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(A) NI-308.18F7 VH (variable heavy chain sequence VH)

FRl————————mmmmmmm e CDR1-FR2-—————————~— CDR2-——————-
CQVQLQESGPGLVKPSETLSVTCTVSGGSINDYYWNWIRQPAGKGLEWIGRIYASGTINYNP
————FR3————— CDR3-————————- FR4————————

SLOSRVTMSIDTSKNQFSLDLISVSAADTAVYYCARWGQVVGDYYYGMDVWGQGTTVTIVSS

NI-308.18F7 VK (variable light chain sequence VK)

FRl————————————————————— CDR1-——————————- FR2-——————————~— CDR2-—-
CEIVLTQSPLSLSVTPGEPASISCKSSQSLOHTNGYNYLDWYLLKPGQSPQLLIFLTSNRAS
I e CDR3--FR4-———————-

GVPDREFSGSGSGTNEFTLKISRVEAEDVGVYYCMEGIQLWTFGQGTKLEIK

NI-308.18F7 VK - PIMC (variable light chain sequence VK)

FRl————————————————————— CDR1-——————————- FR2-——————————~— CDR2-—-
CDIVMTQSPLSLSVTPGEPASISCKSSQSLOHTNGYNYLDWYLLKPGQSPQLLIFLTSNRAS
I e CDR3—FR4-—————————

GVPDREFSGSGSGTNEFTLKISRVEAEDVGVYYCMEGIQLWTFGQGTKVEIK

(B) NI-308.1507 VH (variable heavy chain sequence VH)

FRl—————————mmmmmm e CDR1-FR2-—————————~— CDR2-——————-
CQVQLVESGGGVVQPGRSLRLSCAASGF TF SNHAMHWVRQAPGKGLEWVAVISYDGENTYYA
————— FR3-———————————————————————————CDR3-—--——————-FR4-——————-

DSIEGREFTISRDNFKNTLEFLOMYSLTADDTAMYFCARGGRRGHFTSYYLDYWGQGTLVTVSS

NI-308.1507 VK (variable light chain sequence VK)

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CDIQMTQSPSSLSASVGDRVTITCRASQNIDKYLNWYQQIPGKAPKLLIYAASSLHSGVPSR
——————————————————————————— CDR3-———-FR4-——————

FSGSGSGTIDEFSLTISSLOPEDFAIYYCQQOSYSSFRTEGQGTKLEIK

NI-308.1507 VK - PIMC (variable light chain sequence VK)

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CDIQMTQSPSSLSASVGDRVTITCRASQNIDKYLNWYQQIPGKAPKLLIYAASSLHSGVPSR
——————————————————————————— CDR3-———-FR4-——————

FSGSGSGTIDEFSLTISSLOPEDFAIYYCQOSYSSFRTEGQGTKVEIK

Fig. 1
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(C) NI-308.28G1 VH (variable heavy chain sequence VH)

R CDR1-————- FR2——————————- CDR2-——————-
CQVQLQESGPRLVKPSETLSLTCTVAGGSVNSYYWIWIQQSPGKGLEWLGRIYIAGRTNYNP
————FR3——————— T CDR3-————————- FR4————————

SLTSRIALSVDTSRNQLSLKLTSVTAADTAIYYCARWGAESGDYYYGVDVWGPGTLVTVSS

NI-308.28G1 VK (variable light chain sequence VK)

FRl————————————————————— CDR1-—————————- FR2-———————————— CDR2-—-
CEIVMTQSPLSLPVTPGEPASISCKSSEGLLHSNGYTYLDWYLQKPGQAPQLLIFLASNRAA
I e CDR3-———— FR3-—————-

GVPDREFSGSGSGTDEFTLKISRVEAEDVGVYYCMQAIQSPWTIFGPGTKVEIK

NI-308.28G1 VH - PIMC (variable heavy chain sequence VH)

R CDR1-————- FR2——————————- CDR2-——————-
CQVQLQESGPRLVKPSETLSLTCTVAGGSVNSYYWIWIQQSPGKGLEWLGRIYIAGRTNYNP
————FR3————————— e TT=—C CDR3-————————- FR4————————

SLTSRIALSVDTSRNQLSLKLTSVTAADTAIYYCARWGAESGDYYYGVDVWGPGTTVTIVSS

NI-308.28G1 VK - PIMC (variable light chain sequence VK)

