lys

Gly

Ser

165

Cys

Glu

Ser

Asp

Thr

245

Ser

val

Gly

Gly

Glu

Tyr

70

Cys

Tyr

Glu

val

Asn

Gly

Asp

Gly

Leu

Phe

Phe

Arg

Trp
310

Cys

55

Ash

Leu

Ser

Glu

Cys

Gln

ser

GIn

val

His

Lys

Glu

295

Ala

pctib2010052711-ec]f-seq]l

GIn Phe Pro Ala Ser Ser Pro

Gin

Cys

Phe

Ala

120

Ser

ser

Cys

Ala

Cys

200

His

Asp

val

Phe

Arg

Glu

Ala

Gly

Pro

Leu

Leu

Trp

Cys

Cys

val

Leu

265

ASp

Glu

Pro

Thr

Ala

90

Gly

Glu

GIn

Asn

Lys

Cys

Pro

Asp

Ala

val

250

Arg

Ala

Leu

Asp

Cys

75

Lys

Gly

Leu

Cys

Phe

155

Tyr

Leu

Leu

Gln

Glu

235

Leu

Glu

His

Arg

Ala
315

Page 5

Glu

Phe

Ala

Pro

Asn

140

Asn

Phe

Phe

Tyr

Gly

His

Met

Leu

Gly

Pro

Asn

Gly

Glu

125

Asn

Asp

Ser

ASp

Asp

Cys

val

Pro

ser

GIn

285

His

Leu

Thr

Gly

Arg

110

Cys

His

Pro

Asp

Gly

Gln

Ash

Pro

Pro

Arg

GIn

Pro

Gly

Ccys

Ser

Leu

95

Asp

GIn

Ala

Trp

Tyr

ser

Glu

Glu

255

val

Met

Iie

Gin

Leu

Glu

80

Leu

Ile

Glu

Cys

Lys

160

His

Asp

Cys

Ala

Arg

240

Gln

Leu

Ile

Lys

val
320



pctib2010052711-e0i1f-seql

Lys Ala Ser Leu Leu Pro Gly Gly Ser Glu Gly Gly Arg Arg Arg Arg
325 330 335

Glu Leu Asp Pro Met Asp val Arg Gly Ser Ile val Tyr Leu Glu Ile
340 345 350

Asp Asn Arg Gln Cys val GIn Ala Ser Ser Gln Cys Phe GIn Ser Ala
355 360 365

Thr Asp val Ala Ala Phe Leu Gly Ala Leu Ala Ser Leu Gly Ser Leu
370 375 380

Asn ITe Pro Tyr Lys Ile Glu Ala val GIn Ser Glu Thr val Glu Pro
385 390 395 400

Pro Pro Pro Ala GIn Leu His Phe Met Tyr val Ala Ala Ala Ala phe
405 410 415

val Leu Leu Phe phe val Gly Cys Gly val Leu Leu Ser

420 425
<210> 5
<211> 363
<2172> DNA
<213> Mus musculus
<400> S

caggttcagc tgcagcagtc tggagctgag ctgatgaage ctagggectc agtgaagata
tcctgcaagg ctactggcta cacattcagt aactactgga tggagtgggt aaagcagagdg
cctggacatg gcecttgagtg gattggagag attttacctg gaaggggtag aactaactac
aatgagaact tcaagggcaa ggccacattc actgcagata catcctcecaa cacagtctac
atgcaactca acagcctgac atctgaggac tctgccgtct attactgtgc aagattccac

