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5

N S S R R RN

%:

%
7
B
2 "%:?éé”
7
Z
7
7

N
N
Y S
3 N R/
N
R N
3 AN ¥

28/30



WO 2021/254299 PCT/CN2021/099932
Figure 21
140
-
. *
L)
% "
2 e s
§ 1 = £
5 s ASD
,g N & 8
‘E o NS SN
- = § 8 MR .
b & N ¥y . ':\“
m \\\\“\\\ \\\\:\: N
‘ﬁ‘z " o e Ny
& W
N
<8
10 1 3 H
= & &
_ i&é’ & Q:‘v
& & o
S & &
5 & &
& o o
& & o
N3 N
¥ S
&
?..

29/30



WO 2021/254299 PCT/CN2021/099932

Figure 22

1000 e o R R

Sensitivity: 508 |

40 b Specificity: 915 I o g
- Criterion: >0.531 |

Sensitivity
[ ¢ 3

2% — - ST — ........ . AAAAA

TR N N
0 20 40 60 80 100
100-Specificity

30/30



