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23>

<400>
Me% Asp

Gly Thr
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50
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Arg Phe
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130
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48
KoPatentIn 3.0
1

1202
PRT

Artificial Sequence

First fusion protein

1
Ser GIn Ala Gin Val
5
Cys Gly Asp lle GIn
20
Val Gly Asp Arg Val
35
Thr Ala Val Ala Trp
55
Leu [le Tyr Ser Ala
70

Ser Gly Ser Gly Ser
85
Gin Pro Glu Asp Phe
100
Pro Trp Thr Phe Gly
115

Ala Ala Pro Ser Val
135

Ser Gly Thr Ala Ser
150

Glu Ala Lys Val GIn

165 '

Ser GIn Glu Ser Val

180

Leu Ser Ser Thr Leu
195

Val Tyr Ala Cys Glu
215

Leu Met Leu Leu Leu Leu

Met Thr GIn Ser Pro Ser
25

Thr 1le Thr Cys Arg Ala
40 45

Tyr Gln Gin Lys Pro Gly
60

Ser Tyr Arg Tyr Pro Gly
75

Gly Thr Asp Phe Thr Leu
90

Ala Thr Tyr
105

Gly Gty Thr
120

Phe 1le Phe

Tyr Cys GIn
Lys Leu Glu
125

Pro Pro Ser
140

Leu Leu Asn
155

Val Val Cys
Trp Lys Val Asp Asn Ala
170
Thr Glu GIn Asp Ser Lys
185

Thr Leu Ser Lys Ala Asp
200 205

Val Thr His GIn Gly Leu
220

1 HIOIA

Trp Val Ser
15

Ser Leu Ser
30

Ser Gin Asp

Lys Ala Pro

Val Pro Ser

80

Thr lie Ser
95

Gln His Tyr
110

[le Lys Arg
Asp Glu GIn

Asn Phe Tyr
160

Leu GIn Ser
175

Asp Ser Thr
190

Tyr Glu Lys _

Ser Ser Pro

PCTKR2018 /017809



Val Thr
225

Gly Gly
Gly Ser
Val GlIn
Ser Cys

280

Val Arg
305

Pro Gly
Thr lle
Ser Leu
Gly Tyr

370

Val Ser
385

Ser Ser
Lys Asp
Leu Thr
Leu Tyr

450

Thr Gin
465

Val Asp

Gly Gly

Ser Pro

Val Thr
530

Ala Pro
545

Pro Ala

Lys Ser Phe Asn Arg
230
Ser Glu Gly Gly Gly
245
Gfu Gly Gly Gly Ser
260

Ser Gly Ala Glu Val
275

Lys Ala Ser Gly Tyr
295

GIn Ala Pro Gly GIn
310

Ser Gly Asn Thr Lys
325

Thr Arg Asp Thr Ser
340

Arg Ser Glu Asp Thr

355

Gly Glu Cys Ser Gly Gly Gly Ser

PCB9O03030GCC. txt

235

Gly
240

Ser Glu Gly Gly Gly Ser Glu Gly Gly
250 255

Gly
Lys
280
Ser
Gly

Tyr

Gly Gly Ser
265

Lys Pro Gly
Phe Thr Ser
Leu Glu Trp

315
Ser GIn Lys
330

Gly Glu Val GIn Leu
270
Thr Ser Val Lys Val
285

Tyr Phe Ile GIn Trp

300

Ile Gly Trp |le Phe
320

Phe GIn Gly Arg Val
335

Thr Ser Thr Ala Tyr Met Glu Leu Ser
350

Ala
360

345
Val Tyr Tyr

GIn Tyr Tyr Phe Asp Tyr Trp Gly Gin

375
Ser Ala Ser Thr
390

Ser Thr Ser
405

Lys

Tyr

420
Ser Gly Vval His Thr
435

Val
455

Ser Leu Ser Ser
Thr
Lys

G

y Ser Gln Ala Val
500

Gly Gly Thr Vval Thr

515
Thr
Arg

Arg

440

Lys Gly Pro Ser Val
395

Cys Ala Arg Ser Gly
365

Gly Thr Leu Val Thr

380

Phe Pro Leu Ala Pro
400

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val
410 415

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
425 0

43

Phe Pro Ala Val Leu GIn Ser Ser Gly
445

Val Thr Val Pro Ser Ser Ser Leu Gly
460

Val Thr GIn Glu Pro Ser g?g Thr Val

Tyr |le Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys
470 475

505

480

Lys Val Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
485 490 495

Leu Thr Cys Arg Ser Ser Thr Gly Ala

520

Gly Leu |le Gly Gly Thr Asn Lys Arg Ala Pro Trp
550 555

5256

Ser Asn Tyr Ala Asn Trp Val GIn GIn Lys Pro Gly GIn
535 540

Thr
560

Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr
565 570

575

Leu Ser Gly Ala Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Ala Leu
580 585 590

2 HIOLX

PCTKR2019 /017809



Trp Tyr Ser

595

Leu Gly GIn
610

Ser Glu Glu
625

Asp Phe Tyr
Pro Val Lys
Asn Lys Tyr

675
Lys Ser His

690

Val Glu Lys
705

Gly Gly Ser
Gly Ser Glu
Val Glu Ser

755

Ser Cys Ala
770

Val Arg GIn
785

Ser Lys Tyr
Arg Phe Thr
Met Asn Ser

835

His Gly Asn
850

Gin Gly Thr
865

Val Phe Pro
Ala Leu Gly

Ser Trp Asn
915

Val Leu GIn
930

Asn Leu Trp Val
Pro Lys Ala Asn
615

Leu GIn Ala Asn
630

Pro Gly Ala Val
645
Ala Gly Val Glu
660
Ala Ala Ser‘Ser
Arg Ser Tyr Ser
695

Thr Val Ala Pro
710

Glu Gly Gly Gly
725
Gly Gly Gly Ser
740
Gly Gly Gly Leu
Ala Ser Gly Phe
775
Ala Ser Gly Lys
790
Asn Asn Tyr Ala
805
[1e Ser Arg Asp
820
Leu Lys Thr Glu
Phe Gly Asn Ser

855

Leu Val Thr Val
870

Leu Ala Pro Ser
885

Cys Leu Val Lys
900

Ser Gly Ala Leu

Ser Ser Gly Lgu

935
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‘Phe Gly Gly Gly Thr Lys teu Thr Val
600 605

Pro Thr val Thr Leu Phe Pro Pro Ser
620

Lys Ala Thr Leu Val Cys Leu lle Ser

Thr
Thr
665

Tyr
680

Cys

Thr

Ser

Gly Gly

745

Val
760

Thr
Gly
Thr Tyr
Ser
825
Thr

Asp
Asp
840

Tyr Val

Ser Ser

Ser

Asp Tyr

905

Thr Ser
920

Tyr Ser

Pro Ser Ser Ser Leu Gly Thr Gln Thr

635

730
Gly Ser Gly Glu

795
Tyr Ala Asp Ser

810

Lys Asn Thr Ala

Ala Val Tyr Tyr
845

Ser Trp Phe Ala
860

Ala Ser Thr Lys
875

Lys Ser Thr Ser Gly Gly

890
Phe Pro Glu Pro

Gly val His Thr
925
Leu Ser Ser Val

Tyr Ile Cys Asn
3 HIOIA

640

Val Ala Trp Lys Ala Asp Gly Ser
650 655
Thr Lys Pro Ser Lys GIn Ser Asn
670
Leu Ser Leu Thr Pro Glu Gin Trp
685
GIn Val Thr His Glu Gly Ser Thr
700
Glu Cys Ser Gly Gly Gly Ser Gly
715 720

Glu Gly Gly Gly Ser Glu Gly Gly
735

Val GIn Leu
750

GIn Pro Gly Gly Ser Leu Lys Leu
765
Phe Asn Thr Tyr Ala Met Asn Trp
780

Leu Glu Trp Val Gly Arg lle Arg

800
Val Lys Asp

815
Tyr Leu Gln
830
Cys Val Arg
Tyr Trp Gly
Gly Pro Ser
880
Thr Ala
895
Val Thr Vval
910
Phe Pro Ala

Val Thr Val

Val Asn His

PCTKR2010 /017809
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945 950 955 960

Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys
965 970 975

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly
980 985 990
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met.
995 1000 1005

[le Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
1010 1015 1020

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val

1025 1030 1035 1040

His Asn Ala Lys Thr Lys Pro Arg Glu Giu GIn Tyr Asn Ser Thr Tyr
1045 1050 1055

Arg Val Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly
1060 1065 1070

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lle
1075 1080 1085
Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Arg Val
1090 1095 1100

Tyr Thr Leu Pro Pro Cys Arg Asp Glu Leu Thr Lys Asn GIn Val Ser
1105 1110 115 1120

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp ile Ala Val Glu
1125 1130 1135
Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
1140 1145 1150

Val Leu Val Ser Asp Gly Ser Phe Thr Leu Tyr Ser Lys Leu Thr Val
1155 1160 1165

Asp Lys Ser Arg Trp Gin GIn Gly Asn Val Phe Ser Cys Ser Val Met
1170 1175 1180

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
1185 1190 1195 1200
Pro Gly

