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SEQUENCE LISTING
<110> Astellas Pharma Inc.

<120> COMBINATION THERAPY INVOLVING ANTIBODIES AGAINST CLAUDIN 18.2 FOR
TREATMENT OF CANCER

<130> FA1535-22046

<1505 US 63/166, 019
Q515 2021-03-25

160> 72

170> Patentln version 3.5

210> 1

211> 261

<212> PRT

<213> Homo sapiens

<400 1 |

¥et'AIa Val Thr éla Cys GIn Gly Leu ?6y Phe Val Val Ser %gu e

Gly Ile Ala Gly Ile Ile Ala Ala Thr Cys Met Asp GiIn Trp Ser Thr
20 25 | 30

GIn Asp Leu Tyr Asn Asn Pro Val Thr Ala Val Phe Asn Tyr GIn Gly
- 35 40 45

Leu Trp Arg Ser Cys Val Arg Glu Ser Ser Gly Phe Thr Glu Cys Arg
50 55 60

Gly Tyr Phe Thr Leu Leu Gly Leu Pro Ala Met Leu GIn Ala Val Arg
65 70 75 80

Ala Leu Met Ile Val Gly Ile Val Leu Gly Ala Ile Gly Leu Leu Val
85 _ 90 95

Ser lle Phe ?68 Leu Lys Cys Ile Arg Ile Gly Ser Met ? Asp Ser

lu
105 10

Ala Lys Ala Asn Met Thr Leu Thr Ser Gly Ile Met Phe Ile Val Ser
115 120 125

Gly Leu Cys Ala Ile Ala Gly Val Ser Val Phe Ala Asn Met Leu Val
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130 135 140

Thr Asn Phe Trp Met Ser Thr Ala Asn Met {gg Thr Gly Met Gly ?

ly
145 150 60

Met Val GIn Thr Val Gln Thr Arg Tyr Thr Phe Gly Ala Ala Leu Phe
' 165 170 , 175

Val Gly Trp Val Ala Gly Gly Leu Thr Leu lle Gly Gly Val Met Met
180 ' 185 190

Cys Ile Ala Cys Arg Gly Leu Ala Pro Glu Glu Thr Asn Tyr Lys Ala
195 200 205

Val Ser Tyr His Ala Ser Gly His Ser Val Ala Tyr Lys Pro Gly Gly
210 215 220

Phe Lys Ala Ser Thr Gly Phe Gly Ser Asn Thr Lys Asn Lys Lys lle
225 230 235 240

Tyr Asp Gly Gly Ala Arg Thr Glu Asp Glu Val GIn Ser Tyr Pro Ser
245 - 250 255

Lys His Asp Tyr Val

Q10> 2

Q11> 261

<212> PRT

<213> Homo sapiens
<400 2

¥et Ser Thr Thr ghr Cys GIn Val Vval ?6a Phe Leu Leu Ser

Gly Leu Ala Gly Cys Ile Ala Ala ThrVGIy Met Asp Met Trp Ser Thr
20 ' 25 . 30

GIn Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe GIn Tyr Glu Gly
35 40 45

Leu Trp Arg Ser Cys Val Arg GlIn Ser Ser Gly Phe Thr Glu Cys Arg
50 , 55 60
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Pro Tyr Phe Thr Ile Leu Gly Leu Pro Ala Met Leu Gln Ala Val Arg
65 70 75 80

Ala Leu Met Ile Val Gly Ile Val Leu Gly Ala lle Gly Leu Leu Val
: 85 90 95

Ser Ile Phe Ala Leu Lys Cys lle Arg lle Gly Ser Met Glu Asp Ser
100 : 105 _ 1

lu
10

Asn Met Thr Leu Thr Ser Gly lle Met Phe Ile Val Ser

Ala Lys Ala
115 120 125

Gly Leu Cys Ala Ile Ala Gly Val Ser Val Phe Ala Asn Met Leu Val
130 135 , 140

Thr Asn Phe Trp Met Ser Thr Ala Asn Met Tyr Thr Gly Met Gly G
145 150 155 1

Met Val Gln Thr ¥gé GIn Thr Arg Tyr {?6 Phe Gly Ala Ala Leu Phe

Val Gly Trp Val Ala Gly Gly Leu Thr Leu Ile Gly Gly Val Met Met
_ - 180 ' 185 190