FRl————————————————————— CDR1-—————————- FR2————————————— CDR2-—-
CDIVMTQSPLSLPVTPGEPASISCKSSEGLLHSNGYTYLDWYLQKPGQAPQLLIFLASNRAA
I e CDR3-———— FR3-—————-

GVPDREFSGSGSGTDEFTLKISRVEAEDVGVYYCMQAIQSPWTIFGPGTKVEIK

(D) NI-308.45C2 VH (variable heavy chain sequence VH)

R e CDR1-——————- FR2——————————- CDR2-————-

COLOLOESGPGLVKPSQILSLTCATSGDSVESNSAAWNMWIRQSP SRGLEWLGRTY YRSKWDN
S —

———————— FR3-———————————————————==———————CDR3---—--—-————-FR4-—-

FRl————————————————————— CDR1-——————————- FR2-——————————~— CDR2-—-
CEIVMTQSPLSLPVTPGEPASISCRSSQSLLOSNGYTYLDWYLQKPGQSPQLLIYLGSNRAS
I e CDR3-———— FR4-—————-

GVPDREFSGSGSGTDEFTLKISRVEAEDVGVYYCMQALQTPLTFGGGTKVEIK

NI-308.45C2 VH - PIMC (variable heavy chain sequence VH)

R CDR1-——————- FR2——————————- CDR2-————-
COLOLOQSGPGLVKPSQILSLTCAISGDSVESNSAAWNWIRQSP SRGLEWLGRTYYRSKWDN
———————— FR3-————————————————————————————CDR3---—--—-————-FR4-—-

Fig. 1 (continued)
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NI-308. 45C2 VK - PIMC (variable light chain sequence VK)

FRl——————————————— CDR1-——————————- FR2-——————————~— CDR2-—-
CDIVMTQSPLSLPVTPGEPASISCRSSQSLLOSNGYTYLDWYLQKPGQSPQLLIYLGSNRAS
I e CDR3-———— FR4-—————-

GVPDREFSGSGSGTDEFTLKISRVEAEDVGVYYCMQALQTPLTFGGGTKVEIK

(E) NI-308.24E11 VH (variable heavy chain sequence VH)

R CDR1-————- FR2——————————— CDR2-——————-
CQVQLQESGPGLVKPSETLSLTCTVSTTSLRSYFWSWIRQPPGKGLEWIGYVYYSGSTIYNP
————FR3——————————— T CDR3-————————————— FR3-———-

SLKNRVTISIDTSKNQFSLNLRSVTAADTAMYFCARGVPAETDARDEFPPYYFDHWGQGTLVT

VSS

NI-308.24E11 VK (variable light chain sequence VK)

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CDIQLTQSPSSLSASVGNRITFTCQASQDIRYYLNWYQQKPGKAPKLLIYDVSNLDTGVPPR
——————————————————————————— CDR3-———-FR4-——————

FSGSGSGINFTFTISSLOPEDIAVYYCQQYEGLPVTEGGGTKVEIK

NI-308.24E11 VK - PIMC (variable light chain sequence VK)

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CDIQMTQSPSSLSASVGNRITFTCQASQDIRYYLNWYQQKPGKAPKLLIYDVSNLDTGVPPR
——————————————————————————— CDR3-———-FR4-——————

FSGSGSGINFTFTISSLOPEDIAVYYCQQYEGLPVTEGGGTKVEIK

(F) NI-308.5G2 VH (variable heavy chain sequence VH)

R CDR1-————- FR2——————————- CDR2-——————-

CEVQLVQSGADLRNPGASVTVSCTASGYHFAPNAINWLRQAPGQRLEWMGWINIYSGNTKYS
I

————— FR3-——————————————————————=====_CDR3---—-————-FR4-———————

ONFOQGRVTFTRNTSASTAFMHLRSLRSEDTAVYFCARDPDSSGYYLPYFDYWGQGTLVTVSS

NI-308.5G2 VK (variable light chain sequence VK)

FRl————————————————————— CDR1-———————————- FR2———————————— CDR2--
CDIQLTQSPDSLTLSLGERATINCKSSQSVFYNSNNKNYLAWYQQKPGQOPPKLLMYWASTRE
—FR3—————— CDR3-—-—— FR4-——————

SGVTDRFSGSGSGTDFTLTITNLQAEDVAVYYCQQFYSSPLTFGGGTKVEIK

NI-308.5G2 VH - PIMC (variable heavy chain sequence VH)