210> 2

<?211> 2668

<212> DNA

213> Artificial Sequence

<220>

<223> DNA encoding First fusion protein

<400> 2 v

ggtgtccagg cggecgecat ggattctcag geccaagtce tcatgetcet getcetttgg
gtgtcaggga cttgtggtga catccaaatg acgcagagtc cttcctcact gtctgeatct
gtaggagacc gggtgaccat aacgtgcegg gegtcacagg acgttagtac cgeggttgea

tggtaccaac aaaagcccgg gaaggeccct aagetcttga i tltﬂellc?gltgc tagctacagg
HI0| X

PCTTKR2019 /017809

60
120
180
240



tatccagggg
atttcatcac
ccectggactt
gtgttcatct
cttctcaaca
cagagcggea
ctgtctagea
gaagtgacac
tctggeggag
ggaggaggca
agtggtgceg
tactctttta
tggatcggat
cgagtcacga
cgaagtgaag
gattactggg
gtattcccac
cttgtcaaag
agcggagtac
gttgtcacag
aagccgtcca
tctgggogtg
gg0ggaacag
gctaactggg
aaacgagctc
ctcacgetta
tcaaacttgt
aaccccactg
ttggtttgtt
ggatcaccag
tatgccgeat
tectgteagg
agtggeggcg
0929gggact

tgcegagecg attctetgga
ttcagectga ggatttogeg
ttggeggegg gactaaactce
ttecgectag tgatgageag
atttctatcc cagggagact
acagtcaaga gagcgtgact
cgctgactct gagcaaageg
atcagggtct gagtagccca
getetggagg tggaagtgaa
gcgaaggtgg cggatcagge
aggtgaagaa acccggeact
cttcctactt catccagtog
ggatttttcc aggatctgge
taacacgaga caccagtaca
acactgcagt gtactattgt
gccagggeac gttggtgaca
tggcgeecag ctetaaaagt
actattttcc agaacccgtc
acacattccc cgeagtcttg
tceecgagttc atcacttgga
atacgaaagt ggacaagaag
gcggttcaca agecgtcgtg
tcaccctgac gtgtcggagt
tgcaacaaaa accgggtcaa
cttggactcc agcaaggttc
gcggggeaca goecagaggat
gogttttcgg tgggoggact
ttacactctt tccccegtct
tgattagtga tttttaccca
tgaaagcagg agtagaaace
cctectattt gtoccttace
tcacgcacga gggctecace
gatccgggoo gggtagegaa
cagaaggagg cggatctgga

PCBY03030GCC. txt

tctggaagtg gcacggattt cactctgacce

acatactact
gagataaaaa
ctcaaatcag
aaagtacaat
gagcaggatt
gactatgaga
gtcacaaaat
ggaggtgagt
gogggttctg
tcagtaaagg
gtgcgacaag
aacacaaaat
agtaccgeat
getegeagey
gtgagttceg
accagtgggg
acggtgaget
caaagcagtg
actcaaacat
gtcggaggeg
actcaagaac
tcaaccggeg
gctcecegag
agtggcagee
gaagcagagt
aagctgactg
tcagaggagt
ggcgecgtaa
actaaaccct
ccggageagt
gttgagaaga
ggaggaggaa
ggtggoagtg

gccaacaaca
gaacggtcgc
gtaccgeeag
ggaaggtgga
caaaagatag
agcataaagt
catttaatag
ctgaaggtgg
gagaggtcca
tgagttgcaa
ccceegggea
attctcagaa
acatggagct
gcggatatca
ctagtacgaa
ggacggetge
ggaattctgg
ggctttactc
atatttgtaa
gtggatctgg
ccagecttac
ccgtaacgac
gactgatcgg
tcct tggagg
attactgege
tecteggtea
tgcaagctaa
ccgtageatg
caaaacaaag
ggaaaagtca
ctgtagetce
acgaggaaag

gagaggtcca
5 HOIA

ctatagtaca
ggcaccgtce
tgtagtatge
taacgegttg
tacttacagc
gtatgegtgt
aggagagtgc
cggcagtgag
actggtccaa
gacttetggg

ggotcttgag
gttccaaggt
ctctagcttg
gtactatttt
aggtccctea
tttgggttac
tgctctgace
cctotettet

tgtcaatcac

tggaggageg

cgtatctcee
gagcaattac
cggaaccaat
caaggcggea
attgtggtac
gcctaaagea
caaggctacc
gaaggccgac
caacaacaaa
tcgatcatat
cacagaatgc
cggatctgaa

attggtggag

PCTTIR2019 /0 17809

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
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tcaggaggeg gattggtgca gcegggaggc tecttgaaac

tttacattta atacctatgc tatgaactgg gtacggceagg

tgogtgagta gaataaggtc aaaatacaat aactacgcaa

aaagaccgat ttaccatatc acgcgacgat tctaagaaca

tccttgaaaa ccgaagatac ggcagtttat tactgcgtca

tcttatgtat cttggtitge gtactgggge cagggaactc

tccaccaagg gcccaagegt ctttecct

<210> 3
11> 716
<212>  PRT

213> Artificial Sequence
<220>
<223> Second fusion protein

<400> 3
Me% Asp Ser GIn Alg GIn Val Leu Met L?B

Gly Thr Cys Gly Asp |le GIn Met Thr Gin
20 25
Ala Ser Val Gly Asp Arg Val Thr Ile Thr
35 40
Val Ser Thr Ala Val Ala Trp Tyr Gin GIn
50 55
Lys Leu Leu lle Tyr Ser Ala Ser Tyr Arg
70

65

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp
85 90

Ser Leu GIn Pro Glu Asp Phe Ata Thr Tyr
100 105
Ser Thr Pro Trp Thr Phe Gly Gly Gly Thr
115 120
Thr Val Ala Ala Pro Ser Val Phe |le Phe
135

130

Leu Lys Ser Gly Thr Ala Ser Val Val Cys
145 150

Pro Arg Glu Ala Lys Val GIn Trp Lys Val
165 170

Gly Asn Ser GiIn Glu Ser Val Thr Glu Gln
180 185

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
195 200

His Lys Val Tyr Ala Cys Glu Val Thr His
210 215

Leu
Ser
Cys
Lys
Tyr

75
Phe
Tyr
Lys
Pro
Leu
155
Asp
Asp

Lys

GIn

tgagttgege cgctagtggt
ccageggcaa aggtctggag
catattacgc agactcegtt
ctgcatatct ccagatgaat
ggcatggcaa ctteggtaac

tcgtcacegt ttcatcagec

Leu Leu Trp Val Ser
15
Pro Ser Ser Leu Ser
Arg Ala Ser GIn Asp
45
Pro Gly Lys Ala Pro
60
Pro Gly Val Pro Ser
80
Thr Leu Thr |le Ser
95
Cys GIn Gln His Tyr
110
Leu Glu Ile Lys Arg
125
Pro Ser Asp Glu GIn

140

Leu Asn Asn Phe Tyr
160

Asn Ala Leu GlIn Ser
175

Ser Lys Asp Ser Thr
190
Ala Asp Tyr Glu Lys
205
Gly Leu Ser Ser Pro

220
6 HOIX

PCTKR2019 /017809

2340
2400
2460
2520
2580
2640
2668



Val
225

Gly
Gly Ser Glu
Val GIn Ser

275
Ser Cys Lys
290

Val
305

Arg Gln

Pro Gly Ser

Thr [le Thr

Arg
355

GIn

Ser Leu

Gly Tyr

370
Val Ser
385

Ser

Ser Ser Lys

Lys Asp Tyr

Ser
435

Leu Thr

Leu Tyr Ser

450
GIn

Thr Thr

465
Val

Asp Lys

Pro Pro Cys

Pro
515

Phe Pro

Val Thr

530

Phe Asn
545

Cys
Trp
Pro Arg Glu

Thr Val Leu

Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly
245 250 25

Gly Gly Gly Ser Gly
260

Gly Ala Glu Val Lys Lys
280

Ala Ser Gly Tyr Ser Phe
295

Gly
265

Ala Pro Gly GIn Gly Leu
310

Gly Asn Thr Lys Tyr Ser
325

Arg Asp Thr Ser Thr Ser
340 345

Ser Glu Asp Thr Ala Val
360
Tyr Tyr Phe Asp Tyr Trp
375
Ala Ser Thr Lys Gly Pro
390

Ser Thr Ser Gly
405

Phe Pro Glu Pro
420

Gly Val His Thr

Gly Thr
Val Thr
425

Phe Pro
440

Leu Ser Ser Val Val Thr

455

Tyr lle Cys Asn Val Asn
470

Lys Val Glu Pro Lys Ser
485

Ala Ala
505

Thr Leu
520

Val Ser

Pro Ala Pro Glu
500

Lys Pro Lys Asp
Val Val Val Asp
535

Tyr Val Asp Gly Val Gfu
550

Glu GIn Tyr Asn Ser Thr
565

Leu Asn
585

His Gin Asp Trp
580
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Thr Lys Ser Phe Asn Arg Gly Glu Cys Ser Gly Gly Gly Ser
230 235

5

Val Gln
270

Gly Ser Gly Glu

Pro Gly Thr Ser
285

Thr Ser Tyr Phe
300

Val Lys
e GIn

Glu Trp Ile Gly Trp lle
315

GIn Lys Phe GIn
330

Thr Ala Tyr Met

Gly Arg
335

Glu Leu
350

Tyr Tyr Cys Ala Arg Ser
365

Gly GIn Gly Thr Leu Val
380

Ser Val Phe Pro Leu Ala
395

Ala Ala Leu Gly Cys Leu
410 415

Ser Gly
430

Val Ser Trp Asn

Ala Val Leu GIn Ser Ser

445

Val Pro Ser Ser Ser Leu

460

His Lys Pro Ser Asn Thr
475

Cys Asp Lys Thr His Thr
490

Val Phe
510

Met Ile Ser Arg Thr Pro
525

His Glu Asp Pro Glu Val
540

Gly Gly Pro Ser

Val His Asn Ala Lys Thr
555

Tyr Arg Val Val Ser Val
570 575

Gly Lys Glu Tyr Lys Cys
~ 590
7 HIOIX

Gly
240
Gly
Leu
Val
Trp
Phe
320
Val
Ser
Gly
Thr
Pro
400
Val
Ala
Gly
Gly
Lys

480
Cys

495

Leu
Glu
Lys
Lys
560

Leu

Lys

PCTER2019 7017809
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Val Ser Asn Lys Ala Leu Pro Ala Pro |le Glu Lys Thr Ile Ser Lys
595 600 605

Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Cys Thr Leu Pro Pro Ser
610 615 620