Cys ile Ala Cys Arg Gly Leu Ala Pro Glu Glu Thr Asn Tyr Lys Ala
195 200 - 205

Val Ser Tyr His Ala Ser g{

His Ser Val Ala Tyr Lys Pro Gly Gly
210 ' 220 ‘

y
5

Phe Lys Ala Ser Thr Gly Phe GIy Ser Asn Thr Lys Asn Lys Lys Ile
225 230 235 240

Tyr Asp Gly Gly Ala Arg Thr Glu Asp Glu Val GIn Ser Tyr Pro Ser
245 250 255

Lys His Asp Tyr Val
260

210> 3

211> 10

<212> PRT

<213> Homo sapiens
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<400> 3

?sp Gln Trp Ser ghr Gin Asp Leu Tyr ?Sn

210> 4

Q11> 11

<{212> PRT

<{213> Homo sapiens

<400> 4

?sn Asn Pro Val ghr Ala Val Phe Asn {5r GiIn

210> 5

211> 14

<{212> PRT.

<213> Homo sapiens

<400> 5

?er Thr Gin Asp %eu Tyr Asn Asn Pro ¥SI Thr Ala Val Phe

210> 6

Q11> 13

212> PRT

<{213> Homo sapiens

<400> 6

Ihr Asn Phe Trp get Ser Thr Ala Asn ¥8t Tyr Thr Gly

Q10> 7

211> 13

<212> PRT

<213> Homo sapiens

<400> 7

?sp Ser Ala Lys éla Asn Met Thr Leu Igr Ser Gly Ile

210> 8

211> 55

<212> PRT

<213> Homo sapiens

<400> 8
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¥et Asp- GIn Trp ger Thr GIn Asp Leu {5r Asn Asn Pro Val_{gr Ala

Val Phe Asn Tyr GIn Gly Leu Trp Arg Ser Cys Val Arg Glu Ser Ser
20 : 25 30

Gly Phe Thr Glu Cys Arg Gly Tyr Phe Thr Leu Leu Gly Leu Pro Ala
35 40 45

Met Leu GIn Ala Val Arg Ala
50 59

210> 9

Q211> 24

<212> PRT

<213> Homo sapiens

<4007 9

?he Ala Leu Lys gys Ile Arg lle Gly ?gr Met Glu Asp Ser ?éa Lys

Ala Asn Met ;Br Leu Thr Ser Gly -

<210> 10
211> 40
212> PRT
<213> Homo sapiens

<400> 10

?Ia Asn Met Leu gal Thr Asn Phe Trp ¥8t Ser Thr Ala Asn ¥gt Tyr

Thr Gly Met Gly Gly Met Val GIn Thr Val GIn Thr Arg Tyr Thr Phe
20 : 25 30

Gly Ala Ala Leu Phe Val Gly Trp
35 40

210> 11

211> 153

<212> PRT

<213> Homo sapiens

<400> 11
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¥et Asp GIn Trp ger Thr GIn Asp Leu {5r Asn Asn Pro Val I?r Ala

Val Phe Asn Tyr GIn Gly Leu Trp Arg Ser Cys Val Arg Glu Ser Ser
20 ‘ ‘ 25 30
Gly Phe Thr Glu Cys Arg Gly Tyr Phe Thr Leu Leu Gly Leu Pro Ala
35 40 , 45
Met Léu-Gln Ala Val Arg Ala Leu Met |le Val Gly Ilé Val Leu Gly
50 - 55 60

Ala Ile Gly Leu Leu Val Ser Ile Phe Ala Leu Lys Cys Ille Aré Ile
65 70 75 80

Gly Ser Met Glu Asp Ser Ala‘Lys Ala Asn Met Thr Leu Thr Ser Gly
85 ' - 90 , 95
Ile Met Phe |le Val Ser Gly Leu Cys Ala Ile Ala Gly Val Ser Val
100 , 105 , ' 110

Phe Ala Asn Met Leu Val Thr Asn Phe Trp Met Ser Thr Ala Asn Met
115 : 120 125

Tyr Thr Gly Met Gly Gly Met Val Gln Thr Val GIn Thr Arg Tyr Thr
130 135 140 '

Phe Gly Ala Ala Leu Phe Val Gly Trp
145 150

<210 12

Q11> 107

<212> PRT

213> Artificial

<220, '
<223> Description of artificial sequence: Translation of PCR product

<4007 12 _
?rg Thr Val AIa-éIa Pro Ser Val Phe {ée Phe Pro Pro Ser ?gp Glu

GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
20 25 30
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Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn
35 40 45 .
Ser Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser
50 55 60
Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
65 70 [ 80
Lys His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser
85 90 95

