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[Figure 1]
SEQ ID No: 1 - Amino acid sequence of the heavy chain of

an anti-HER2 antibody

EVQLVESGGGLVAPGGSLRLSCAASGFNIRKDTY I HWVR
QAPGHGLEWVARIYPTNGYTRYADSVEKGRFTISADTEK
NTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGT
LVTIVSSASTKGPSESVFPRPLAPSSKSESTSESGGTAALGCOCLVKDY
FPEPVTVSWNISGALTSGVHTFPAVLASSGLYSBLISESVYVT
VPSSSLGEGTAQTY ICONVNHKPSNTKVDKREKVEPKSCDRKTHT
CPPCPAPELLGGPSVFLFPPRKPKDTLMIGRTIPEVICOVY
VOVSHEDPEVHKFNWYVDGVEVHNAKTKFPFREEQYNSTYR
VVESBVLTVLEHQDWLNGKEYKCKVENKALPARPTIEKTISKA
KGQAQPREPQVYTLPPSREEMTKNQVELTCLVYVKGFYPSDI
AVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSESVMHEALHNHYTQKSLELSPGK

[Figure 2]
SEQ ID No: 2 - Amino acid sequence of the light chain of

an anti-HER2 antibody

DIOMTOQOPSSLBASBVGDRYTITORASQDVNTAVAWYGQQ
KPGRAPRKLLIYSABFLYSGQVIPSRFOGSRESGYDFTLTIS
SLRYIPEDFATYYORQNYTTRPRPTIFGRGTRKVEIRRTVAARS
VFIFRPESDEQLEKSBGTASVVOLLNNEYPREARVOWKVIOR
ALOBGNERESVTEQGDEKDSTYRLESTLTLSKADY EHHK
VYACEVTHQGLESSPVITIKEFNRGEDT
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[Figure 3]
SEQ ID No: 3 - Amino acid sequence of the heavy chain of

an anti-HER3 antibody

QVOLAQQWGAGLLKPSETLELTCAVYGGSFSEGYYWSESWIR
QPPGKGLEWIGEINHSGS TNYNPSLKSRVTISVETSKN
QFSLKLSSVTAADTAVYYCARDKWIWY FRLWGRGTLVT
VESABTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPE
PYTYVESWNSGALTSGVYHTFPAVLAGSSGLYSLSESVVTVPS
SSLGTQTY ICHNVNHKPESNTKVDKRVEPKSCDKTHTCORP
CPAPELLGGPSVFLFPPKPKEKDTLMISRTPEVTCVVVIDYV
SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVS
VETVLHODWILNGKEYKCHKVSENKALPARPIERTISKAKGO
PREPOQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK

[Figure 4]
SEQ ID No: 4 - Amino acid sequence of the light chain of

an anti-HER3 antibody

DIEMTQSESPDSLAVSLGERATINCRSSAQSVLYSSSNRNY
LAWYQGQGNPGAPPKLLIYWASTRESGVPDRFEFSGSGSGTD
FTLTISSLAQAEDVAVYYCQQYYSTPRTFGQGTHKVEIKR
TVAAPSVFIFPPSDEQLKSGTASVVOCLLNNFYPREAKY
QWHENVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKA
DYEKHKVYACEVTHQGLSSPVYVTKSFNRGED
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[Figure 5]
SEQ ID No: 5 - Amino acid sequence of the heavy chain of

an anti-TROP2 antibody

MEKHLWFFLLLVAAPRWYLSQVAQLVQASGAEVKEKPGASVK
VSCKASGYTFTTAGMAOQWVRQAPGQGLEWMGWINTHSGYV
PRKYAEDFKGRVTISADTSTSTAYLAQLSSLKSEDTAVYY
CARSGFGSSYWYFDVWGQGTLVTVSSASTKGPSVFEFPLA
PSSKETSGGTAALGCLVKDOYFPEPVTIVSWNSESGALTEGY
HTFPAVLOQSSGLYSLSSVVTVPSSSLGEGTATY ICNVNHK
PSNTHKVDRKRVEPKSCDKTHTCPPCPAPELLGGPSVFLF
PPKPKDTLMISRTPEVTOCVVVDVSHEDPEVEFNWYVDG
VEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KOCKVEBNKALPAPIEKTISKAKGQPREPQVY T TLPPSREE
MTHKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYRTTP
PYVLDSDGSFFLYSKLTVRKSRWQGGNVFSCSVMHEALH
NHYTOQKSLSLSPGK

Signal sequence (1-19), Variable region (20-140),

Constant region (141-470)