Arg Asp Glu Leu Thr Glu Asn Gin Val Ser Leu Thr Cys Leu Val Lys
625 630 635 640
Gly Phe Tyr Pro Ser Asp |le Ala Val Glu Trp Glu Ser Asn Gly GIn
645 650 655
Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
660 665 670

Ser Phe Phe Leu Tyr Ser Trp Leu Thr Val Asp Lys Ser Arg Trp Gin
675 680 685

GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
690 695 700

His Tyr Thr GlIn Lys

i
705

210> 4

<211> 2148
212> DNA
<213> Artificial Seguence

<220>

Ser Leu Ser Leu Ser Pro
710

715

<223> DNA encoding Second fusion protein

<400> 4
atggattcte

gacat tcaga
attacttgta
gggaaggcete
aggttttctg
gaagatttcg
ggtaccaaat
tcagatgaac
€cgcgegagg
gaatcagtga
ctctcaaagg
ctcteetece
ggcggetctg
ggtggtagtg
aagcccggaa

ttcatccagt

aggcacaagt
tgacacagag
gagcgtcaca
ctaagttget
gatccggatce
caacttacta
tggaaatcaa
aactgaaatc
caaaagttca
ctgagcagga
ccgactacga
cggtcaccaa
agggaggcygg
gcggaggatc
cctcagtcaa

gogtacgeca

gctgatgett
ccegagtage
agacgtctce
gatctactca
aggcacagac
ttgtcagecag
gcgaactgtt
dgggacgacg
gtggaaggtt
cagtaaagac
gaagcacaag
gagcttcaac
ttccgaagge
aggggaagtg
ggttagttgt
ggcaccaggt

cteetgetgt
cttagtgeca
actgcagtag
gcatcatata
tttacactca
cactacagta
gcggegecca
teegttgttt
gataacgcat
tccacttatt
gtctacgeat
cgaggcgaat
ggagggtcag
cagttggtgc
aaggcatccg

caaggactcg

Gly

gggtatcegg
gegteggega
cctogtatca
ggtatectog
cgattagctc
cgceetggac
gtgtatttat
gectectigaa
tgcaatccegg
ctcteagttc
gtgaagtcac
gctcaggtag
daggcggcag
agtccggage
ggtactcett
agtggatagg
8 HOIXI

gacatgcgga

tagagttaca

gcagaaacca

ggtgecttca
tttgcaacct
gtttggtaag
atttccgect
caacttttac
caattcacag
cacccteact
tcatcaggga
cggctectgge
atctgaaggt
agaggtgaag
cacaagttac

atggattttc

PCTKR2018 /0178090

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
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ccecggctcag gaaatactaa gtattcacaa aagttccagg gtcgagtgac tattacacga 1020
gatactagta ccagtaccgc ctatatggaa ctttctagtc ttaggagcga agacaccget 1080
gtctattact gtgcgaggag cggogggtat cagtattact ttgactactg ggggcagggg 1140
acattggtaa cggtgtcatc tgecctccacc aagggeccaa gtgtgttece acttgeccce 1200
agcagcaagt ctacaagcgg cgggacagct getctaggtt gectggttaa ggactatttc 1260
cctgagecag ttacagtaag ttggaatagc ggcgecctta caagtggggt ccatactttt 1320
ccagcagtac tgcagtcgtc gggtctctat agtctgaget ctgtggtaac ggtgecatct 1380
agctcacttg geactcagac ctacatctge aacgtgaacc ataaacccag caacaccaaa 1440
gtcgacaaga aagttgaacc caagtcctge gataaaactc acacgtgtcc tccatgtoct 1500
gctccegagg coegeaggegg acccagtgtg tttetgttte ctocgaaace taaggatace 1560
ctaatgattt cacggacccc agaggtgacg tgegtgotgg tggatgtgtc acatgaggac 1620
ccggaggtca aattcaattg gtacgtggac ggcgtggaag ttcacaacgc taaaaccaaa 1680
cccagggaag aacagtacaa tagcacatat agagttgtgt cagtcctgac agtgetgcac 1740
caggattggc tgaatggcaa ggagtacaag tgcaaggtga gcaacaagge cttgectgea 1800
ccaatcgaga aaaccatttc taaggccaag ggccaaccce gegaacccca agtgtgtace 1860
ctgcceccct ctagagacga getcactgaa aaccaggtga gettaacttg tctggtgaag 1920
goattctacc caagcgacat agccgtagaa tgggagagca atggtcaacc cgaaaataac 1980
tataaaacaa ctcctcetgt gotggatage gacggeagtt ttttcctgta tagctggetg 2040
accgtggata agtctagatg gcagcagggg aatgtcttta getgttetgt gatgeacgag 2100
gcgetccata accactacac ccagaagage tigagcttga geccagga 2148
10> 5

11> 715

12>  PAT

<213> Artificial Seguence

<220>
223> Third fusion protein

<400> 5
Met Gly Trp Ser Cys lle |le Leu Phe Leu Val Ala Thr Ala Thr Gly
1 5 10 .15

Val His Ser Asp Ile Leu Leu Thr GIn Ser Pro Val lle Leu Ser Val
20 25 30
Ser Pro Gly Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser . |le
35 40 45
Gly Thr Asn |le His Trp Tyr GIn GIn Arg Thr Asn Gly Ser Pro Arg
50 55 60

Lteu Leu |le Lys Tyr Afa Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg
65 70 75 80

Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser [le Asn Ser
85 0 95
9 HIOIA



Val Glu Ser Glu Asp
100

Trp Pro Thr Thr Phe
115
Val Ala Ala Pro Ser
130
Lys Ser Gly Thr Ala
145

Arg Glu Ala Lys Val
165
Asn Ser GIn Glu Ser

180

Ser Leu Ser Ser Thr
195
Lys Val Tyr Ala Cys

210

Thr Lys Ser
225

Gly Ser Glu

Phe Asn
Gly Gly
245
Ser Glu Gly Gly Gly
260
GIn Ser Gly Pro Gly
275

Cys Thr Val
290

Arg GlIn Ser
305

Gly Gly Asn

Ser Gly

Pro Gly

Thr Asp

325
Asn Lys Asp Asn Ser
340
GIn Ser Asn Asp Thr
355
Tyr Asp Tyr Glu Phe
370

Ser Ala Ala Ser
385

Ser Lys Ser Thr

Thr
Ser
405

Asp Tyr Phe Pro Glu
420

Thr Ser Gly Val His
435

PCBY03030GCC. txt

Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn
105

Gly Ala

Val Phe
135

Ser Val
150

GIn Trp

val Thr

Leu Thr

Glu Val
215

Arg Gly
230

Gly Ser
Ser Gly
Leu Val
Phe Ser

295

Lys Gly
310

Tyr Asn
Lys Ser
Ala Ile
Ala Tyr

375
Lys Gly
390
Gly Gly
Pro Val

Thr Phe

Gly Thr Lys Leu Glu Leu
120 125

fle Phe Pro Pro Ser Asp
140
Val Cys Leu Leu Asn Asn
155
Lys Val Asp Asn Ala Leu
170
Glu GIn Asp Ser Lys Asp
185
Leu Ser Lys Ala Asp gyr

200 05

Thr His GIn Gly Leu Ser
220

Glu Cys Ser Gly Gly Gly
235
Glu Gly Gly Gly Ser Glu
250
Gly Gly Ser Gly Gin Val
265
Leu
285
Val

GIn Pro Ser GlIn Ser
280

Leu Thr Asn Tyr Gly
300

Leu Glu Trp Leu Gly Val
315

Thr Pro Phe Thr Ser Arg
330

Gin Vaé Phe Phe Lys Met

34

Ala

Tyr Tyr Cys Ala Arg
360 365

Trp Gly GIn Gly Thr Leu
380

Pro Ser Val Phe Pro
395

Thr Ala Ala Leu Gly
410

Leu

Cys

Thr Val Ser Trp Asn Ser
425

Pro Ala Val Leu Gln Ser
440 445

Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser
10 HIOIX

110
Lys Arg Thr

Glu Gln Leu

Phe Pro

160
Gly

Tyr

GIn Ser

175

Ser Thr

190
Glu

Tyr

Lys His

Ser Pro Val

Ser Gly Gly

240
Gly

Gly Gly

255

Gln
270

Leu Lys

Ser Ile Thr

His Trp Val

Ser
320

Ile Trp

Ser lle

335

Leu

Asn Ser Leu

350
Thr

Leu Tyr

Val Thr Val

Ser
400

Ala Pro
Val
415

Gly Ala Leu
430

Leu Lys

Ser Gly Leu

Leu Gly Thr

PCTKR 2018 /017809



PCBIO3030GCC. txt
450 455 460

GIn Thr Tyr |le Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val
465 470 475 480

Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro
485 490 495

“Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe
500 505 510

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val
515 520 525

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe

530 535 540
Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
545 550 555 560
Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr
565 570 575

Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
580 585 590

Ser Asn Lys Ala Leu Pro Ala Pro 1le Glu Lys Thr |le Ser Lys Ala
585 600 605

Lys Gly GlIn Pro Arg Glu Pro GIn Val Cys Thr Leu Pro Pro Ser Arg
610 615 620

Asp Glu Leu Thr Glu Asn GIn Val Ser Leu Thr Cys Leu Val Lys Gly
625 630 635 640

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly GlIn Pro
645 650 655

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
660 665 670

Phe Phe Leu Tyr Ser Trp Leu Thr Val Asp Lys Ser Arg Trp GlIn GIn
675 680 685

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
690 695 700

Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly

705 710 715
<210> 6

<211> 2145

212> DNA

<213> Artificial Sequence

<220>

<223> ONA encoding Third fusion protein

<400> 6

atgogectgga getgtatcat acttttccte gttgecaceg ccaccggagt geattccgac
atcctgttga ctcaaagcce cgttatactg agtgtatctc cgggagaaag agtatcttite
agctgcagag caagtcagag tattggtacc aacattcact ggtatcagca gagaaccaac

gggageccaa ggctgettat taagtacgec agtgaatcta tcagcggceat cccatcaaga
1L

PCTKR2018 /017809

60
120
180
240



tttagoggtt
gatattgcag
acaaagctag
gacgagcagt
agagaggcta
agcgtgacag
agcaaagegg
agcageecceg
ggctcagaag
gggagtgacy
cctagecaga
‘gtgcactggg
ggtggcaata
tctaaatcte
tactgegete
ctggtgacag
agcaagtcta
gagccagtta
gcagtactge
tcacttggca
gacaagaaag
cccgaggccy
atgatttcac
gaggtcaaat
agggaagaac
gattggetga
atcgagaaaa
cceecctcta
ttctacccaa
aaaacaactc
gtggataagt
ctccataace

