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Acquire sequence variation data to be subjected to analysis
Perform feature extraction on said sequence variation data,

so as to obtain a first variation feature set and a second
variation feature set

Input the first variation feature set into a trained first phenotype
relationship prediction model, so as to obtain a first phenotype
relationship prediction result, and input the second variation
feature set into a trained second phenotype relationship
prediction model, so as to obtain a second phenotype relationship
prediction result

Take a union of the first phenotype relationship prediction result
and the second phenotype relationship prediction result, so as
to obtain a third phenctype relationship prediction result

(57) Abstract: A sequence variation analysis method and system, and a storage medium, which relate to the technical field of gene
detection. The sequence variation analysis method comprises the following steps: acquiring sequence variation data to be subjected to
analysis; performing feature extraction on said sequence variation data, so as to obtain a first variation feature set and a second variation
feature set; inputting the first variation feature set into a trained first phenotype relationship prediction model, so as to obtain a first
phenotype relationship prediction result, and inputting the second variation feature set into a trained second phenotype relationship
prediction model, so as to obtain a second phenotype relationship prediction result; and taking a union of the first phenotype relationship
prediction result and the second phenotype relationship prediction result, so as to obtain a third phenotype relationship prediction result.
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