[Figure 6]
SEQ ID No: 6 - Amino acid sequence of the light chain of

an anti-TROP2 antibody

MYLQTQVFISLLLWISGAYGDIQMTGQGSESPSSLSASVGDR
VTITCKASQDVSTAVAWYQQKPGKAPKLLIYSASYRYT
GVPSRFSGSESGSGTDFTLTISSLAPEDFAVYYCQQHY I T
PLTFGOQGTHLEIRKRTVAAPSVFIFPPSDEQLKSGTASY
VOLLNNFYPREAKVOWKVYDNALQSGNSQESVTEQRDSKD
STYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPYTKS
ENRGEC

Signal sequence (1-20), Variable region (21-129),
Constant region (130-234)
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[Figure 7]
SEQ ID No: 7 - Amino acid sequence of the heavy chain of

an anti-B7-H3 antibody

MEKHLWFFLLLVAAPRWVLSQVALVASGAEVRKKEGSSVK
VECKASGYTFTHNYVMHWVRQAPGAGLEWMGY INPYNDD
VKYNEKFKGRVTITADESTSTAYMELSSLRSEDTAVYY
CARWGYYGSPLYYFDYWGOGTLVITVSSASTKGPSVEFPL
APSSKESTSGGTAALGOLVKDYFPEPVTVISWNSGALTSG
VYHTFPAVLQSSGLYSLSSVVTVPSESLGTAQTY ICNVNH
KPSNTKVDKRVEPKSCOKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRIPEVTCVVVOVSHEDPEVEKFNWYVD
GVEVHNAKTKPREEQYNSTYRVVSVLTIVLHQDWLNGKE
YRKCKVSENKALPAPIEKTISKAKGAPREPQVYTLPPSRE
EMTKNQVESLTCLVKGFYPSDIAVEWESNGQPENNYKTTY
PPVLDSESDGSFFRFLYSKLTVDKSESRWQQGNYFSCSESVMHEAL
HNHY TQRSLSLSPGK

Signal sequence (1-19), Variable region (20-141),

Constant region (142-471)

[Figure 8]
SEQ ID No: 8 - Amino acid sequence of the light chain of

an anti-B7-H3 antibody

MVYLQTQVFISLLLWISGAYGEIVLTAQSPATLSLEPGER
ATLSCRASSRLIYMHWYQOAOKPGQAPRPLIYATSNLASG
IPARFSGSGSGTDFTLTISSLEPEDFAVYYCQOQWNSHNP
PTFGQGTRVEIKRTVAAPSVF I FPPSDEQLKSGTASYVY
CLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADRDYEKHKVYACEVTHQGLESPVTKSF
NRGEC

Signal sequence (1-20), Variable region (21-128),

Constant region (129-233)
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[Figure 9]
SEQ ID NO: 9 - Amino acid sequence of the heavy chain of

an anti-GPR20 antibody

MEKHLWFFLLLVAAPRWVLSEVQLVYQSGAEVKEKPGASYVK
VSCHASGYTFTSYY I SWIRQAPGQGLKYMGF INPGSGH
TNYNERKFRGRVTITADRSSSTATMELSSLRSEDTAVYY
CARGAGGFLRITITHKFDYWGOGTLVTYVSSASTKGPSVFEP
LAPSSKSTSGGEGTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLAOSSGLYSLSSVVYTVYPSSESLGTQAQTY IGCNVN
HEPSNTKVDKRVEPHKSCDEKTHTCPPOCOCPAPELLGGPSVF
LFPPKPKDTILMISRTPEVTICVVVDVSHEDPEVKFENWYV
DGVEVHNAKTHKPREEOQYNSTYRVVSVLITVLHQDWLNGHK
EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPERVLDSDGSFFLYSKLTIVDKSRWQOGNVFSOSVMHEA
LHNHYTQKSLSLSPGK

Signal sequence (1-19), Variable region (20-142),

Constant region (143-472)

[Figure 10]
SEQ ID NO: 10 - Amino acid sequence of the light chain of

an anti-GPR20 antibody

MVLQTQUVFISLLELWISGAYGDTOQLTQSPSSLSASVGDR
VTITCRASKSVYSTY ITHWYQOKPGRQPKLLIYSAGNLES
GVPSRFSGSGSGTDFTLTISGSLQPEDRDFANYYCQQINEL
PYTFGQGTKVEIKRTVAAPSYFIFPPSEDREQLKSEGTASY
VOLLNNFYPREAKVAWKVDNALGSGNSQESVTEQDSKD
STYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNRGEC

Signal sequence (1-20), Variable region (21-129),

Constant region (130-234)
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[Figure 11]
SEQ ID NO: 11 - Amino acid sequence of the heavy chain of

an anti-CDH6 antibody

MKHLWFFLLLVAAPRWVLSEVQLVASGAEVKKPGASVE
VECKASGYTFTRNFMHWYROAPGQGLEWMGWIYPGDGE
TEYAQKFQGRVTITADTSTSTAYMELSSLRSEDTAVYY
CARGVYGGFAGGYFDFWGOGTLVTIVSSASTKGPSVFEFPRPL
APSSKSTSGGTAALGCLVKDYFPEPVTIVEWNSGALTSG
YHTFPAVLAOGSSGLYSLOSVVTIVPSESSSLGTQTY ICKRVNH
KPESNTKVDKRVEPKSCDKTHTCPRPCRARPELLGGPSVFL
FPPHEPHDTLMISRTPEVTCOCVVVDVYVSHEDPEVHKFNWYVD
GVEVHNARKTHKPREEGQYNSTYRVVSVLTVLHQDWLNGKE
YKOKVSHNKALPAPIEKTISHKAKGAPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGGQGPENNYKTT
PPVLDSDGSFFLYSKLTVDKSERWAQAQGNVFSCSVYMHEAL
HNHYTQKSLSLSPGK

Signal sequence (1-19), Variable region (20-141),

Constant region (142-471)

[Figure 12]
SEQ ID NO: 12 - Amino acid sequence of the light chain of

an anti-CDH6 antibody

MVYLQTQVFISLLLWIBGAYGDIGMTQSPSELBABVGEGDR
VTITCKASQNIYKNLAWYQQKPGKAPKLLIYDANTLQT
GVPSRHRFSGSGSGSDFTLTISSLQPEDFATYFCQQAYYSG
WAFGQGTKVEIKRTVAAPSYVFIFPPSDERQLKSGTASVY
CLUNNFYPREAKVQWKVDNALGSGNSQESVTEQDBSKDS
TYSLSSTLTLSKADYERHRVYACEVTHOQGLSSPVTKSF
MRGEC

Signal sequence (1-20), Variable region (21-128),

Constant region (129-233)
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[Figure 13]

SEQ ID NO: 13 - Amino acid sequence of the heavy chain of
an anti-MUC1l antibody (N54Q)
EVQLVESGGGLVQPGGSMRLSCVASGFPFSNYWMNWVRQAPGKGLEWVGEIRLKSNQ
YTTHYAESVKGRFTISRDDSKNSLYLOMNSLKTEDTAVYYCTRHYYEFDYWGQGTLVT
VSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQ
PREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLD
SDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEGLHNHYTQKSLSLSPGK

variable region: aa 1-117, constant region: aa 118-447

[Figure 14]

SEQ ID NO: 14 - Amino acid sequence of the heavy chain of
an anti-MUC1 antibody (PankoMab)
EVQLVESGGGLVQPGGSMRLSCVASGFPFSNYWMNWVRQAPGKGLEWVGETIRLKSNN
YTTHYAESVKGRFTISRDDSKNSLYLOMNSLKTEDTAVYYCTRHYYFDYWGQGTLVT
VSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH
NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQ
PREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLD
SDGSFFLYSKLTVDKSRWQOGNVESCSVMHEGLHNHYTQKSLSLSPGK

variable region: aa 1-117, constant region: aa 118-447
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[Figure 15]

SEQ ID NO: 15 - Amino acid sequence of the light chain of
an anti-MUC1 antibodies (N54Q and PankoMab)
DIVMTQSPLSNPVTPGEPASTISCRSSKSLLHSNGITYFFWYLOKPGQSPQLLIYQMS
NLASGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQNLELPPTFGQGTKVEIKRT
VAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

variable region: aa 1-113, constant region: aa 114-219

[Figure 16]
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[Figure 17]
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[Figure 18]
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[Figure 19]
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[Figure 20]

SEQ ID NO: 16 - Amino acid sequence of the heavy chain of
an anti-CD37 antibody (hmAb-H541)
MKHLWFFLLLVAAPRWVLSEVQLVQSGAEVKKPGASVKVSCKASGYSFTDYNMYWVR
QAPGQSLEWMGYIDPYNGDTTYNQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYY
CARSPYGHYAMDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEATLHNH
YTQKSLSLSPGK

Signal sequence (1-19), Variable region (20-138),

Constant region (139-468)
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[Figure 21]

SEQ ID NO: 17 - Amino acid sequence of the heavy chain of
an anti-CD37 antibody (hmAb-H551)
MKHLWFFLLLVAAPRWVLSEVQLVQSGAEVKKPGASVKVSCKASGYSFTDYNMYWVR
QAPGQSLEWMGYIDPYNGDTTYNQKFQGRVTMTRDTSSSTAYMELSRLRSDDTAVYY
CARSPYGHYAMDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPTEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEATHNH
YTQKSLSLSPGK