10> 7
<1>

caggtagegg
attactattg
agctgaagag
taaagtccgg
aagtgcagtg
agcaggacag
attatgagaa
tgactaaaag
gggggggcag
gaggtagegg
gectgtecat
tgagacagag
cagattacaa
aggtgttett
gcgeactgac
tctctgeege
caageggegg
cagtaagttg
agtcgtcgag
ctcagaccta
t tgaacccaa
caggeggace
ggaccccaga
tcaattggta
agtacaatag
atggcaagga
ccatttctaa
gagacgagcet
gcgacatagc
ctectgtget
ctagatgaca

actacaccca

108

cactgacttt
tcagcaaaat
aacagtcget
gaccgectct
gaaggtggat
caaagacagt
acataaggtg
ctttaataga
€gaggacoge
gcaagtgcag
tacttgtacc
tcctggeaaa
tacacctttc
taaaatgaac
ttattacgac
ctccaccaag
gacagetget
gaatagcggc
tctetatagt
catctgcaac
gtcctgegat
cagtgtgttt
ggtgacgtgc
cgtggacgge
cacatataga
gtacaagtgc
gaccaagggc
cactgaaaac
cgtagaatgg
ggatagcgac
gcaggggaat
gaagagettg

PCBY03030GCC. txt

acactctcta
aataattgge
gctccategg
gtggtgtgte
aacgecactge
acatactcte
tacgettgeg
ggcgaatget
gggagcgaag
cttaaacagt
gtctetgoct
gogettgaat
acatccegge
tcgetgcaaa
tatgagtttg
gacccaagta
ctaggttgce
gcccttacaa
ctgagetctg
gtgaaccata
aaaactcaca
ctgtttccte
gtgotogtag
gtggaagttc
gttgtgtcag
aaggtgagea
caaccecgeg
caggtgaget
gagagcaatg
ggcagttttt
gtctttaget
agcttgagee

tcaacagegt
ccaccacatt
tcttcatctt
tgctcaataa
aatcgggeaa
tgagcagcac
aggttactca
ctggcggagg
gcgaggatag
ctggececagg
tttcactgac
ggctcggggt
tcagtatcaa
gcaatgacac
cttattgggg
tgtteccact
tggttaagga
gtggggtcca
tggtaacggt
aacccagceaa
cgtgtcetee
cgaaacctaa
atgtgtcaca
acaacgctaa
tcctgacagt
acaaggectt
aaccccaagt
taacttgtct
gtcaaccega
tcctgtatag
gttctgtgat

cagga

12 HIOI Xl

ggagtctgaa
tggagecgga
tcctectage
cttctatcct
ctcacaggag
gttgacgctc
ccagggactg
atcaggtggg
tgaaggcgga
actggtacag
caactacggt
tatctggtcc
taaggataac
cgccatctat
acaaggaact
tgcccccage
ctatttccct
tacttttcca
gccatctage
caccaaagtc
atgtcctget
ggatacccta
tgaggacceg

ddCcaadccc

gctgcaccag

gectgeacca
gtgtaccctg
ggtgaaggga
aaataactat
ctggetgace

gcacgagacg

PCTTKR 2013 /017809

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
560
1620
1680
740
1800
1860
1920
1980
2040
2100
2145



PCBA03030GCC. txt

<212> PRT
<213> Artificial Sequence

220>
<223> Ant i-MSLN Antibody VL

<400> 7
Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser GIn Asp Vai Ser Thr Ala
20 25 30
Val Ala Trp Tyr GiIn Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45
Tyr Ser Ala Ser Tyr Arg Tyr Pro Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro

65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin GIn His Tyr Ser Thr Pro Trp
85 920 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu lle Lys Arg
100 105

<210> 8

211> 324

212> DNA

213> Artificial Sequence
<220>

223> DNA encoding Anti-MSLN Antibody VL

<400>

gacattcaga tgacacagag cccgagtagc cttagtgeca gegtcggega tagagttaca
attacttgta gagcgtcaca agacgictcc actgecagtgg cctggtatca gcagaaacca
gggaaggctc ctaagttget gatctactca gecatcatata ggtatcctgg ggtgecttca
aggttttctg ggtcecggatc aggcacagac tttacactca cgattagetce tttgcaacct
gaagatttcg caacttacta ttgtcagcag cactacagta cgccctggac gtttggtgog

ggtaccaaat tggaaatcaa gcga

<210> 9

11> 119

12> PRT

<213> Artificial Seguence
<220> v

<223> Anti-MSLN Antibody VH

<400> 9
Glu vVal Gin Leu Val GlIn Ser Gly Ala Giu Val Lys Lys Pro Gly Thr
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30
13 HIOIX

POTIKR2019 /017809

60
120
180
240
300
324
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Phe Ile GIn Trp Val Arg Gin Ala Pro Gly GIn Gly Leu Glu Trp lle
35 40 45
Gly Trp Ile Phe Pro Gly Ser Gly Asn Thr Lys Tyr Ser Gln Lys Phe
50 55 60
GIn Gly Arg Val Thr [le Thr Arg Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Gly Gly Tyr GIn Tyr Tyr Phe Asp Tyr Trp Gly GIn Gly
100 105 110

Thr Leu Val Thr Val Ser Ser
115

<210> 10

211> 357

<212> DNA

213> Artificial Sequence
<220>

<223> DNA encoding Anti-MSLN Antibody VH

<400> 10

gaagtgcagt tggtgcagtc cggagcagag gtgaagaagc ccggaacctc agtcaaggtt
agttgtaagg catccgggta ctcecttcaca agttacttca tccagtgggt acgccaggca
ccaggtcaag gactcgagtg gataggatgg attttccccg getcaggaaa tactaagtat
tcacaaaagt tccagggtcg agtgactatt acacgagata ctagtaccag taccgcctat

atggaacttt ctagtcttag gagcgaagac accgctgtct attactgtge gaggageggg

gagtatcagt attactttga ctactgoggg caggggacat tggtaacggt gtcatct

<210> 1A

<211> 722

212> PRT

213> Artificial Sequence
<220>

<223> Anti-CD3 Antibody(A15)

<400> 1A
Meg Asp Ser GIn Alg GIn Val Leu Met L?Lél Leu Leu Leu Trp V% Ser

Gly Thr Cys Gly GIn Ala Val Val Thr Gin Glu Pro Ser Leu Thr Val
_ 20 25 30
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala
35 40 45
Val Thr Thr Ser Asn Tyr Ala Asn Trp Val Gin GIn Lys Pro Gly Gln
50 55 60

Ala Pro Arg Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr
65 70 75 80

14 HIOI X

PCTKR2019 /017809

60
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Pro Ala Arg Phe Ser Gly Ser
85

Leu Ser
Trp Tyr
Leu Gly

130

Ser Glu
145

Asp Phe
Pro Val
Asn Lys
Ser
210
Glu

Lys
Val
225
Gly Gly
Gly Ser
Val Glu

Cys
290

Ser

Val
305

Arg
Ser Lys
Arg Phe

Met Asn

His Gly
370

GIn Gly
385

Val Phe
Ala Leu

Ser Trp

Gly
Ser
115
GIn
Glu
Tyr
Lys
Tyr
195
His
Lys
Ser
Glu
Ser
275
Ala
Gin
Tyr
Thr
Ser
355
Asn
Thr
Pro

Gly

Asn
435

Ala GIn Pro Glu
100

Asn Leu Trp Val
Pro Lys Ala Asn

135

Leu GIn Ala Asn
150

Pro Gly Ala Val
165

Ala Gly Val Glu
180

Ala Ala Ser Ser

Arg Ser Tyr Ser
215

Thr Val Ala Pro

230
Glu Gly Gly Gly
245

Gly Gly Gly Ser

260

Leu

Gly Gly Gly

Phe
295

Ala Ser Gly

Ala Ser Gly
310

Lys

Asn Tyr Ala

325

Ile Ser Arg
340

Asn
Asp
Glu

Leu Lys Thr

Phe Gly Asn Ser

375

Val Thr
390

Ala Pro
405

Leu Val

Leu Val

Leu

Cys
420

Ser Gly Ala

PCBI03030GCC. txt
Leu Leu Gly Gly Lys Ala Ala Leu Thr
90 95

Asp Glu Ala Giu
105
Phe Gly Gly Gly
120
Pro Thr Val Thr
Lys Ala Thr Leu
155
Thr Val Ala Trp
170
Thr Thr Lys Pro
185
Tyr Leu Ser Leu
200
Cys GIn Val Thr
Thr Glu Cys Ser
235
Ser Glu Gly Gly
250
Gly Gly Gly Ser
265
Val Gln Pro Gly
280
Thr Phe Asn Thr
Gly Leu Glu Trp
315
Thr Tyr Tyr Ala
330
Asp Ser Lys Asn
345
Asp Thr Ala Val
360