FRl——————————————————————— CDR1-————- FR2——————————— CDR2-——————~
COVQLVQSGADLRNPGASVIVSCTASGYHFAPNAINWLROAPGORLEWMGWINIYSGNTKYS
————— L ) Y e U [ —

ONFQGRVTFTRNTSASTAFMHLRSLRSEDTAVYFCARDPDSSGYYLPYFDYWGQGTLVTVSS

Fig. 1 (continued)
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NI-308.5G2 VK-PIMC (variable light chain sequence VK)

FRl——————————————— CDR1-———————————- FR2———————————— CDR2--
CDIVMTQSPDSLTLSLGERATINCKSSQSVFYNSNNKNYLAWYQQKPGQOPPKLLMYWASTRE
—FR3—————— CDR3-—-—— FR4-——————

SGVTDRFSGSGSGTDFTLTITNLQAEDVAVYYCQQFYSSPLTFGGGTKVEIK

(G) NI-308.46E9 VH (variable heavy chain sequence VH)

R CDRl-——————- FR2——————————— CDR2-————-
COVOLQESGPGLVKPSETLSLTCTVSGASIGSTYYWGWIROPPGKGLEY IGRIYYSGSTYY
—————— FR3-———————————————————————————CDR3---—-————FR4———————-

NPSLKSRATISVDTSKNQLSLTLSSVTAADTAVYYCVRPEYAGSGNSPEFDYWGQGTLVTVSS

NI-308.46E9 VK (variable light chain sequence VK)

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CEIVLTQSPATVSVSPGERATLSCRASQSVSTNLAWYQQKPGOPPRLLIYGASTRATGIPAR
——————————————————————————— CDR3-———-FR4-——————

FSGSGSGAEFTLTISSLOSEDEVVYYCQOQYNNWPPAEFGGGTKVEIK

NI-308.46E9 VH - PIMC (variable heavy chain sequence VH)

R CDR1-——————- FR2——————————— CDR2-————-
COLOLOESGPGLVKPSETLSLTCTVSGASISGSTY YWGWIRQPPGKGLEY IGRIYYSGSTYY
—————— FR3-————————————————————— === ———CDR3---—--—-—-FR4———————-

NPSLKSRATISVDTSKNQLSLTLSSVTAADTAVYYCVRPEFYAGSGNSPEFDYWGQGTLVTVSS

NI-308.46E9 VK - PIMC (variable light chain sequence VK)

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CEIVMTQSPATVSVSPGERATLSCRASQSVSTNLAWYQQKPGOPPRLLIYGASTRATGIPAR
——————————————————————————— CDR3-—-—-FR4-——————

FSGSGSGAEFTLTISSLOSEDEVVYYCQOYNNWPPAEFGGGTKVEIK

(H) NI-308.6B11 VH (variable heavy chain sequence VH)

R CDR1-————- FR2——————————- CDR2-——————-

CEVQLVQSGAEVKRPGASVKVSCKVSGYTLTELSMEWVRQAPGKGLEWMGGFDPEDGETVYA
I

————— FR3-——————————————————————=====—CDR3---—-——————————FR4——-

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CDIQMTQSPSSLSASVGDRVTITCQASQDISIYLNWYQOKPGKAPKLLIYDASNLETGVPSR
——————————————————————————— CDR3-———-FR4-——————

FSGSGSGTIDFTFTISGLOQPEDVARYYCQQYDDLPITEGQGTRLEIK

Fig. 1 (continued)
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NI-308.6B11 VH - PIMC (variable heavy chain sequence VH)

FR]————mmmmm e CDR1-————-— = N CDR2———————~—
CQVQLVQSGAEVKRPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGFDPEDGETVYA
————— FR3————————————————————————————_CDR3-——————————————FR4———

FRI———==——————————— CDR1-—==-- FR2———==———==— CDR2-———-———
CQVQLVESGGGVVRPGGSLRLSCTASGE TFDEYGMSWVRQVP GKGLEWVSGINWNGATTRYA
————— FR3-——=-——=——=——=———————————————_CDR3-—-——-——-——-FR4—————~

DSVKGREFTISRDNAKNSLYLOMNSLRAEDTALYHCARDGCRNTSCYIWDWEDPWGQGTLVTV

SS

NI-308.46F8 VL (variable light chain sequence VL)

