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(57) Abstract: The present disclosure relates to development of methods for quantifying off-target cleavage by a gene editing nuclease.
In some embodiments, the present disclosure involves one-sided analysis of off-target cleavage by gene editing nucleases. The foregoing
summary is illustrative only and is not intended to be in any way limiting. In addition to the illustrative embodiments and features
described herein, further aspects, embodiments, objects and features of the disclosure will become fully apparent from the drawings
and the detailed description and the claims.

[Continued on next page]



WO 2025/1:5166 1 A1 | [} 000000000 O

SZ, TZ, UG, ZM, ZW), Eurasian (AM, AZ, BY, KG, KZ,
RU, TJ, TM), European (AL, AT, BE, BG, CH, CY, CZ,
DE, DK, EE, ES, FL, FR, GB, GR, HR, HU, IE, IS, IT, LT,
LU, LV, MC, ME, MK, MT, NL, NO, PL, PT, RO, RS, SE,
SL, SK, SM, TR), OAPI (BF, BJ, CF, CG, CL, CM, GA, GN,
GQ, GW, KM, ML, MR, NE, SN, TD, TG).

Published:
—  with international search report (Art. 21(3))