Tyr Val Ser Trp

Ser Ser Ala Ser
395

Tyr Tyr Cys Ala
110
Thr Lys Leu Thr
125

Leu Phe Pro Pro
140

Val Cys Leu lle

Gly
175

Lys Ala Asp

Ser Lys GIn Ser

190

Thr Pro Glu
205

His Glu Gly
220

Gly Gly Gly

GIn

Ser

Ser

Gly Ser Glu Gly

255

Gly Glu val GIn

270

Gly Ser Leu Lys
285

Tyr Ala Met
300

Val Gly Arg

Asn

e

Lys
335

Asp Ser Val

Thr Ala Tyr Leu

350

Tyr Tyr Cys Val

365

Phe Ala Tyr
380

Thr Lys Gly

Trp

Pro

Ser Ser Lys Ser Thr Ser Gly Gly Thr
410 415

Lys Asp Tyr Phe Pro Glu Pro Val Thr
425

430

Leu Thr Ser Gly Val His Thr Phe Pro
440 44

5
15 HIOI X

Leu
Val
Ser
Ser
160
Ser
Asn
Trp
Thr
Gly
240
Gly
Leu
Leu
Trp
Arg
320
Asp
Gln
Arg
Gly
Ser
400
Ala

Val

Ala

FCTKR2019 /01709



Val Leu GIn
450

Pro Ser Ser
465

Lys Pro Ser
Asp Lys Thr
Gly Pro Ser

515

Ile Ser Arg
530

Glu Asp Pro
545

His Asn Ala

Arg val Val

Tyr
595

Thr

Lys Glu
Glu Lys
610

Tyr Thr
625

Leu Thr

Leu

Cys

Trp Glu Ser

Val Leu Val

675

Asp Lys Ser
690

His Glu Ala
705

Pro Gly

<210> 12
<L11> 21
<212> DN
<213

<220>
<223>

<400> 12

atggacagtc aggcccaagt getgatgetg cttctgetgt gggtgagegg cacctgeggt

PCBY03030GCC. txt

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
455 460

Ser
Asn
His
500
Val
Thr
Glu
Lys
Ser
580
Lys
Ile
Pro
Leu
Asn
660

Ser

Arg

Leu Gly Thr
470

Thr Lys Val
485

Thr Cys Pro
Phe Leu Phe

Pro Glu Val
535

Val Lys Phe
550

Thr Lys Pro

565

Val Leu Thr

Cys Lys Val

Ser Lys Ala
615

Pro Cys Arg

630

Val Lys Gly

645

Gly GIn Pro

Asp Gly Ser

Trp Gln Gin
695

Gln Thr
Asp Lys
Pro Cys

505

Pro Pro
520

Thr Cys
Asn Trp
Arg Glu

Val Leu
585

Ser Asn
600

Lys Gly
Asp Glu
Phe Tyr

Glu Asn
665

Phe Thr
680

Gly Asn

teu His Asn His Tyr Thr

66
A

710

Artificial Seguence

Glu GIn Tyr Asn Ser
570

Tyr Ile Cys Asn Val Asn
475

Lys Val Glu Pro Lys Ser
490 49
Pro Ala Pro Glu Ala Ala
510
Lys Pro Lys Asp Thr Leu
525
Val Val val Asp Val Ser
540
Tyr Val Asp Gly Val Glu
555

Thr
575

His GIn Asp Trp Leu Asn
590

Lys Ala Leu Pro Ala Pro
605
GIn Pro Arg Glu Pro Arg
620
Leu Thr Lys Asn Gln Val
635
Pro Ser Asp lle Ala Val
650 655
Asn Tyr Lys Thr Thr Pro
670
Leu Tyr Ser Lys Leu Thr
685
Val Phe Ser Cys Ser Val
700

GIn Lys Ser Leu Ser Leu
715

ONA encoding Anti-CD3 Antibody(A15)

16 HIOI X

Val

His
480

Cys

5

Gly
Met
His
Val
560
Tyr
Gly
lle
Val
Ser
640
Glu
Pro
Val

Met

Ser
720

PCTKR2013 /0 17809

60



caggccgtgg ttacgcagga
acatgtagaa gctctactgg
aagccaggec aggeacctag
cccgetagat tttccgacag
cagcccgaag acgaggecga
ggcggtggea ccaaactgac
tttcctccaa gttccgaaga
gatttctatc caggcgecgt
ggagttgaga ctactaagcec
cttagcttaa ctccggagea
gagggaagta ctgtagagaa
ggaggcageg aggacgycag
ggcggeageg gaggeggetc
cageccggtg gatcgettaa
gcaatgaact gggttagaca
tctaaataca acaattatge
tcacgcgatg actctaagaa
accgetgtgt actactgegt
gcatactggg gccaaggtac
gtctttcect tagcacccte
ctggtgaagg attattttce
agcggtgttc atacgttcce
gtggtgacag tgccatcaag
aagccatcta acactaaagt
acatgcccce cetgeccage
cctaagccta aagacaccct
gacgtgtcee acgaggaccc
cataacgcaa aaacaaagcc
gtgctgacag tgctgcacca
aataaagccc tcccegeece
gaacctagag tatacaccct
ttaacctgtc tggttaaagg
gggcageecyg aaaacaacta

accctgtata gcaaactgac

geccteccte
agecgtgact
aggeetgatce
cctgetgage
atactattgc
cgtgt tggot
attgcaggcee
gaccgtggcec
cagcaaacag
gtggaagagc
aaccgttget
aagcgagggce
aggcgaagtg
gttaagttgt
agccagegge
tacctattac
cacagcatac
gagacacgga
cctagtgact
gagcaaatcc
tgaacctgtg
cgctgtattg
cagecttgga
ggacaaaaag
€CCCgaggacy
gatgatctca
agaggtcaag
acgcgaggaa
ggattggctg
gattgagaag
cccteectge
cttctaccee
taagaccact

tgtggataaa

PCBY03030GCC. txt
acagtgagtc caggagggac agttacactg

acctcaaatt acgcaaactg ggttcagcag

ggcggcacca
ggcaaagecg
gcgetgtggt
cagccaaaag
aataaagcaa
tggaaagcag
agcaacaaca
catagaagct
cctaccgaat
ggggatageg
caactggtgg
gccgecagtg
aaaggactag
gctgactctg
ctccaaatga
aatttcggea
gtgtcatcag
actagegggg
accgtaagtt
caatccageg
acgcagactt
gtcgagecta
gctogtggec
aggacaccgg
tttaactggt
cagtacaatt
aatgggaaag
acaattagca
cgagatgagt
tcggacatcg
ccteeegtce

agcagatgge

ataaaagagc
ctctgacact
atagcaatct
ctaaccctac
ctctogtgty
atggaagccc
agtacgecage
attcttgeea
gttcgoatog
agogtogcgg
43agcggcyy
ggttcacctt
aatggotagg
tcaaggatag
attcattgaa
atagetatgt
cctccaccaa
gcaccgeege
ggaatagegg
gcetetacte
atatatgtaa
agagetgtga
ccagtatttt
aggtcacctg
acgtggacgg
caacatacag
agtacaagtg
aagctaaagg
tgacaaagaa
ctgtggaatg
tggtatcaga
agcagggaaa
17 HIOIX

ccectggact
ttctggcget
gtgggtettt
agtaacattg
tctgattage
tgtgaaagcet
gagtagctac
gotgacccac
cggtagtgge
£agcegagagc
cggectegtg
caacacctat
cagaatacga
atttacaatc
aaccgaggac
tagctggttc
gggeccaage
actcggatgt
cgcectgace
actgagcagt
cgttaaccac
taagacccac
cctatttect
tottotogtg
tgtggaagtt
agtggtgtct
caaggtgtcc
acagccaaga
tcaagtgtct
ggaaagcaat
tggetecttc
cgttttcage

PCTKR2019 /017809

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



PCUKR2019 /017809

PCBY03030GCC. txt

tgctccgtga tgcacgagge ccttcataat cattataccc agaaaagect tagtctgagt 2160
€ccgge 2166
<210> 13

<211> 110

212> PRT

<213> Artificial Sequence
<220>
<223> Anti-CD3 Antibody(A15) VL

<400> 13
qu Ala Val Val Thr Gln Glu Pro Ser Leg Thr Val Ser Pro G%y Gly
5 1 5

Thr val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser
20 25 30
Asn Tyr Ala Asn Trp Val Gln GlIn Lys Pro Gly GIn Ala Pro Arg Gly
35 40 45
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe
50 55 60
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Ala
65 70 75 80

GIn Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn
85 Q0 95

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
_ 100 105 . 110

<210> 14

11> 330

212> DNA

<213 Artificial Sequence

<220>
Q23> DNA encoding Anti-CO3 Antibody(A15) VL

<400> 14

caggcegtgg ttacgcagga gecctecctc acagtgagtc caggagggac agttacactg 60
acatgtagaa gctctactgg ageccgtgact acctcaaatt acgcaaactg ggttcagcag 120
dagccaggcc aggecacctag aggcctgatc ggcggcacca ataaaagage cccctggact 180
cccgctagat tttccggecag cotgetggge ggcaaageccg ctetgacact ttetggeget 240
cagcccgaag acgaggecga atactattge gegetgtogt atagcaatct gtgggtettt 300
ggcggtggea ccaaactgac cgtgttgogt 330
<210> 15

11> 125

<212> PRT

213> Artificial Sequence

<220>

<223>  Anti-CD3 Antibody(A15) VH
18 HIOIX



PCBY03030GCC. txt
<400> 15
Glu Val GlIn Leu Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly
1 5 10 15
Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr
20 25 30
Ala Met Asn Trp Val Arg GIn Ala Ser Gly Lys Gly Leu Glu Trp Val
35 40 45
Gly Arg lle Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp
50 55 60
Ser Val Lys Asp Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr
65 70 75 80
Ala Tyr Leu GIn Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
85 0 95
Tyr Cys Val Arg His Gly Asn Phe ?éy Asn Ser Tyr Val Ser Trp Phe
100 5