agctcggcct attactatac tatggactac tggggtcaaa gaacctcggt caccgtetec

tca

<210> 6

<211> 121

<212> PRT

<213> Mus musculus

<400> ©

Gln val GIn Leu GIn GIn Ser Gly Ala Giu Leu Met Lys Pro Gly Ala
1 5 10 15

Ser val Lys gge Ser Cys Lys Ala ;hr Gly Tyr Thr Phe Ser Asn Tyr
5 30

Trp Met Glu Trp val Lys GIn Arg Pro Gly His Gly Leu Glu Trp Ile
35 40 45

Page 6

60
120
180
240
300
360
363



Gly Glu Ile

50

Lys Gly Lys
65

Met Gln Leu
Ala Arg Phe

GIn Arg Thr
11

<210> 7

<211> 327
<212> DNA
<213> Mus
<400> 7

caggctgttg
acttgtcgct
aaaccagatc
cctgecagat
cagactgagy
ggtggaggaa
<210> 8

<Z211> 109
<212> PRT
<213> Mus
<400> 8

Leu Pro

Ala Thr

Asn Ser
85

His Ser
100

Ser val

musculus

tgactcagga
caagtactgg
atttattcac
tctcaggetc
atgaggcaat

ccaaactgac

musculus

GIn Ala val val Thr

1

5

Thr val Thr Leu Thr

Asn Tyr Ala Asn Trp
35

Leu Ile Gly Gly Thr
50

Ser Gly Ser Leu Ile

65

Gln Thr Glu Asp Glu

pctib2010052711-e0lf-seql

Gly Arg Gly Arg Thr Asn Tyr Asn Glu
55 60

Phe Thr Ala Asp Thr Ser Ser Asn Thr

70

Leu Thr Ser

Ser Ala Tyr

Thr val ser

GIn

Cys

val

Asn

Gly

70

Ala

Glu

Arg

Gln

Asn

55

Asp

Ile

120

tgtccta

Ser

ser

Glu

40

Arg

Lys

Tyr

75

GTu ggp Ser Ala val Tyr

Tyr Tyr Thr Met Asp Tyr

105

Ser

Ala

ser

25

Lys

Ala

Ala

Phe

atctgcactc accacatcac
ggctgttaca actagtaact
tggtctaata ggtggtacca
cctgattgga gacaaggctg

atatttctgt gctctatggt

Leu Thr
10

Thr Gly

Pro Asp

Pro Gly

Ala Leu

75

Cys Ala
Page 7

ctggtgaaac agtcacactc
atgccaactg ggtccaagaa
acaaccgagc tccaggtatt
ccctcaccat cacaggggca

acagcaacca ctgggtgttc

Thr ser

Ala val

His Leu
45

ITe Pro
60

Thr Ile

Leu Trp

110

Pro

Thr

30

Phe

Ala

Thr

Tyr

ASn
val
Tyr
95

Trp

Gly
15

Thr
Thr
Arg

Gly

Ser

Phe
Tyr
80

Cys

Gly

Glu

Ser

Gly

Phe

Ala

30

Asn

60
120
180
240
300
327



pctib2010052711-ec1f-seq]
85 90 95

His Trp val Phe Gly Gly Gly Thr Lys Leu Thr val Leu
100 105

<210> 9

<211> 42

<212> DNA

<213> Mus musculus

<400> 9
cgctcaagta ctggggctgt tacaactagt aactatgcca ac 4?2

<210> 10

<211> 21

<212> DNA

<213> Mus musculus

<400> 10
ggtaccaaca accgagctcc a 21

<210> 11

<211> 27

<212> DNA

<213> Mus musculus

<400> 11
gctctatggt acagcaacca ctgggtg 27

<210> 12

<211> 14

<212> PRT

<213> Mus musculus

<400> 12

Arg ser Ser Thr Gly Ala val Thr Thr Sgr Asn Tyr Ala Asn
1 5 1

<210> 13

<211> 7

<212> PRT

<213> Mus musculus

<400> 13

Gly Thr Asn Asn Arg Ala Pro
1 5

<210> 14

<211> 9

<212> PRT

<213> Mus musculus

<400> 14

Ala Leu Trp Tyr Ser Asn His Trp val
1 5

<210> 15
Page 8



pctib2010052711-e01f-seq]
<211> 15
<212> DNA
<213> Mus musculus

<400> 15
aactactgga tggag 15

<210> 16
<211> 51
<212> DNA
<213> Mus musculus

<400> 16
gagattttac ctggaagggg tagaactaac tacaatgaga acttcaaggg ¢ 51

<210> 17

<211> 36

<212> DNA

<213> Mus musculus

<400> 17
ttccacaget cggecctatta ctatactatg gactac 36

<210> 18

<21l1> 5§

<212> PRT

<213> Mus musculus

<400> 18
Asn Tyr Trp Met Glu
1 5

<210> 19

<211> 17

<212> PRT

<213> Mus musculus

<400> 19

Glu Ile Leu Pro Gly Arg Gly Arg Thr Asn Tyr Asn Glu Asn Phe Lys
1 5 10 15

Gly

<210> 20

<211> 12

<212> PRT

<213> Mus musculus

<400> 20

Phe His Ser Ser Ala Tyr Tyr Tyr Thr Met Asp Tyr
1 5 10

<210> 21
<211> 864
<212> DNA
<213> Homo sapiens
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pctib2010052711-e0l f-seql

