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Human TL1A binding ELISA
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Human TL1A binding ELISA
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Human TL1A binding ELISA
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Human TNFa binding ELISA
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Human TNFa binding ELISA
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Human TNFa binding ELISA
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Human TNFa binding ELISA

~-

RN

IIFP-4
TNFR2 ECD-Fc &
hFc

¥
o

4 «2 ]
LOG[Dose] (nM)

FIG. 8



WO 2025/160334 PCT/US2025/012859

5/17

Human LIGHT binding ELISA
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Human LIGHT binding ELISA
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Human LIGHT binding ELISA
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Human LIGHT binding ELISA
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Human FASL binding ELISA
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Human FASL binding ELISA
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Human FASL binding ELISA
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Human TNFa binding ELISA
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Human TL1A Binding ELISA
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Inhibition of NFxB activation
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Apoptosis driven by TLIA
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Inflamed Joints
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Serum Samples
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