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X is fluorescent intensity

Y is cell number

Figure 6
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X is fluorescent intensity

Y is cell number

Figure 7
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X is fluorescent intensity

Y is cell number
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X is fluorescent intensity

Y is cell number

Figure 9



13/46

X is fluorescent intensity

Y is cell number
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@ Contoit, =117y
O 0mgkgF1nt, =36
100} v 1OmokgF1t 1, =46k
A& SmghgFI L, =56k
Biotin-hlgG
inSerum o1
{ngfmi)

MEO-F 41 rigsing iv

M)

G 20 40 6@ 80 100 120 140 180 18D
T Tirre, hr

5 mghg bictn-higG
+495 mpkg higGiv



31/46

FIGURE 25
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FIGURE 26
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FIGURE 27
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FIGURE 28
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FIGURE 29

5322-MO0S20~F11 (532A-RO0C4-E04)
LYIGHT: V:VL2Z_2b2; J:JL1

FR1~L CBR1-L FRZ-L CDR2~L
532A-MG0B0~F11: QSVLTQPASVSGSPGQSITISC TGTGSDVGSYNLVS WYQRYPGKAPKLIIY GDSQRPS
GERMLINE : QSALTQPASVSGSPGRSITISC TGTSSDVESYNLVS WYQOHPGKAPKLMIY EVSKRPS

FR3-L CDR3-L FR4-L
532A-M0090~F11: GLSSRFSGSKSGNSASLTISGLOAEDEADYYCC SYAGSGIYYV FGSGTKVTVL
GERMLIRE: GVSHRFSGSKSGNTASLTISGLOAEDEADYYCC SYAGSSTEYV FGTGTKVIVL

532A-MO0S0-F11 (SEQ ID NO: 177});
GERMLINE {SEQ ID NQ: 178}

LC~lambdal

532A-M0090~F11~C
SPKANPTVTLEPPSSEELOANKATLVCLISDEYPGAVIVAWKADGSPVKAGVETTKPSKOSNNKYAASSYL

GERMLINE~C:
GPKANPTVILFPPSSEELOANKATLVCLISDEY PGRVTVAWKADGSPVKAGVETTKESKOSNNKYAASSYL

532A-M0090-F11-C SLTPEQWKSHRSYSCOVTHEGSTVEKTVAPAECS (SEQ ID NO: 179)
GERMLINE-C: SLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS (SEQ ID NO: 180!}

HEAVY: V:VH3~23; J:JH4

FRI~H CDR1-H FRZ2-H COR2-H

532A~M0090-F11: EVQLLESGGGLVQPGGSLRLSCAASGETFS EYAMG WVRQAPGKGLEWVS
SIGSSGGOTKY
GERMLINE : EVQLLESGGGLVQPGGSLRLSCAASGETFS SYAMS WVRQAPGKGLEWVS
ATSGSGGSTYY

FR3-H CDR3-H FR4-H
532A-M0090-F11: ADSVKG RFTISRDNSKNTLYLOMNSLRAEDTAVYYCAR LSTGELY WGRQGTLVTVSS
GERMLINE: ADSVKG RFTISRDNSKNTLYLOMNSLRAEDTAVYYCAK Y WGQGTLVTVSS

53ZA-MOQ%90-F11 (SEQ ID RO: 111);
GERMLINE (SEQ ID NG: 113)
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FIGURE 30
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FIGURE 32

Catabolism of higG in Tg32B Mice
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FIGURE 33
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FIGURE 34
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FIGURE 35
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FIGURE 36
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FIGURE 37
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Serum igM, % Time Zero
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FIGURE 37
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FIGURE 37
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FIGURE 38

DX-2504 (532A-M0161-B04)

Light V gene = VL2 2b2; J gene = JL1

FR1-L COR1-L FR2-1
GERMLINE:  QSALTQPASVSGSPGQSITISC TGTSSHUCSYNLUS WYQQHPGKAPKLMIY EX
DX-2504: OSALTQPASVSGSPGQSITISC TG%WG YNIVS WYQQHPGKAPKLMIY §

FR3-L CDR3-1. FR4-L
GERMLINE: GVSNRFSGSKSGNTASLTISGLOAEDEADYYC ESSYRAGSSIYY FGTGTKVIVL
DX~2504: GVSNRFSGSKSGNTASLTISGLOAEDEADYYC £SY YV FGTGTKVIVL

GERMLINE {SEQ ID NO: 181); DX-2504 {SEQ Ip NO: 182)
Heavy V gene = VH3-23; J gene = JH3

FR1-H CDRI-H FRZ-H

CDRZ-H
GERMLINE_ EVQLLESGGGLVQPGGSLRLSCAASGFTFS
. :ni.

A%Emﬁ@ WYRQAPGKGLEWVS

EENE WYRQAPGKGLEWVS

FR3~-H CDR3~-H FR4~H

GERMLINE: RETISRDNSKNTLYLOMNSLRAEDTAVYYCAK S S WGOGTMVTVSS
DX-2504: RFTISRDNSKNTLYLOMNSLRAEDTRVYYCAR E&_ 55 WGQGTMVTVSS
GERMLINE (SEQ ID NO: 183}; DX~-2504 (S8Q ID NO: 184)

Tep Alignments against Germline sequences

DX-2504: QSALTQPASVSGSPGQSITISC I

WYQQH?GKAPKLMIY 2 Po

VL2 Zb2: QSALTQPASVSGSPGQSITISC WYQOHPGKAPKLMIY E”

VL2 2e2: QSALTQPRSVSGSPGQSVTISC |} WYQQOHPGKAPKLMIY i
VL2 2a2: QSALTQPASVSGSPGQSITISC EG S WYQQOHPGKAPKLMIY
VL2 2c: QSALTQPPSASGSPGQSVTISC TEIES 5 WYQQHPGKAPKLMI Y
VL2 2d: QSALTQPPSVSGSPGQSVTISC HGEES SVNRVS WYQOPPGTAPKLMIY Ei

DX-2504: GVSNRFSGSKSGNTASLTISGLOAEDEADYYC
VL2 2bZ: GVSNRFSGSKSGNTASLTISGLOAEDEADYYC
VL2 2e2: GVPURFSGSKSGNTASLTISGLOAEDEADYYC
VLZ_2a2: GVSNRFSGSKSGNTASLTISGLOAEDEADYYC
VLZ 2c¢: GVPDRFSGSKSGNTASLTVSGLOAEDEADYYC
VLZ 2d: GVPDRFSGSKSGNTASLTISGLQAEDEADYYC

DX-2504: SEQ ID NO: 185; VL2 2b2: SEQ ID NO: 1B6; VL2 2e2: SEQ ID NO: 187;
VL2 2aZ: SEQ ID NO: 188; VLZ_2¢: SEQ ID NO: 189; VLZ d: SEQ ID NO: 190



