1/12

A C

A 1

\ B

Attachment to i |

multimerization Attachment of
Ny SN

hac &N N MHC class tor
backbone \\ N A

l muolecules




A
Barcode#

T I A—
2@ —
] T —
amnmmnesy —
Y T —r
suulmmey —s
vz I —
< I ——
T I A—
osmmmmE —

/
5
-,

//’ //
E Z

{

rd
7
%

A

2/12

MHC Complex#

#10

Mix barcode labeled
peptide-MHC
multimer library in
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1000-10.000 different
MHC multimers
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