Signal sequence (1-19), Variable region (20-138),

Constant region (139-468)

[Figure 22]

SEQ ID NO: 18 - Amino acid sequence of the heavy chain of
an anti-CD37 antibody (hmAb-Hlla)
MKHLWFFLLLVAAPRWVLSEVQLVQSGAEVKKPGASVKVSCKASGYSFTDYNMYWVR
QAPGQOSLEWMGYIDPYNGDTTYNQKFQGRVTITADKSKSTAYMELSSLRSEDTAVYY
CARSPYGHYAMDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEATHNH

YTQKSLSLSPGK
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Signal sequence (1-19), Variable region (20-138),

Constant region (139-468)

[Figure 23]

SEQ ID NO: 19 - Amino acid sequence of the light chain of
an anti-CD37 antibody (hmAb-L11)
MVLOTOQVEFISLLLWISGAYGDIQMTQSPSSLSASVGDRVTITCKASQDVSTAVDWYQ
QKPGKAPKLLINWASTRHTGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCRQHYST
PFTFGQGTRKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVQWKVD
NALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNRGEC

Signal sequence (1-20), Variable region (21-128),

Constant region (129-234)
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[Figure 24]
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[Figure 26]
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[Figure 30]
SEQ ID NO: 20 - Amino acid sequence of the CDRH1 of heavy
chain of anti-HER2 antibody

GFNIKDTY

[Figure 31]
SEQ ID NO: 21 - Amino acid sequence of the CDRH2 of heavy
chain of anti-HER2 antibody

IYPTNGYT

[Figure 32]
SEQ ID NO: 22 - Amino acid sequence of the CDRH3 of heavy
chain of anti-HER2 antibody

SRWGGDGFYAMDY

[Figure 33]
SEQ ID NO: 23 - Amino acid sequence of the CDRL1 of light
chain of anti-HER2 antibody

QDVNTA

[Figure 34]
SEQ ID NO: 24 - Amino acid sequence of the CDRL2 of light
chain of anti-HER2 antibody

SAS



PCT/1B2023/054298

WO 2023/209591
17/19

[Figure 35]
SEQ ID NO: 25 - Amino acid sequence of the CDRL3 of light

chain of anti-HER2 antibody

QOHYTTPPT

[Figure 36]
SEQ ID NO: 26 - Amino acid sequence of the heavy chain

variable region of anti-HER2 antibody

EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGY

TRYADSVKGRFTISADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGEYAMDYWGQGT

LVTVSS

[Figure 37]
SEQ ID NO: 27 - Amino acid sequence of the light chain

variable region of anti-HER2 antibody

DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQOKPGKAPKLLIYSASFLYSG

VPSRFSGSRSGTDFTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIK

[Figure 38]
SEQ ID NO: 28 - Amino acid sequence of the CDRH1 of heavy

chain of anti-TROP2 antibody

TAGMQ
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[Figure 39]
SEQ ID NO: 29 - Amino acid sequence of the CDRHZ of heavy
chain of anti-TROP2 antibody

WINTHSGVPKYAEDFKG

[Figure 40]
SEQ ID NO: 30 - Amino acid sequence of the CDRH3 of heavy
chain of anti-TROP2 antibody

SGFGSSYWYFDV

[Figure 41]
SEQ ID NO: 31 - Amino acid sequence of the CDRL1 of light
chain of anti-TROP2 antibody

KASQDVSTAVA

[Figure 42]
SEQ ID NO: 32 - Amino acid sequence of the CDRL2 of light
chain of anti-TROP2 antibody

SASYRYT

[Figure 43]
SEQ ID NO: 33 - Amino acid sequence of the CDRL3 of light
chain of anti-TROP2 antibody

QQHYITPLT
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[Figure 44]

SEQ ID NO: 34 - Amino acid sequence of the heavy chain
variable region of anti-TROPZ2 antibody
QVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQOQWVRQAPGQGLEWMGWINTHSGV

PKYAEDFKGRVTISADTSTSTAYLQLSSLKSEDTAVYYCARSGEGSSYWYEFDVWGOG

TLVTVSS

[Figure 45]

SEQ ID NO: 35 - Amino acid sequence of the light chain
variable region of anti-TROP2 antibody
DIOMTQSPSSLSASVGDRVTITCKASQDVSTAVAWYQQKPGKAPKLLIYSASYRYTG

VPSRFSGSGSGTDFTLTISSLQPEDFAVYYCQQHYTITPLTFGQGTKLEIKRT



