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PAG homolog Description PAG homoIo%3 Descri‘)tion
gp1  putative excinuclease gp26 hypothetical protein
| gp2 putative terminase ~gp27 hypothetical protein

gp28 hypothetical protein
gp29 hypothetical protein
gp30 hypothetical protein
| gp31 pulative DNA primase
gp32 putative DNA primase
gp33 hypothetical protein
gp34 putative DNA helicase
gp35 hypothetical protein
gp36 hypothetical protein
gp37 putative exonuclease
gp38 hypothetical protein
gp39 hypothetical protein
gp40 hypothetical protein
gp41 hypothetical protein

~ gp42 hypothetical protein
gp43 hypothetical protein
gp44 hypothetical protein
gp45 hypothetical protein
gp46 hypothetical protein
gp47 hypothetical protein
gp48 putative endonuclease

gp3 putative portal protein
| gp4 hypothetical protein
gp5 putative scaffold protein
gp6  putative major head protein
' gp7  hypothetical protein
| gp8 hypothetical protein
- gp9 hypothetical protein
gp10 hypothetical protein
. gp11 putative major tail protein
gp12 hypothetical protein
gp13 hypothetical protein
' gp14 putative tape measure protein
gp15 putative minor tail subunit
gp16 putative protease
1 gp17 hypothetical protein
~ gp18 hypothetical protein
gp19 collagen-like hypothetical protein
gp20 putative amidase
| gp21 putative holin
| gp22/23 polyprenyl diphosphate synthase?
| gp24 putative sigma factor
| gp25 hypothetical protein
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