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<170> PatentIn -v rsion 3 .5  

<210> 1. 
<211> 34 
<212s  PRT.  
-.:2a.1›. Homo sapiens 

<400> 1 

Ala Ser Asn Asp Hib Asp Ala Ala Ile Asn Arg Tyr Ser Arg Leu Ser 
1 	 5 	 10 	 15 

Lys Arg Glu Asn Asp Lys Val Lys Tyr Glu Val Thr Glu Asp Val 
20 	 25 	 30 

Tyr Thr 

<210> '7)  
<2112> 37.  
<2.12.:> PRT 
t213› Homo sapiens 

<400> 2 

Asp Glu Val Ala Ser Asp Pro Leu Tyr Val Pro Asp Pro Asp Pro Thr 
1 	 5 	 10 	 15 

s Phe> Pro Val Asn Arg Asn Len Thr Arg 	Ala Gly Tyr Leu Asn 
20 	 25 	 30 

Ala. Arg Asn Ly- Thr. 
35 

<210> 
<211> 2 9 
<212> PRT 
c213> Homo sapiens 

<400> 
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Ser Gly Gly Gin Phe  Vai Val Leu S,er,  Ser• Ser Gin Ser Gin Gin Ser.  
1 	 10 	 15. 

' Lea Gly Gin Gly Gly L s Lys  Arg  Gin Ser Glu Ala 
20 	 25 

<210> 4 
<211> 35 
<212> PRT 
<213> Homo sapiens 

<400> 

Pro Asn Thr Phe Lys Thr Leu Asp Ear Trp Arg Asp Glu Phe Leu Ile 
5 	 10 	 15 

Gin Ala Ser Pao Arg Asp Pro Glu Asn Phe Pro Phe Val Val Leu Gly 
20 
	

25 	 30 

Asn Lys Ile 
7,,r; 

<210> 5 
<211> 35 
<212> PRT 
<213> Homo sapiens 

<400> 

Pro Glu Asn the Pro Phe,  Val Val. Len Gly Asn Lys lie Asp Le-.z. 
5. 	 10 
	

1 

Gin Asn Arg Gin Val Ala Thr Lys Arg Ala Gin Ala Trp Cys Tyr Set 
20 
	

25 	 30 

Lys Asn Asn 
35. 

 

<210> 
<211> 35 
<212> PRT 
<213.> Homo api ens 

<400> 6 

Ale. Len Lys Gin Glu Thr Glu 	Glu Len ..Tyr. Asap. o.141 Elie Pro. G1-4 
1 	 5 	 10 
	

15 

Pro Ile Lys Leu Asp Lys Asn Asp Arg Ala Lys Ala Ser.  Ala Glu Ger. 
20 	 -ts) 
	

30 
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Set' Cys 

<.210> 7 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 

Asn Arq Tyr Ser Arg Len Ser Lys Lys Arg Gln ZApTI, Asp Lys Val 
1 5 10 15 

<210> 8 
<211> 15 
<212>  PRT 
4.213> Homo sapiens 

<400> 8 

AsP Pro Asp Pro Thr LYs Phe  Pro Val Asn Arg Asn Let 	Arg 
10 	 15  

<210> a 
<211> 14 
<212> PRT 
<213> Homo sapiens 

<400> 9 

GIr set .Glu: Giu Sre Asp ti-ti G1y Gtr Giy Glatt Lys Lys Arg 
5 	 10 

<210> 10 
<211> 15 
<212> PRT 

<213> Homo sapiens 

<400> 10 

An Asp Olt Phe:. Let Ile. Gln Ala Ger Pro Arq Asp Pro Oln. Asn. 
5 	 10 

<710> 11 
<211> IS 
<212> PRT 
<213> Homo 

<400> 11  

Sapierla 

Gly Asn LyE Ile Asp Len Giu Asn Arq Gln Val Ala Thr Lys Arq 
1 	 5 	 10 	 15 

<21:0> 12 
<211> 15 
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4 

<212> . pwr 
‹213› iforao $apiens. 

<400> 12 

Tyr. Asn Glu Phe Pro Glu Pro Ile Lys Leu As Lys Asn Asp Arg 
1 	 5 	 10 	 15 

<210> 13 
<211> lq 
<212> PRT 
<213> Homo sapiens 

<400> 13 

Cys Lys Lys Leu Asp Asp Phe Val Glu Thr Gly Asp Ile Arg Thr Met 
1 	 5 	 1.0. 	 15 

Val Phe Pro 

<210> 14 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<,,0> 
‹223› Primer Sequence 

<400> 14  
tqcaccacca actgcttaqc 
20 

<210> 15 
<211> 21 
c212› DNA 
c213> Artificial Sequence 

c220> 
<222> Primer Sequence 

<400'. 15 
99catggact gtggtCatqa g 
21 

<210> 16 
<211> 21 
<212> DNA 
<213> Artificial Sequenc.e 

<220> 
<223> Primer Sequence 

<400> 16 
acgt tacaqc gtccaectca t 
21 
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<210> 17  
<211> 19 
<212> DNA 
<213> Artificial Sequence 