RESGSKSGTSATLGITGLOQTGDEADYYCGTIWDSSLSVVVEGGGTKLTVL

NI-308.46F8 VH - PIMC (variable heavy chain sequence VH)

R CDR1-————- FR2——————————— CDR2-——————-
CEVQLVESGGGVVRPGGSLRLSCTASGF TFDEYGMSWVRQVPGKGLEWVSGINWNGATTRYA
————— FR3-———————————————————————————_CDR3---—-———————FR4-————-

DSVKGRETISRDNAKNSLYLOMNSLRAEDTALYHCARDGCRNTSCYIWDWEDPWGQGTLVTV

SS

(J) NI-308.4M1 VH (variable heavy chain sequence VH)

FRl————————m—mmmmm e CDR1-FR2-—————————— CDR2-——————-
CEVQLVETGGGVVQPGGSLRLSCEASGFTIGTYAMHWVRQFPGKGLDWVAVISFDGTTEYYT
———FR3———— CDR3-———————————— FR4————-

DAVKGREFTISRDNAKNTLYLOMNYLRGDDTAIYFCARDETSSGETGSWIQVPDLWGQGTLVT

VSS

NI-308.4M1 VK (variable light chain sequence VK)

FRl————————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3--
CEIVMTQSPATLSLSPGERATLSCRASQSVTKYLAWYQQKPGOAPRLLIYDVSYRAAGTPAR
——————————————————————————— CDR3-—-—--FR4-—————-

FSGSGSGTIDFTLTISSLEPEDFAVYYCHQRSSWPPVTEFGGGTKVEIK

Fig. 1 (continued)
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(J) NI-308.4M1 VH - PIMC (variable heavy chain sequence VH)

FRl-———————————mm oo CDR1-FR2-—————————— CDR2-———————-
CQVOLVESGGGVVQPGGSLRLSCEASGFTIGTYAMHWVRQFPGKGLDWVAVISFDGTTEYYT
e 1 B e CDR3-———————————— FR4-———-

DAVKGRETISRDNAKNTLYLOMNYLRGDDTAIYFCARDFTSSGETGSWIQVPDLWGQGTLVT

VSS

NI-308.4M1 VK - PIMC (variable light chain sequence VK)

FRl-———————————————————— CDR1-—————- FR2-——————————— CDR2-—--FR3—-
CEIVLTQSPATLSLSPGERATLSCRASQSVTKYLAWYQQKPGQAPRLLIYDVSYRAAGTPAR
——————————————————————————— CDR3-—-—--FR4-—————-

FSGSGSGTIDFTLTISSLEPEDFAVYYCHQRSSWPPVTEFGGGTKVEIK

(K) NI-308.12A3 VH (variable heavy chain sequence VH)

FRl-———————————m— oo CDR1-FR2-—————————— CDR2-———————-
CEVQLVETGGGLVQPGGSLRLSCVGSGFLF SDFEMDWVRQAPGKGLEWISYISGDGNIIYQT
————— FR3-————————————————————————————CDR3-—-—————————FR4-—————

DSVKGRETISRDNAKNSLELOMDSLTVEDTAVYYCARDARENCGGDCYSTSFDEFWGQGTLVT

VSS

NI-308.12A3 VK (variable light chain sequence VK)

FRl-———————————————————— CDR1-———————————— FR2———————————— CDR2--
CDIQMTQSPDSLAVSLGERATINCKSSQSLLYTANNRNYLAWYQKKAGQPPKLLIHWASTRA
—FR3-————— CDR3-———- FR4-—————-

SGVPDRFSGSGSGTDFILTISSLQAEDVAVYFCQHYYNSPRTFGQGTKVEIK

NI-308.12A3 VH - PIMC (variable heavy chain sequence VH)

FRl-———————————m—m oo CDR1-FR2-—————————— CDR2-——————-
CEVQLVESGGGLVQPGGSLRLSCVGSGFLF SDFEMDWVRQAPGKGLEWISYISGDGNIIYQT
————— FR3-———————————————————————————CDR3-—-—————————FR4-—————

DSVKGRETISRDNAKNSLELOMDSLTVEDTAVYYCARDARENCGGDCYSTSFDEWGQGTLVT

VSS

NI-308.12A3 VK - PIMC (variable light chain sequence VK)