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys

100 105
210> 13
Q11> 326
<212> PRT
<213> Artificial
<220>

<223> Description of artificial sequence: Translation of PCR product
<400> 13 |
?Iy Pro Ser Val Ehe Pro Leu Ala Pro §8r Ser Lys Ser Thr ?gr Gly

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro
- 20 25 - 30

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr
35 40 45

Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val
50 55 : 60

Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn

65 . 70 . 75 | 80

Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro
85 -90 95

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu



100 105

Gly Pro Ser Val Phe Leu

Leu Leu Gly
| 115 120

Thr Leu Met Ile Ser Arg Thr Pro Glu
130 135

Val Ser His Glu Asp Pro Glu Val Lys
145 150

Val Glu Val His ?EE Ala Lys Thr Lys

Ser Thr Tyr Arg Val Val Ser Val Leu
180 185

Leu Asn Gly Lys Glu Tyr Lys Cys Lys
195 - 200

Ala Pro |le Glu Lys Thr Ser Lys

Tle
210 " 915

Pro GIn Val Tyr Thr Leu Pro Pro Ser
225 230

Gln Val Ser Leu ;Hg Cys Leu Val Lys

Ala Val Glu Trp Glu Ser Asn Gly GlIn
260 265

Thr Pro Pro Val Leu Asp Ser Asp Gly
275 - 280

~ Leu Thr Val Asp Lys Ser Arg Trp GIn
290 295

Ser Val Met His Glu é Leu His Asn

la

305 10

Ser Leu Ser Pro Gly Lys
325

8/ 62

Phe Pro Pro. Lys
. 125

Val Thr Cys Val
140

Phe Asn Trp Tyr
- 155

Pro Arg Glu Glu
170

Thr Val Leu His

Val Ser Ash Lys
- 205

Ala Lys Gly GIn

220

Arg Asp Glu Leu
235

Gly Phe Tyr Pro
250

Pro Glu Asn Asn

Ser Phe Phe Leu
' 285

Gln Gly Asn Val
300

His Tyr Thr Gin
315

PCT/JP2022/017017

110

Pro Lys Asp
Val Val Asp
Val Asp ?
Gin Tyr Asn

Asp Trp

-

Ala Leu Pro
Pro Arg Glu

Thr Lys Asn
240

Ser Asp lle
255

Tyr Lys Thr
270

Tyr Ser Lys

Phe Ser Cys

Lys Ser Leu
320
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210> 14
211> 466
<212> PRT
213> Artificial

<220 : -
<223> Description of artificial sequence: chimeric monoclonal antibody

<400> 14 |
¥et Glu Trp Thr grp Val Phe Leu Phe %gu Leu Ser Val Thr ?éa Gly

Val His Ser GIn Val GIn Leu Gln GIn Ser Gly Ala Glu Leu Met Lys
20 25 30

Pro Gly Ala Ser Val Lys lle Ser Cys Lys Ala Thr Gly Tyr Thr Phe
35 40 45

Ser Ser Tyr Trp lle Glu Trp Val Lys GIn Arg Pro Gly His Gly Leu
50 55 60

Glu Trp Ile Gly Glu Ile Leu Pro Gly Ser Gly Ser Thr Asn Tyr Asn
65 , 70 _ 79 80

Glu Lys Phe Lys Gly Lys Ala Thr Phe Thr Ala Asp Thr Ser Ser Asn
85 90 95

Thr Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val
100 105 110

Tyr Tyr Cys Ala Arg Tyr Asp Tyr Pro Trp Phe Ala Tyr Trp Gly GIn
115 120 125

Gly Thr Leu Val Thf Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val
130 135 ' 140

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
145 150 - ‘ 155 160

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
, 165 170 . 175

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val



180

Leu GIn Ser Ser Gly Leu Tyr Ser

195

Ser Ser Ser Leu
210

Pro Ser Asn Thr
- 225

Lys Thr His Thr

Pro Ser Val Phe
260

Ser Arg Thr Pro
275

Asp Pro Glu Val
290

| Asn Ala Lys Thr
305

Val Val Ser Val
Glu Tyr Lys Cys
340

Lys Thr Ile Ser
355

Thr Leu Pro Pro
: 370

Thr Cys Leu Val
385

Glu Ser Asn Gly

200

Giy Thr Gln Thr
- 215

Lys Val Asp Lys
230

Cys

Pro Pro Cys
245 .