110
Ala Tyr Trp Gly GIn Giy Thr Leu Val Thr Val Ser Ser
115 120

125
<210> 16
<11> 375
<212>  ODNA

<213> Artificial Sequence

<220> ,

223> DNA encoding Anti-C03 Antibody(A15) VH

<400> 16 :
gaagtgcaac tggtggaaag cggcggcoge ctegtgeage ceggtggate gettaagtta
agttgtgecg ccagtgggtt caccttcaac acctatgcaa tgaactgggt tagacaagec
agcggcaaag gactagaatg ggtaggcaga atacgatcta aatacaacaa ttatgotace
tattacgctg actctgtcaa ggatagattt acaatctcac gcgatgactc taagaacaca
gcatacctcc aaatgaattc attgaaaacc gaggacaccg ctgtgtacta ctgcgtgaga
cacggaaatt tcggcaatag ctatgttagc tggttcgcat actgggocca aggtacccta

gtgactgtgt catca

<210> 17
211> 108
<212> PRT

<213> Artificial Sequence
<220>
223> Anti-EGFR Antibody VL

<400> 17
As? [le Leu Leu Thg Gln Ser Pro Val I%S Leu Ser Val Ser Pro Gly
15

Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gin Ser |le Gly Thr Asn
20 25 30

19 HIOIX|

FUIMKR U1 /017809

80
120
180
240
300
360
375



PCB03030GCC. txt
Ile His Trp Tyr GIn GIn Arg Thr Asn Gly Ser Pro Arg Leu Leu lle
35 40 45

Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser

65 70 75 80

Glu Asp lle Ala Asp Tyr Tyr Cys Gin Gin Asn Asn Asn Trp Pro Thr
85 90 95

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg
100 105

<210> 18
1> 324
212> DNA

<<213> Artificial Seauence
<220>
<P23> DNA encoding Anti-EGFR Antibody VL

<400> 18
gacatcctgt tgactcaaag ccccgttata ctgagtgtat ctccgggaga aagagtatct

ttcagetgea gagcaagtca gagtattggt accaacattc actggtatca gcagagaacce

aacgggagec caaggetget tattaagtac geccagtgaat ctatcagegg catcccatca

agatttageg gttcaggtag cggcactgac tttacactct ctatcaacag cgtggagtct

gaagatattg cagattacta ttgtcagcaa aataataatt ggcccaccac atttggagec

ggaacaaagc tagagctgaa gaga

<210> 19

<211> 119

<212> PRT

213> Artificial Sequence

<220>

<223> Anti-EGFR Antibody VH

<400> 19

GIn Val Glin Leu Lys GIn Ser Gly Pro G%y Leu Val GIn Pro Ser GIn
1 5 0 15

Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
20 25 30
Gly Val His Trp Val Arg Gin Ser Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly val lle Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
50 55 60 ‘

Ser Arg Leu Ser |le Asn Lys Asp Asn Ser Lys Ser GIn Val Phe Phe
65 70 75 80

Lys Met Asn Ser Leu GIn Ser Asn Asp Thr Ala lle Tyr Tyr Cys Ala
' 85 90 95

Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gin Gly
20 HIOI Al

PCTKR2019 /017809

60
120
180
240
300
324



PCBO03030GCC. txt
100 ‘ 105 110

Thr Leu ¥al Thr Val Ser Ala
15

<210>
<211>
<12>
<213>

<220>
<223>

<400>

20

357

DNA

Artificial Seguence

DNA encoding Anti-EGFR Antibody VH

20

caagtgcagc ttaaacagtc tggcccagga ctggtacage ctagccagag cctgtecatt

acttgtaccg tctctggett ttcactgacc aactacggtg tgcactgggt gagacagagt

cctggecaaag ggcttgaatg getcggggtt atctggtecg gtggcaatac agattacaat

acacctttca catcccgget cagtatcaat aaggataact ctaaatctca ggtgttettt

aaaatgaact cgctgcaaag caatgacacc geccatctatt actgegeteg cgeactgact

tattacgact atgagtttgc ttattgggga caaggaactc tggtgacagt ctctgee

<210>
<2211>
<?L212>
<213>

<220>
<223>

<400>

21

722

PRT

Artificial Sequence

Anti-CD3 Ant ibody(A07)

21

Mes Asp Ser Gln Alg Gin Val Leu Met L?S Leu Leu Leu Trp Val Ser

15

Gly Thr Cys Gly GIn Ala Val Val Tgr GIn Glu Pro Ser Leu Thr Val
20 5

30

Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala

35 40 45

Val TEB Thr Ser Asn Tyr Aég Asn Trp Phe GIn GIn Lys Pro Gly GIn

65

60

Ala Pro Arg Gly Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr
70 75 80

Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr
85

90 95

Leu Ser Gly Ala Gin Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Ala Leu
100 105

110

Trp Tyr Ser Asn Leu Trp Val ?gg Gly Gly Gly Thr Lys Leu Thr Val
115

125

140

Leu Gly GIn Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser
130 135

145

Ser Glu Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu |le Ser
150

155 160
21 HOolX

PCTKR2019 /0 17809

60
120
180
240
300
357



PCBA03030GCC. txt

Asp Phe Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser
165 170 175

Pro Val Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys GIn Ser Asn
180 185 190

Asn Lys Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu GiIn Trp
195 200 205

Lys Ser His Arg Ser Tyr Ser Cys Gin Val Thr His Glu Gly Ser Thr
210 215 220

Val Glu Lys Thr Val Ala Pro Thr Glu Cys Ser Gly Gly Gly Ser Gly
225 230 235 240

Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly
245 250 255
Gly Ser Glu Gly Gly Gly Ser Gly Gly Gly Ser Gly Glu Val GlIn Leu
260 265 270
Val Glu Ser Gly Gly Gly Leu Val GIn Pro Gly Gly Ser Leu Lys Leu
275 280 285

Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met Asn Trp
290 295 300

Val Arg GIn Ala Ser Gly Lys Gly Leu Glu Trp Val Gly Arg Ile Arg
305 310 315 320

Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp
325 330 ' 335
Arg Phe Thr lle Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Glin
340 345 350
Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg
355 360 365
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly
370 375 380
GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
385 390 395 _ 400
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
405 410 415
Ata Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
420 425 430
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
' 435 440 445
Val Leu GlIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
455 460

450
Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr |le Cys Asn Val Asn His
465 470 475 480
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys
485 490 495
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly
500 505 510

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
22 HOlX

PCTKR2019 /017809



|le Ser

530
Glu Asp
545

His Asn
Arg Val
Lys Glu
Glu Lys

610

Tyr Thr
625

Leu Thr
Trp Glu
Val Leu
Asp Lys

690

His Glu
705

Pro Gly

<210>
211>
212>
<213>

<220>
<223>

<400>

atggacagec aagcccaggt
caggeogtag
acctgcagat
aaaccgggec aagcacctag
ccagccagat
cagccagaag
ggtggcggea caaagttgac

tttccteect

515 520

Arg Thr Pro Glu Val Thr Cys
535
Pro Glu Val Lys Phe Asn Trp
550

Ala Lys Thr Lys Pro Arg Glu
565

Val Ser Val Leu Thr Val Leu
580 585

Tyr Lys Cys Lys Val Ser Asn
595 600
Thr Ile Ser Lys Ala Lys Gly
615
Leu Pro Pro Cys Arg Asp Glu
630
Cys Leu Val Lys Gly Phe Tyr
645

Ser Asn Gly Gin Pro Glu Asn
660 665

Val Ser Asp Gly Ser Phe Thr
675 680

Ser Arg Trp Gin GIn Gly Asn
695

Ala Leu His Asn His Tyr Thr
710

22

2166

DNA

Artificial Sequence

PCBY03030GCC. txt
525

Val Val Val Asp Val Ser
540

Tyr Val Asp Gly Val Glu
555
Glu GIn Tyr Asn Ser Thr
570 575
His Gin Asp Trp Leu Asn
590
Lys Ala Leu Pro Ala Pro
_ 605
GIn Pro Arg Glu Pro Arg
620
Leu Thr Lys Asn Gln Val

635
Pro Ser Asp Ile Ala Val

650 655
Asn Tyr Lys Thr Thr Pro
670
Leu Tyr Ser Lys Leu Thr
685

Val Phe Ser Cys Ser Val
700

GIn Lys Ser Leu Ser Leu
715

ONA encoding Anti-CD3 Antibody(A07)

22

atgaggcgga gtattattgt

cgagtgagga

getgatgetg ctecttettt ggatoagcag
tgacccagga accatctctc actgtatcac ctggaggaac
ccagcaccgg ggctgtcaca acaagcaact acgctaattg
aggtttaatc ggaggcacga ataaacgogc
ttagtggttc acttctggga gggaaagegg ctetgactet
getctgtggt acagcaactt
tgtgctaggg cagccaaagg ctaatcccac

attgcaggec aacaaggeta cactggtctg

23 HlOl Al

His
Val
560
Tyr
Gly
Ile
Val
Ser
640
Glu
Pro
Val

Met

Ser
720

tacttgcaat
cgtaaccctt
gtttecagcag
accttggacg
gagcggtgca
gtgggttttt
tgtcacactg

tctgattage

PCTTKR2019 /017809

60
120
180
240
300
360
420
480



gacttctacc
ggagtggaga
ttaagtctga
gagggctcta
ggaggcagceg
ggcggcageg
cagcctggag
gccatgaatt
agcaaatata
agtagagacg
acagcegtgt
gcotattgga
gtctiteect
ctggtgaagg
ageggtgttc
gtggtgacag
aagccatcta
acatgcccce
cctaagecta
gacgtgtcce
cataacgcaa
gtgctgacag
aataaagccce
gaacctagag
ttaacctgtc
gggcageccg
accctgtata
tgcteegtga
€CCygc
<210> 23
<> 72
12> PR
21> Ar