FRl-———————————————————— CDR1-———————————- FR2———————————— CDR2--
CDIVMTQSPDSLAVSLGERATINCKSSQSLLYTANNRNYLAWYQKKAGQPPKLLIHWASTRA
B R e CDR3-———- FR4-—————-

SGVPDRFSGSGSGTDFILTISSLQAEDVAVYFCQHYYNSPRTFGQGTKVEIK

Fig. 1 (continued)
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(L) NI-308.16C10 VH (variable heavy chain sequence VH)

FRl-—————————————m—m CDR1--FR2-—————————- CDR2———————-
CEVQLVETGGGVVQPGMSLSLSCAATGFTFSSYGMHWVRQGPGKGPEWVAGIWYDGTNKYYG
————— FR3-———————————————————————————CDR3-—-————————FR4-——————

DSVTGRVTISRDNSKNTLFLOMINVRVEDTAVYYCVKDAERVOKWASYIMDVWGQGTTVTVS

S

NI-308.16C10 VK (variable light chain sequence VK)

FRl-———————————————————— CDR1-——————- FR2-——————————— CDR2---FR3—
CEIVLTQSPGILSLSRGNRVALSCRASRSVNSSYLNWYQQKPGQAPRLLIYGASKRATGISD
——————————————————————————— CDR3--FR4-—————-

RFRGTGSGTDFTLTVARLEPEDIAVYYCQHYGAFGQGTKLEIK

NI-308.16C10 VH - PIMC (variable heavy chain sequence VH)

FRl-—————————————m CDR1--FR2-—————————- CDR2-———————-
CQVOLVESGGGVVQPGMSLSLSCAATGFTFSSYGMHWVRQGPGKGPEWVAGIWYDGTNKYYG
————— FR3-————————————————————————————CDR3-—-———————-FR4-——————

DSVTGRVTISRDNSKNTLELOMINVRVEDTAVYYCVKDAERVQKWASYIMDVWGQGTTVTIVS

S

NI-308.16C10 VK - PIMC (variable light chain sequence VK)

FRl-———————————————————— CDR1-—-—————- FR2———————————— CDR2---FR3—
CEIVLTQSPGILSLSRGNRVALSCRASRSVNSSYLNWYQQKPGQAPRLLIYGASKRATGISD
——————————————————————————— CDR3--FR4-—————-

REFRGTGSGTDFTLTVARLEPEDIAVYYCQHYGAFGQGTKVEIK

Fig. 1 (continued)
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(B) NI-308.1507

1.5
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Fig. 2
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(E) NI-308.18F7

1.5+
a " DPR proteins ECgy [NM]
b= - - B (GA);s 15
i 4 (GP)s
8 v ESf)ﬁ
< * 5
& 0.5 PR)1
L e (PR)s
A  BSA
0.0 T T ]
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é & (PA)s
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(G) NI-308.5G2

1.2-
DPR proteins ECg, [nM]
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Fig. 2 (continued)
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(H) NI-308.46E9

ELISA OD 450 nM

1.5+

1.0

0.0

10°

L) L)
10?2 104 108
NI-308.46E9 [pM]

(1) N1-308.6B11

ELISA OD 450 nM

1.0+

0.8

0.6+

0.4+

0.2+

0.0

10°

1 L]
102 104 10°
NI-308.6B11 [pM]

(J) NI-308.46F8

ELISA OD 450 nM

2.0+

1.54

1.04

0.5

0.0
10°

1 1
102 104 10°¢
NI-308.46F8 [pM]

Fig. 2 (continued)

DPR proteins
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(K) NI-308.4M1

1.6+
¢ DPR proteins
< 1.2- m (GA);s
§ A (GP)s
8 0.8+ ¥ (GR)ss
é ¢ (PA);
d 0.4 e (PR)s
A BSA
0.0 Y T |
10° 102 104 108
NI-308.4M1 [pM]
(L) NI-308.12A3
2.0-
DPR proteins
% 1.54 m  (GA)s
5 A (GP)s
8 1.0 ¥ (GR)s
é ¢ (PA);
o 0.5- ® (PR);s
A  BSA
0.0 T T |
10° 102 104 108
NI-308.12A3 [pM]
(M) NI-308.16C10
2.5+
DPR proteins
2.0-
= . m (GA)s
@1_5- A (GP)s
8 ¥ (GR)ss
é 1.0- & (PA)s
— e (PR)s
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Fig. 2 (continued)
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(A)
ECso [nM]