Leu Phe Pro Pro

Glu Val Thr Cys

280

Phe Asn Trp
| 295

Lys

Pro Arg Glu
310

Lys

Leu Thr Val Leu

325

Lys Val Ser Asn

Lys Ala Lys Gly

360

Arg Asp Glu
375

Ser

Gly Phe Tyr
390

Lys

Gln
405

185

Leu

Tyr

Lys

Pro

Tyr

Glu

His

Lys

345

GIn

Leu

Pro

Pro Glu Asn Asn

- 10/ 62

Ser

[le

Val

Pro

Val

Val

GlIn

Ala

Pro

Thr

Ser

Ser Val Val

205

Asn Val

220

Cys

Glu Pro Lys
235

Pro Glu Leu

Lys Asp Thr

Val
285

Asp

Trp Leu

Leu Pro Ala

Arg Glu Pro

365

Lys Asn Glin

380

Asp lle Ala
395 ’

Lys Thr Thr

Asp Val

PCT/JP2022/017017

190

Thr Val Pro
Asn His Lys

Ser Cys Asp
240

Leu Gly Gly
2

ly
55
Met Ile

Leu
270

Ser His Glu

Glu Val His

Thr Tyr Arg

-320

Gly Lys
335

Asn

Pro lle Glu
350

GIn Val Tyr

Val Ser Leu

Val Glu Trp

400

Pro Val
415

Pro
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Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
420 425 430

Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His
435 440 . 445

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
450 : 455 460

Gly Lys
465

<210> 15

<211> 467

<212> PRT

<213> Artificial

<220 . -
<223> Description of artificial sequence: chimeric monoclonal antibody

<400> 15

¥et Asp Trp Leu ;rp Asn'Leu Leu Phe %gu Met Ala Ala Ala ?én Ser

Ile GIn-Ala GIn Ile GIn Leu Val GIn Ser Gly Pro Glu Leu Lys Lys
v 20 25 30

Pro Gly Glu Thr Val Lys lle Ser Cys Lys Ala Ser Gly Tyr Thr Phe

' 35 40 45 ,

Thr Asn Tyr Gly Met Asn Trp Val Lys Gln'AIa Pro Gly Lys Gly Leu
50 - 55 ' 60 ‘

Lys Trp Met Gly Trp Ile Asn Thr Asn Thr Gly Glu Pro Thr Tyr Ala

65 70 - 75 80

Glu Glu Phe Lys Gly Arg Phe Ala'Phe Ser Leu Glu Thr Ser Ala Ser

. 85 90 95
Thr Ala Tyr Leu GIn Ile Asn Asn Leu Lys Asn Glu Asp {?5 Ala Thr

100 105

Tyr Phe Cys Ala Arg Leu Gly Phe Gly Asn Ala Met Asp Tyr Trp Gly



115

GIn Gly Thr Ser Val Thr

130

Val Phe Pro Leu Ala Pro
145 150

Ala Leu Val

165

Leu Gly Cys

Trp Asn Ser Gly Ala

180

Sér

Val Leu GIn Ser

195

Ser Gly

Ser Ser Ser Leu Gly

Pro
_ 210

Thr Lys
230

Pro Ser Asn

Thr Cys
245

Asp Lys Thr His

Gly Pro Ser Val

Phe Leu
260 '

[le Ser Arg Thr Pro Glu

275

Asp Pro Glu
290

Glu Val Lys

His Asn Ala Lys
305

Thr Lys
310

Val Leu
325

Arg Val Val Ser

Lys Glu Tyr Lys Cys Lys
340

120

Val Ser Ser Ala
135

Ser Sér Lys Ser

Asp Tyr Phe
170

Lys

Thr Ser
185

Leu Gly

Tyr Ser
200

Leu Leu

Thr Gln Thr Tyr

215

Va] Asp Lys Lys

Pro

Pro Pro Cys
- 250

Pro Pro Lys
265

Phe

Val Thr Cys Val

280

Phe
295

Asn Trp Tyr

Pro Arg Glu Glu

Thr Val Leu His

330

Val Ser Asn
345

Lys

Ile Cys Asn

PCT/JP2022/017017
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125

Ser Thr Lys Gly Pro Ser
140

Thr Ser Gly Gly Thr Ala
155 160

Pro Glu Pro Val Thr Val
175

Phe Pro Ala
190

Val His Thr

Ser Ser Val Val

205

Val Thr

Val Asn His

220

Val Glu Pro Lys Ser
235

Cys
240

Ala Pro Glu Leu Leu Gly

255

Thr Leu
270

Pro Lys Asp Met

Val Val Asp
285

Val Ser His

Val Asp Gly Val

Val Glu
300 .