<220> 
c'-)23> Primer Sequence 

<400> 17 
tctttgotagc tcgcattgg 
19 

<210> 18 
<211> 19 
<212>  DNA 
<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

1S 
aaagcage4a igaggttc-c 
19 

<210> 19 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

<400> 19 
qtctcccgtt tcaacaaagt 
21 

<210> 20 
<211> 23 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

<400> 4L 
ggenacittgg act:at:este:a a'qg 
23 

<210> 21 
<211> 23 
<212> DNA 
<213> Artificial Sequence 

<22:0> 
<293> Primer Sequence 
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6 

<400> 21 
cagttt tcc 	aactttc tct 
23 

<210> 22 

<211> 19 
<212> DNA 
<213> Artificial Sequence 

<.220> 
Primer Sequence 

<400> 22 
cgtgcggaga ctctgtgtt 
1.9 

<210> 
<211> 21 
<212> DNA 
<213> Artificial Sequen e 

<220> 
<22;3--> Primer Sequence 

<400> 23 
atccacgtca ggLtcatagt t 
21 

c2101,  24 
<211> 21  
<212> DNA 
<213> Artificial Sequence 

<220> 
23> Primer Sequence 

<,400> 24 
acttggqtac atgcaag `tc a 
21 

<210> 25  
<211> 21 
<212> DNA 
.213> ArtificialSequence 

c220.> 
<223> Primer Saque 

<400> 25 
tccctgcgaa cattctgaac g 
21 

<210> 26 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

<400> 26 
agctgatcgc gcctggaacg 
20 

<210> 27 
<211> 21 
<212> DNA 
<212> Artificial Sequen 

<220> 
<223> Primer. Sequence 

<400> 27 
gggttgqtac gcc CLCCC t 
21 

<2.10> 28 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

c220> 

3> Primer Sequence 

<400> 28 
cccaact tgc tactqaa.z.ktt gc 
22 

<210> 29 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<:220> 
<223> Primer Sequernce 

<400> 23. 
tqtcagacgt. qtcacttttt gt 
22 

<210> 30 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Prime Sequence 

<4.00.:±„ 	34 
agacccaacg ggccaaatac 
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<210> 31 
<211> 22 
<212 > DNA 
<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

<400> 31 
gccccaatgg tactctcttg aa 

<2 .10> 32 
<211> 21 
<212> DNA 
<213> Artificial  Sequence 

<220 >  
Primer Sequence 

,c4p...Q..? 	32 
atta'aggega ttg224.24ut 
21 

<210> 
<211> 21 
< 21.2> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

<400> 33 
tggtgctcat agtcacgaac t 
21. 

<210> 34 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

<400> 34 
ggggCtctec• t'cgtetafga 
21 

<2 .10> 35 
<211> 21 
< .212> DNA 
<213> Artificial Sequence 

<r)0> 
<223> Primer Sequence 
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9 

<400> 35 
agcgcattgt aggt tctcg g 
21 

<210> 36,  
<211 	4/ 

<212> DNA 
<213> Artificial Sequence 

<.220> 
<223› Primer Secrucm 

<40.0.-;,  
as.a.a.c. catccaggtt ga 

22 

<210> 
<211> 22 
<219> DNA 
<213> Artificial  Sequence 

<220> 
<223> Primer equence 

<400> 37 
gcacctacag ctccacgata at 

c210> 38 

c211> .21 
<212.2,  DNA 
<21.3> Artificial sequence 

<220> 
<223> Primer Sequence 

<400> 38 
tcggcgaatc aggtgtgggg a 
21 

<210). 39 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220 > 
< 223 > : Pr i me r Sequence 

c4Q:ct.? 	39' 
41:ggtgggc
20 
	ggGtgtc cJ- 

c.2.10::±„ 40 
c211›. 23. 
<212> DNA 
<213> Artificial Sequence. 
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10 

<220> 
<223> Pr'imer Sequence 

<400> 4.0 
gtgttgotr41 aggttatcat cct 
23 

<210> 41 
<211> 23 
<212› DNA 
<213> Artifi ,ia1 SequeniSequence 

<220> 
<223> Primer. Sequence 

<400 	41 

gctectattg tgqctttgta ctg 
23 

<210> 42 
<211> 20 
<212-, DNA 
<213-, Artificial Sequer  

<220> 
:223> Primer Sequence 

<400> 42 
cctcattgcg Cccagacggg 
20 

<210> 43  
<211› 21 
‹212:,  DNA 
<213> Artificial Sequence 

<220> 
<223> Primer Sequence 

<400> 43 
aqt:qoaagag t:- 	cgc:qg 
21 
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