Antibody Peptide BSA-coupled peptide | Uncoupled peptide
NI-308.18F7 (GA)1s 0.11 0.34
NI-308.1507 (GA)1s 0.41 0.18
NI-308.28G1 (GA)1s 0.66 2.0
NI-308.45C2 (GA)1s 15.2 1.1
NI-308.24E11 (PR)1s > 200 11.3
NI-308.16C10 (PR)1s 91.1 3.5
NI-308.5G2 (GP)1s 0.21 0.40
NI-308.12A3 (GP)1s 6.1 2.2
NI-308.46E9 (GP)1s 12.1 22.0
NI-308.6B11 (GR)1s NA 1.3
NI-308.46F8 (GR)1s NA 90.3
NI-308.4M1 (PA)1s 0.14 0.10

(B) N1-308.18F7

1.5+
% :
3 1.0- DPR protein ECso [NM]
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O m (GA): 0.34
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w
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(C) NI-308.1507
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Z .
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E A BSA-(GA);s 0.41
O m (GA)s 0.18
& 0.5 A BSA
|
w

0.0+

10° 102 104 108

NI-308.1507 [pM]

Fig. 3



(D) NI-308.28G1
1.5+

1.04
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0.0

13/35
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Fig. 3 (continued)
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(G) NI-308.5G2
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(A) ECso [I'IM]

Antibody (GA). (GA)s (GA)4 (GA)s (GA)s | (GA)1o | (GA)20
NI-308.1507 - - - >150 7.9 0.37 0.54
NI-308.18F7 - - - - >200 0.78 0.83
NI-308.28G1 - - - >200 6.3 0.9 1.1
NI-308.45C2 - - - - >200 7.6 9.6
NI-308.6B11 - B - - >200 27.7 33.6
NI-308.5G2 - - - - >200 5.7 18.2

(B)
ECso [nM]

Antibody | (GP): | (GP)s | (GP) | (GP)s | (GP)s | (GPho | (GP)o
NI-308.5G2 - - - >200 26.8 0.94 0.47
NI-308.46E9 - - - - - 63.3 15.5

(C) ECso [nM]

Antibody (GR)2 | (GR)s | (GR)a | (GR)s | (GR)s | (GR)io | (GR)20

NI-308.6B11 - 14.3 13.2 0.47 0.33 1.3 0.25
(D) ECso [nM]

Antibody (PR); (PR)s (PR)a (PR)s (PR)e (PR)10 (PR)20

NI-308.24E11 - - - - >200 31.7 11.3
(E) ECso [nM]

Antibody (PA). (PA); (PA)4 (PA)s (PA)s | (PA)wo | (PA)2

NI-308.4M1 - - - 26.9 4.3 0.06 0.06
(F) NI-308.1507

1.8+ DPR proteins  ECgo [NM]
= 159 o (GA)
§ 1.2- m (GA)
3 0.0 A (GA),
o v (GA); > 150
B 061 s (GA); 7.9
w 0.3- L (GA)y 0.37

' i+ (GAayp 0.54
0.0 T T 1
10° 102 104 10¢

NI-308.1507 [pM]

Fig. 7
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Fig. 7 (continued)
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Fig. 7 (continued)
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(A)
ECso [nM]

Antibody (GA)2 (GA)s (GA)a | (GA)s (GA)s | (GA)wo | (GA)20
NI-308.1507 - - - - - >400 9.0
NI-308.18F7 - - - - - 0.34 0.45
NI-308.28G1 - - - - - 0.46 0.40
(B)

ECso [nM]

Antibody (GA): | (GA): | (GA)s | (GA)s | (GA)s | (GA)w | (GA)x
NI-308.5G2 - - - - - - 38.2
(C) NI-308.1507

DPR proteins  ECgo [NnM]
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e (GA),
% 0.84 | (GA)S
3 A (GA)
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Fig. 8 (continued)
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ECso [nM]
indirect ELISA Sandwich ELISA
Antibody monomeric (GA);s | aggregated (GA);s | monomeric (GA)1s | aggregated (GA);s
NI-308.18F7 0.87 0.89 0.64 2.9
NI-308.1507 0.53 0.78 6.3 8.1
Fig. 9

(A)

(B)
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(A) NI-308.18F7
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Fig. 12
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(B) NI-308.1507
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Fig. 12 (continued)
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