Ser Thr Tyr

320

Gin Tyr Asn
315

Leu Asn Gly
335

GlIn Asp Trp

Ala Leu Pro Ala Pro
350



13 62

Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val
355 360 365

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
370 375 380

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
385 390 395 400

Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
405 410 | 415

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser‘Lys Leu Thr Val
420 ‘ 425 430

| Asp Lys Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met
435 440 445

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
450 455 460

Pro Gly Lys
465

<210> 16

<211> 465

<212> PRT

213> Artificial

<220

PCT/JPR022/017017

<223> Description of artificial sequence: chimeric monoc lonal antibody |

<400> 16 _ »
¥et Glu Trp Ile grp Ile Phe Leu Phe {6e Leu Ser Gly Thr ?%a Gly

Val His Ser GIn Val GIn Leu GIn GIn Ser Gly Ala Glu Leu Ala Arg
20 25 30

Pro Gly ééa Ser Val Lys Leu Sgr Cys Lys Ala Ser géy Tyr Thr Phe

Thr Asp Tyr Tyr Ile Asn Trp.Val Lys Gln Arg Thr Gly Gin Gly Leu



50

Glu Trp lle Gly Glu
65

Glu Lys Phe Lys Gly
85

Thr Ala Tyr Met Gin
100

Tyr Phe Cy
11

S
5
Thr

Thr
130

Leu Thr Val

" Pro Leu Ala Pro Ser

145

Gly Leu Val Lys

165

Cys

Ser Gly Ala Leu
180

Asn

Ser Gly Leu
195

Gin Ser

Ser Leu Gly Thr

210

Ser

Ser Asn Thr Lys Val

225

Thr
245

Phe Leu Phe

Ser Val
’ 260

Arg Thr
275

His Thr Cys Pro

55

Ile Tyr
0

Lys Ala

Leu Ser

Ala Arg Ser Tyr

Ser Ser
135

Ser Lys
150

Asp Tyr
Thr Ser

Tyr Ser

GIn Thr

215

Asp Lys
230

Pro Cys

Pro Pro

14/ 62
60
Pro Gly Ser Gly Asn
75
Thr Leu Thr Ala Asp
- 90
Ser Leu Thr Ser Glu
105

Gly Ala Phe Asp Tyr
120

Ala Ser Thr Lys ?

Ser Thr Ser ?

Phe Pro Glu Pro Val
170

Gly Val His Thr Phe
185

Leu Ser Ser Val Val

200 :

Tyr lle Cys Asn Val
220

Lys Val Glu Pro Lys
235

Pro Ala Pro Glu Leu
250 :

Lys Pro Lys Asp Thr
265

Pro Glu Val Thr Cys Val Val Val Asp Val

280

Thr Ala Ala

PCT/UP2022/017017

Thr Tyr Tyr Asn
80

Lys Ser Ser Ser
95

Asp Ser Ala Val

110

Trp Gly GIn
125

Gly

Pro Ser Val Phe

Leu
160

Thr Val Ser
175

Trp

Pro Ala Val
190

Leu

Thr Val Pro Ser
205

Asn His Lys Pro

Ser Cys Asp Lys
240

Leu Gly Gly Pro
255

Leu Met Ile Ser
270

Ser His Glu Asp
285
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Pro Glu Val Lys Phe Ash Trp Tyr Val Asp Gly Val Glu Val His Asn
290 295 300 '

Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg Val
305 310 ' 315 320

Val Ser Val Leu Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu
325 330 - 335

Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
340 345 350

Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro GIn Val Tyr Thr
355 360 o 365

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr
370 , 375 380

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu
385 390 . 395 . 400

Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
405 410 415 ,

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
420 _ 425 430

Ser Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser Val Met His Glu
435 440 445

Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
450 455 460

Lys
465

210> 17
211> 467
<212 PRT
<213> Artificial

<2207 :
<223> Description of artificial sequence: chimeric monoclonal antibody
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<400> 17
¥et Gly Trp Ser gys [le Ile Leu Phe'%gu Val Ala Thr Ala Igr Gly

Val His Ser GIn Val GIn Leu GIn Gln Pro Gly Ala Glu Leu Val Arg
: 20 : 25 30

Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 40 45 .