<220>
223> An

ccggegetgt gaccgtegee
ccaccaagec gagcaagcaa
ccccagaaca atggaagage
ccgtggaaaa gactgttget
agggcggegg aagcgaggge
gaggcggctc aggcgaagtg
gcagectgaa gttgagetgt
gggtgcgaca ggcaagegge
acaattacgc cacctattac
atagcaagaa caccgectat
actactgtgt gagacacgga
gccagggaac tcotcgttact
tagcaccctc gagcaaatce
attattttcc tgaacctgtg
atacgttccc cgetgtattg
tgccatcaag cagecttgga
acactaaagt ggacaaaaag
cctgeccage cecccgaggcy
aagacaccct gatgatctca
acgaggaccc agaggtcaag
aaacaaagcC acgcgaggaa
tgctgcacca ggattggctg
tceeecgecce gattgagaag
tatacaccct cecteectge
tggttaaagg cttctacecc
aaaacaacta taagaccact
gcaaactgac tgtggataaa

tgcacgaggc ccttcataat

2
T
tificial Seguence

ti-C03 Antibody(E15)

PCBI03030GCC. txt

tggaaagecg
agcaataaca
categgtctt
cccactgaat
gggagtagceg
cagctggtag
gctgecageg
aaaggcctgg
gcegactegyg
ctgcagatga
aactttggea
gtgtctageg
actagcgggg
accgtaagtt
caatccageg
acgcagactt
gtcgagecta
getggtggee
aggacaccgg
tttaactggt
cagtacaatt
aatgggaaag
acaattagca
cgggatgagt
tcggacatceg
cctecegtee
agcagatgge

cattataccc

acggttcacc
aatatgcagc
atagctgcca
gectcgggtag
agggtggcgg
agtctggegg
gcttcacctt
agtgggtagg
tcaaagatag
actcattaaa
atagctatgt
cctccaccaa
gecaccgeege
ggaatagegg
gectctacte
atatatgtaa
agagctgtga
ccagtgtttt
aggtcacctg
acgtggacgg
caacatacag
agtacaagtg
aagctaaagg
tgacaaagaa
ctatggaatg
tggtatcaga
agcagggaaa

agaaaagcct

24 HIOlAl

cgtgaaggece
aagcagctac
agtgacccac
cggtagtgge
cagcgaggge
aggcctagtt
caacacatac
aagaat tagg
attcaccatc
aacagaagat
ttcatggttec
gggcecaage
actcgoatgt
cgecctgace
actgageagt
cgttaaccac
taagacccac
cetgtttect
tottgtogtg
tgtggaagtt

‘agtagtgtct

caaggtgtcc
acagccaaga
tcaagtgtct
ggaaagcaat
tggctectte
cgttttcage
tagtctgagt

PCTKR2019 /017809

540
600 ;
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2166



<400> 23

PCBI03030GCC. txt

Met Asp Ser Gin Alg GIn Val Leu Met L?S Leu Leu Leu Trp V?é Ser
1

Gly Thr

Ser Pro Gly Gly Thr Val Thr Leu Thr
35

Val Thr
50

85

40

Thr Ser Asn Tyr Aég Asn Trp

Ala Pro Arg Gly Leu I}g Gly Gly Thr

Pro Ala Arg Phe Sgg Gly Ser Leu Leu

Leu Ser
Ser
15

Leu Gly GIn
130

Ser Glu Glu
145

Asp Phe Tyr

Trp Tyr

Pro Val Lys
Asn Lys Tyr
195

Lys Ser His
210

100

Gly Ala Gln Pro Glu Asp Glu

105

Asn Leu Trp Val Phe Gly
120

Pro Lys Ala Asn

135

Leu Gin Ala Asn

150

Pro Gly Ala Val

165

Ala Gly Val Glu

180

Ala Ala Ser Ser

Arg Ser Tyr Ser
215

Pro Thr

Lys Ala

Thr Val

Thr Thr
185

Tyr Leu
200

Cys GIn

Val Glu Lys Thr Val Ala Pro Thr Giu

225
Gly Gly Ser

230

Glu Gly Gly Gly Ser Glu
245

Gly Ser Glu Gly Gly Gly Ser
260

Val Glu Ser
275

Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Thr Tyr Ala Met Asn
295 300

290

Val Arg GIn Ala Ser Gly Lys Gly Leu Glu Trp Val Ala Arg lle

305
Ser Lys Tyr

Arg Phe Thr

Met Asn Ser

Gly Gly Gly Leu Val GlIn Pro GIyIGIy Ser Leu Lys
280 285

310

Gly Gly Gly Ser Gly Glu Val GIn
265 270

Cys Arg Ser

Val GIn Gln

60

Asn Lys Arg
75

Gly
90

Ala

Gly Lys

Glu Tyr

Gly Gly Thr

Val Leu

140
Val

Thr

Thr Leu

155

Ala
170

Trp Lys

Lys Pro Ser

Ser Leu Thr

His
220

Val Thr

Ser
235

Cys

Gly Gly Gly Ser Glu Gly
250 2

315

Cys Gly GIn Ala Val val Thr GIn Giu Pro Ser
20 25

Ser

45
Lys
Ala
Ala
Tyr
Lys
125
Phe
Cys
Ala
Lys
Pro

205
Glu

Gly Gly Gly Ser

Leu Thr Val
30

Thr Gly Ala

Pro Gly Gin

Thr

80
Thr

Pro Trp

Ala Leu

95
Cys Ala Leu
110

Leu Thr Val

Pro Pro Ser

Ser
160

Leu Ile

Asp Gly Ser

175

Gln Ser
190

Glu GIn

Asn
Trp
Gly Ser Thr
Gly
240
Gly

55

Leu
Leu
Trp
Arg
320

Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp
: 325 330 335

340

fle Ser Arg Asp Asp gig Lys Asn Thr Ala Tyr Leu GIn

350

Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg
25 HOI X

PCTTKR2019 /017809



355

PCBY03030GCC. txt

360

365

His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly
370 375

Gln Gly Thr
385

Val Phe Pro
Ala Leu Gly
Ser Trp Asn

435
Val Leu Gin

450

Pro Ser Ser
465

Lys Pro Ser
Asp Lys Thr
Gly Pro Ser

515

[le Ser
530

Glu Asp
545

Arg

Pro

His Asn Ala

Arg Val val

Tyr
595

Glu Lys Thr
610

Tyr Thr
625

Leu Thr

Lys Glu

Leu

Cys

Trp Glu Ser

Val Leu Val
675

Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser
690 695

705

Leu Val Thr Val
390

Leu Ala Pro Ser
Cys Leu Val Lys
420

Ser Gly Ala Leu
Ser Ser Gly Leu

455

Leu Gly Thr
470

Ser

Thr Val

485
Thr

Asn Lys

His
500

Val

Cys Pro

Phe Leu Phe

Val
535

Phe

Thr Pro Glu

Glu Val Lys

550

Thr Pro

565
Val

Lys Lys

Ser Leu Thr

580
Val

Lys Cys Lys

Ile Ser Lys Ala

615

Pro Pro Cys Arg
630

Val
645

Gly GIn Pro

Leu Lys Gly

Asn
660

Ser Asp Gly Ser

His Glu Ala Leu His Asn His Tyr Thr GIn
710

Ser Ser Ala Ser Thr Lys Gly Pro Ser
395

380

400

Ser Lys Ser Thr Ser Gly Gly Z?g Ala

410
Asp Tyr Phe Pro
425

Thr Ser Gly Val
440
Tyr Ser Leu Ser

GIn Thr Tyr Ile
475
Asp Lys Lys Val
490
Pro Cys Pro Ala
505

Pro Pro Lys Pro
520

Thr Cys Val Vval

Asn Trp Tyr Val

565

Arg Glu Glu Gin
570

Val Leu His GIn
585

Ser Asn Lys Ala
600

Lys Gly Gin Pro

Asp Glu Leu Thr
635

Phe Tyr Pro Ser
650

Glu Asn Asn Tyr
665

Phe Thr Leu Tyr
680

Lys
715

Glu Pro Val Thr
430

His Thr Phe Pro
445

Ser val val Thr

460

Cys Asn Val Asn

Glu Pro Lys Ser
495
Pro Glu Ala Ala

510

Lys Asp Thr Leu
525

Val Asp Val Ser
540

Asp Gly Val Glu

Tyr Asn Ser Thr
575

Asp Trp Leu Asn
590

Pro Ala Pro
605

Leu

Arg Glu Pro Arg

620

Lys Asn GIn Val

Asp lle Ala Val
655

Lys Thr Thr Pro
670

Lys Leu Thr
685

Ser
Cys Ser Val
700

Ser Leu Ser Leu

26 W OlIX

Val
Ala
Val
His
480
Cys
Gly
Met
His
Val
560
Tyr
Gly
Ile
Val
Ser

640
Glu

Pro

Val

Met

Ser
720

PCVKR2013 /017809
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PCBY03030GCC. txt

Pro Gly

<210> 24

11> 2166

<212> ONA

<213> Artificial Sequence
<220>

<223> ONA encoding Anti-CD3 Antibody(E15)