;gggzgggét gcgagctgcc cgagtgccag gaggacgcgg gcaacaaggt ctgcagectg 60
cagtgcaaca accacgcgtg cggctgggac ggcggtgact gctccctcaa cttcaatgac 120
ccctggaaga actgcacgca gtctctgcag tgctggaagt acttcagtga cggccactgt 180
gacagccagt gcaactcagc cggctgcctc ttcgacggct ttgactgcca gcgtgcggaa 240
ggccagtygca accccctgta cgaccagtac tgcaaggacc acttcagcga cgggcactgce 300
gaccagggct gcaacagcgc ggagtgcgag tgggacggge tggactgtgc ggagcatgta 360
cccgagaggce tggcggeogg cacgetggtg gtggtggtgce tgatgccgcce ggageagetg 420
cgcaacagct ccttccactt cctgcgggag ctcagccgeg tgctgcacac caacgtggtc 480
ttcaagcgtyg acgcacacgg ccagcagatg atcttcccct actacggccg cgaggaggag 540
ctgcgcaage accccatcaa gegtgccgcc gagggctggg ccgcacctga cgccctgetg 600
ggccaggtga aggcctcget gctccctggt ggcagcgagg gtgggcggcg geggagggag 660
ctggacccca tggacgtccg cggctccatc gtctacctgg agattgacaa ccggeagtgt 720
gtgcaggcct cctcgeagtg cttccagagt gccaccgacg tggccgcatt cctgggageg 780
ctcgectege tgagcagect caacatcccce tacaagatcg aggecgtgca gagtgagacc 840
gtggagccgc ccccgecgge gcag 864
<210> 22

<211> 288

<212> PRT

<213> Homo sapiens

<400> 22

Glu Glu Ala Cys Glu Leu Pro Glu Cys GIn Glu Asp Ala Gly Asn Lys
1 5 10 15

val Cys Ser Leu GIn Cys Asn Asn His Ala Cys Gly Trp Asp Gly Gly
20 25 30

Asp Cys Ser Leu Asn Phe Asn Agp Pro Trp Lys Asn Cys Thr Gln Ser
35 4 45

Leu GIn Cys Trp Lys Tyr Phe Ser Asp Gly His C%s Asp Ser Gln Cys
50 55 6

Asn Ser Ala Gly Cys Leu Phe Asp Gly pPhe Asp Cys GIn Arg Ala Glu
65 70 75 80

Gly Gin Cys Asn ggo Leu Tyr Asp GIn Tyr Cys Lys Asp His Phe Ser
90 95

Asp Gly His Cys Asp GIn Gly Cys Asn Ser Ala Glu Cys Glu Trp Asp
100 105 110

Gly Leu Asp Cys Ala Glu His val Pro Glu Arg Leu Ala Ala Gly Thr
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Leu

Phe

145

Phe

Arg

Trp

Pro

Phe

Ile

val

130

His

Lys

Glu

Ala

GIn

Leu

Glu

115

val

Phe

Arg

Glu

Ala

195

Gly

Arg

Ala

Gly

Ala
275

val

Leu

Asp

Glu

130

Pro

ser

Gly

Ser

Ala

260

val

val

Arg

Ala

165

Leu

ASp

Glu

sSer

Ser

245

Leu

GIn

Leu

Glu

150

His

Arg

Ala

Gly

Ile

Gln

Ala

ser

Met

135

Leu

Gly

Lys

Leu

Gly

val

Cys

Ser

Glu

pctib2010052711-e0l1f-seql
120

Pro Pro Glu

Ser

GIn

His

Leu

200

Arg

Tyr

Phe

Leu

Thr
280

Arg

Gln

Pro

185

Gly

Arg

Leu

Gln

Gly

val

val

Met

170

Ile

Gln

Arg

Glu

Ser

250

ser

Page 11

GIin

Leu

155

Ile

Lys

val

Arg

Ile

235

Ala

Leu

Pro

Leu

140

His

Phe

Arg

LyS

Glu

220

Asp

Thr

Asn

Pro

125

Arg

Thr

Pro

Ala

Ala

205

Leu

Asn

Asp

Ile

Pro
285

Asn

Asn

TYyr

Ala

190

ser

Asp

Arg

val

Pro

270

Pro

Ser

val

Tyr

175

Glu

Leu

Pro

Gln

Ala

255

Tyr

Ala

ser
val
160
Gly
Gly
Leu
Met
Cys
240
Ala

Lys

GlIn