Thr Ser Tyr Trp |le Asn Trp Val Lys Gln Arg Pro Gly Gln Gly Leu
50 - b5 60

Glu Trp 1le Gly Asn Ile Tyr Pro Ser Asp Ser Tyr Thr Asn Tyr Asn
65 70 75 80

GIn Lys Phe Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser
_ 85 90 95

Thr Ala Tyr ¥86 Gin Leu Ser Ser Pro Thr Ser Glu Asp ?? Ala Val

105

Tyr Tyr Cys Thr Arg Ser Trp Arg Gly Asn Ser Phe Asp Tyr Trp Gly
115 120 125

GIn Gly Thr Thr Leu Thr Val Ser Sér Ala Ser Thr Lys Gly Pro Ser
130 135 140 _

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr A
145 150 - 155 1

Ala Leu Gly Cys %ggvVaI Lys Asp Tyr-??g Pro Glu Pro Val Thr Val.

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
180 185 190

Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
195 200 - 205

Pro Ser Ser Ser Leu Gly Thr GIn Thr Tyr Ile Cys Asn Val Asn His
210 215 220 '



Lys Pro Ser Asn Thr
225

Asp Lys Thr His Thr
245

Gly Pro Ser Val Phe
' 260
[le Ser Arg Thr Pro
275

Glu Asp Pro Glu Val
290

His Asn Ala Lys Thr
305

Arg Val Val Ser Val
325

Lys Glu Tyr Lys Cys
340

Glu Lys Thr Ile Ser
355

Tyr Thk Leu Pro Pro

Leu Thr Cys Leu Val
385

Trp Glu Ser Asn Gly
405

Val Leu Asp Ser Asp Gly Ser Phe Phe
420 ,

Lys

230

Cys

Leu

Glu

Lys

Lys

Lys

Ser

Lys

390

Gln

Val Asp Lys

Pro Pro Cys

Phe Pro Pro

265

Val Thr Cys
280

Phe Asn Trp
295

Pro Arg Glu

Thr Val Leu

17/ 62

Lys Val Glu Pro Lys
235

Pro Ala
250

Pro Glu Leu

Asp Thr
270

Lys Pro Lys

Val Val Val Asp Val

285

Tyr Val Asp Gly Val

300

Glu GIn Tyr'Asn Ser

315

His GIn Asp Trp Leu

330

Val Ser Asn
345

Ala Lys Gly
360

Arg Asp Glu
375
Gly Phe Tyr

Pro Glu Asn

425

Lys Ala Pro Ala

350

Leu

GlIn Pro Arg Glu Pro

365

Leu Thr Lys Asn GIn

380

Pro Ser Asp Ile Ala

395

Asn Tyr Lys Thr Thr

410

Lys Leu
430

Leu Tyr Ser

Asp Lys Seg Arg Trp GIn GIn Gly Asn Val Phe Ser Cys Ser

440

445

Asn

Val

PCT/JP2022/017017

Ser Cys
240

Leu Gly

255

Leu Met

Ser His

Glu Val

Thr Tyr

320

Gly
335

Pro Ile
Gin Val
Ser

Val

Pro Pro

415

Thr Val

Val Met
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His Glu Ala Leu His Asn His Tyr Thr Gln Lys iga Leu Ser Leu Ser