<400> 24

atggatagec aggetcaggt cctaatgeta ctgetgetgt gggtgagegg tacatgtgge g0
caagcagttg taacacaaga gcctagtctg accgtctctc ccggeggeac cgtgactcett 120
acatgcagaa gttccaccgg agccgtcaca acctcaaatt acgccaactg ggtccagcag 180
aaacccggge aggecccaag aggattgatc ggeggtacta acaagegage accatggacce 240
cccgecagat ttagtggeag ccttctggge ggcaaagcag cactgacctt atcaggegec 300
cagcctgagg atgaggccga gtattattgt gecctgtggt acagcaattt gtgggtattce 360
ggcggegyga cgaaactcac tgttctcgge cageccaaagg ccaaccctac ggtcactcott 420
ttecegecta gecagtgagga actgeaggea aacaaggcaa cactggtgtg tctgattage 480
gacttttatc ctggggeggt gactgtggec tggaaagetg atggetccce agttaaggece 540
ggcgtggaaa ccaccaagcc cagcaaacag agcaataata agtatgecge gtcaagetac 600
ctgagectta caccagagca atggaaaage catagatcat acagetgtca agtaacacac 660
gaaggctcca ccgtggagaa gacagtggec cccactgaat getcggatgg cogtagtgge 720
ggaggcageg agggcggcgy aagegaggac gggggtageg agggtggocgg cagegaggge 780
ggcggeageg gaggeggetc aggegaagtc caactggtgg agtcaggagg aggectggtt 840
cagcccggeg gcagectgaa getgagetge geagegageg gattcacatt caacacctac 900
gccatgaact gggttagaca ggectctggo aaaggattag agtoggtgoc cagaattaga 960
agtaagtaca acaattacgc tacttattac gctgactcgg tgaaagatag attcacaatc 1020
agcagagacg acagtaagaa tactgcctat ctgcagatga acagcttgaa gactgaagac 1080
acggctgtgt attactgegt gagacacgge aactttggga attcttacgt gtcttggottt 1140
gcttattogo gccagggeac cttggtgaca gtcagtageg cctccaccaa gggcccaage 1200
gtcttteccet tagcaccctc gagcaaatcc actagegggg geaccgecge actcggatgt 1260
ctggtgaagg attattttce tgaacctgtg accgtaagtt ggaatagegg caccctgace 1320
agcgatgttc atacgttccc cgetgtattg caatccageg gectctactc actgageagt 1380
gtggtgacag tgccatcaag cagecttgga acgcagactt atatatgtaa cgttaaccac 1440
aagccatcta acactaaagt ggacaaaaag gtcgagccta agagctgtga taagacccac 1500'
acatgcccce cctgeececage ccccgaggeg gotggtggee ccagtgtttt cetgtttect 1560
cctaagecta aagacaccct gatgatctca aggacaccgg aggtcacctg tgttgtagtg 1620

27 HOlX



cataacgcaa aaacaaagcc acgcgaggaa
gtgctgacag tgctgeacca ggattggetg
aataaagcce tccocgecce gattgagaag
gaacctagag tatacaccct cccteectge
ttaacctgtc tggttaaagg cttctaccce
gggcageccg aaaacaacta taagaccact
accctgtata gcaaactgac tgtggataaa

tgctecgtga tgcacgagge cctticataat

ccecggoe

<210> 25

<211> 11

<212 PRT

<213> Artificial Seguence
<200>

<223>  Anti-MSLN Antibody LCOR1

<400> 25

Ar% Ala Ser Gin Asg Val Ser Thr A
<210> 26

<L211> 7

12> PRT

<213> Artificial Sequence
<220>

<223>  Anti-MSLN Antibody LCDR2

<400> 26
Ser Ala Ser Tyr Arg Tyr Pro
1 5

210> 27
<211> 8
212> PRT

<213> Artificial Sequence

<220>
223> Anti-MSLN Antibody LCDR3

<400> 27
GIn GIn His Tyr Seg Thr Pro Trp
1

210> 28
1> 5
212> PRT

13> Artificial Seguence

PCBI03030GCC. txt
gacgtgtccc acgaggaccc agaggtcaag tttaactggt acgtggacgg tgtggaagtt

cagtacaatt caacatacag
aatgggaaag agtacaagtg
acaattagca aagctaaagg
cgggatgagt tgacaaagaa
tcggacatcg ctgtggaatg
ccteccgtee tggtatcaga
agcagatggc agcagggaaa

cattataccc agaaaagcct

la Val Ala
10

28 HIOI X

agtggtgtct
caaggtgtce
acagccaaga
tcaagtgtct
ggaaagcaat
tggectectte
cgttttcage
tagtctgagt

PCTKR2018 /0 17809

1680
1740
1800
1860
1920
1980
2040
2100
2160
2166



<220>
<223>

<400>

Ant i-MSLN Antibody HCOR1

28

Ser Tyr Phe Ile Gin
1 5

<210>
11>
<212>
213>

<220>
<223>

<400>

Tr? Ile Phe Pro Glg Ser Gly Asn Thr L¥8 Tyr Ser Gln Lys qu GIn

Gly

<210>
<211>
<L12>
<213>

<220>
<223>

<400>

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<211>
212>
<213>

<220>
223>

<400>

29

17

PRT

Artificial Seguence

Anti-MSLN Antibody HCORZ

29

30
10
PRT
Artificial Sequence

Anti-MSLN Antibody HCOR3

30
Ser Gly Gly Tyr GIn Tyr Tyr Phe Asp Tyr
1 5 0

31

14

PRT .
Artificial Seguence

Anti-CD3 Antibody(A15) LCOR1

32

7

PRT

Artificial Sequence

Anti-CD3 Antibody(A15) LCOR2

32

Gly Thr Asn Lys Arg Ala Pro
1 5

PCBY03030GCC. txt

31
Ar% Ser Ser Thr Glg Ala Val Thr Thr S?B Asn Tyr Ala Asn

29 WOl

PCTKR2018 /017809



<210>
211>
212>
13>

<220>
<223>

<400>

<210>
<11>
<212>
13>

<220>
<223>

<400>

33

9

PRT

Artificial Sequence

Anti-CD3 Antibody(A15) LCOR3

33
AI? Leu Trp Tyr Seg Asn Leu Trp Val

34

5

PRT

Artificial Sequence

Anti-CD3 Antibody(A15) HCOR1

34

Thq Tyr Ala Met Asg

<210>
<11>
212>
<213>

220>
223>

<400>

35

19

PRT

Artificial Seguence

Anti-CD3 Antibody(A15) HCDR2

Val Lys Asp

<210> 36

<211> 14

<212> PRT

<213> Artificial Seguence

<220>

223> Anti-CD3 Antibody(A15) HCOR3
<400> 36

PCBO03030GCC. txt

35
Ar% Ile Arg Ser Lyg Tyr Asn Asn Tyr A%S Thr Tyr Tyr Ala Asp Ser

Hi? Gly Asn Phe Glg Asn Ser Tyr Val 8?6 Trp Phe Ala Tyr

<210>
211>
<12
<213>

<220>
<223>

37

8

PRT

Artificial Sequence

Anti-EGFR Antibody LCDR1

30 HlIOI X

PCTKR2018 /0 17809



PCBI03030GCC. txt

<400> 37

Gin Ser |le Gly Thr Asn [le His
1 5

<210> 38

<<211> 7

<212 PRT

<213> Artificial Sequence
<220>
<223> Anti-EGFR Antibody LCDR2

<400> 38
Tyr Ala Ser Glu Ser |le Ser
1 5

<210> 39

211> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> Anti-EGFR Antibody LCDR3

<400> 39
qu GIn Asn Asn Asn Trp Pro Thr Thr
5

<210> 40

<211> 5

<L212> PRT

<213> Artificial Sequence
<220>

<223>  Anti-EGFR Antibody HCOR1

<400> 40
Asq Tyr Gly Val Hig

<210> 41

<211> 16

<212> PRT

<213> Artificial Sequence
<220>

<223> Anti-EGFR Antibody HCDR2

<400> 4
Val lle Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr Ser
1 5 10 15

Q10> 42
211> i
<212> PRT

<213> Artificial Sequence
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<220>
<223>  Anti-EGFR Antibody HCDR3

<400> 42
Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe AIS Tyr
1 5 1

210> 43
11> 34
<212> PRT

213> Artificial Seguence

<220>
<223> L1, L3, L6

<400> 43
Seq Gly Gly Gly Ser Gly Gly Gly Ser G#g Gly Gly Gly Ser G%g Gly
5

Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Gly Gly Gly
20 25 30

Ser Gly

<210> 44

<211> 15

<212> PRT

<213> Artificial Sequence
<220>

<223> L2

<400>

44
GI¥ Gly Gly Gly Seg Gly Gly Gty Gly 8?6 Gly Gly Gly Gly S?g

<210> 45

<211> 15

<L212> PRT

213> Artiticial Sequence
<220>

<223 L4, L5, L7

<400> 45

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro
1 5 10 15

<210> 46

<211> 106

212> PRT

213> Artificial Seguence

<220>

<223> Antibody CL region

<400> 46
Thr Val Ala Ala Pro Ser Val Phe |le Phe Pro Pro Ser Asp Glu Gin
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1 5 10 15

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
20 25 30
Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser
35 40 45
Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr
50 55 60
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
65 70 75 80
His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro
85 Q0 95

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
100 105

210> 47
<211> 98
212>  PRT

13> Artificial Seguence
<220>
<223> Antibody CH1 region

<400> 47
AI? Ser Thr Lys Glg Pro Ser Val Phe qu Leu Ala Pro Ser S?g Lys

Ser Thr Ser Gly G!y Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr GlIn Thr ‘
65 70 75 80

Tyr tle Cys’Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Lys Val

<210> 48

<11> 216

212> PRT

213> Artificial Sequence
<220>

<223>  Antibody Fc(CH2 + CH3) region

<400> 43
AI? Pro Glu Ala Alg Gly Gly Pro Ser V?é Phe Leu Phe Pro qu Lys

Pro Lys Asp Thr Leu Met |le Ser Arg Thr Pro Glu Val Thr Cys Val
20 25 30
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Val Val Asp Val Ser
35
Val Asp Gly Val Glu
50

GlIn Tyr Asn Ser Thr

65

Gln Asp Trp Leu Asn
85

Ala Leu Pro Ala Pro

. 100

Pro Arg Glu Pro Gin
115

Thr Lys Asn Gin Val
130

Ser Asp Ile Ala Val
145

Tyr Lys Thr Thr Pro
. 165

PCBO03030GCC. txt

His Glu Asp Pro Glu Val Lys Phe Asn Trp
40 45
Val His Asn Ala Lys Thr Lys Pro Arg Glu
55 60
Tyr Arg Val Val Ser Val Leu Thr Val Leu
70 75
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
90 95
[1e Glu Lys Thr |le Ser Lys Ala Lys Gly
105 110
Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu
120 125
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
135 140
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn

150 1565

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
170 175

Tyr
Glu
His

80
Lys

Gin

Leu
Pro
Asn

160

Leu

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn Val
180 185

190

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr GIn
200 205

195

Lys Ser Leu Ser Leu
210

Ser Pro Gly
215
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