450

Pro Gly Lys

465

<2107
<211
<212y
<13

<2207
223>

<4007

18
466
PRT
Artificial -

455

Description of artificial sequence: chimeric monoclonal antibody

18

¥et Glu Trp Arg éle Phe Leu Phe Ile %gu Ser Gly Thr Ala ?éy Val

His Ser Gin ggl GIn Leu GIn GIn

Gly Ala Ser Val Lys Met Ser Cys
35 40

Ser Gly Pro Glu Leu Val Lys Pro’
25 30

Lys Ala Ser Gly Zgr Thr Phe Thr

- Asp Tyr Val Ile Ser Trp Val Lys Gin Arg Thr Gly Gin Gly Leu Glu
50 55 60

Trp Ile Gly Glu Ile Tyr Pro Gly Ser Gly Ser Thr Tyr Tyr Asn Glu
65 70 : 75 80

Lys Phe Lys Gly Lys Ala

85

Thr Leu

Ala Tyr Met ?68 Leu Ser Ser Leu

Phe Cys Ala Arg Gly Val Leu Leu

115

120

Gly Thr Ser Val Thr Val Ser Ser

130

135

Phe Pro Leu Ala Pro Ser Ser Lys

145

Thr Ala Asp Lys Ser Ser Asn Thr
90 N 95

Thr Ser Glu Asp Ser Ala Val Tyr
105 110

Arg Ala Met Asp {%E Trp Gly Gin

Ala Ser Thr Lys Gly Pro Ser Val
140

Ser Thr Ser Gly Gly Thr Ala Ala
159 _ 160



Val

Leu Gly Cys Leu
_ 165

Trp Asn Ser Gly Ala
B 180
Leu GIn Ser Ser Gly
195

Ser Ser Ser Leu Gly
210

Pro Ser Asn Thr Lys
225

Lys Thr His Thr Cys
245

Pro Ser Val Phe Leu
- 260

Ser Arg Thr Pro Glu
275

Asp Pro Glu Val Lys
290 :

Asn Ala Lys Thr Lys
305

Val Val Ser Val Leu
325

Glu TyrvLys Cys Lys
340

Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro
355 360

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr

370

Lys Asp Tyr

Leu Thr Ser

Ser
200

Leu Tyr
Thr GIn Thr
215
Val Asp

230

Lys

Pro Pro Cys

Phe Pro Pro

Val Thr Cys

280

Phe Asn
295

Trp

Pro Arg Glu

310
Thr Val Leu

Val Ser Asn

375

19 62

Phe Pro Glu Pro Val
170

Gly Val His Thr Phe
185

Ser Val Val
205

Leu Ser

Cys Asn Val

Tyr lle
, 220

Lys Val Glu Pro Lys

235

Pro Ala
250

Lys Pro Lys Asp Thr

265

Val Val Val Asp Val

285

Tyr Val Asp Gly Val

300

Glu GIn Tyr Asn Ser

315

His Gln
330

Lys Ala

Leu Pro Ala
345 '

Pro Glu Leu L

Asp Trp Leu Asn

PCT/JP2022/01'7‘017

Thr Val
175

Pro Ala
190
Thr Val

Asn His

His
Glu Val
Thr Tyr
S

Pro lle

350

Arg Glu Pro GIn Val
365

Lys Asn GIn Val Ser
380 :

Ser
Val
Pro

Lys

Glu
His
Arg
320
Lys
Glu

Tyr

Leu
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Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
385 390 395 _ 400

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
‘ 405 410 415

V~Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
420 425 430
Lys Ser Arg Trp GIn Gin Gly Asn Val Phe Ser Cys Ser Val Met His
435 440 445

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
450 455 460

Gly Lys
465

<210> 19

<211> 469

<212> PRT

213> Artificial

<2207
<223> Description of artificial‘sequence: chimeric monoclonal antibody

<400> 19
. ¥et Asp Trp Ile Erp Ile Met Leu His %Su Leu Ala Ala Ala Igr Gly

[le GIn Ser GIn Val His Leu GIn Gin Ser Gly Ser Glu Leu Arg Ser
20 25 : 30
| Pro Gly Ser Ser Val Lys Leu Ser Cys Lys Asp Phe Asp Ser Glu Val
35 40 45

Phe Pro Phe Ala Tyr Met Ser Trp Ile Arg GIn Lys Pro Gly His Gly
50 55 . 60

Phe Glu Trp Ile Gly Asp lle Leu Pro Ser lle Gly Arg Thr Ile Tyr
65 70 75 80

Gly Glu Lys Phe Glu Asp Lys Ala Thr Leu Asp Ala Asp Thr Val Ser
85 90 95



Asn Thr Ala Tyr Leu Glu Leu Asn Ser
100 105

[le Tyr Tyr Cys Ala Arg Gly Glu Gly
115 120

GIn Gly Thr Leu Val Thr Val

Trp G
1 135

ly
30
Ala Pro Ser

Pro Ser Val Phe Pro Leu
145 150

Thr Ala Ala Leu ? Cys Leu Val Lys

ly
65

Thr Val Ser Trp Asn Ser Gly Ala Leu
180 185

Ser Gly Leu

Pro Ala Val Leu Gln Ser
195 200

Thr Val Pro Ser Ser Ser Leu Gly Thr
210 215

Asn His Lys Pro Ser égg Thr Lys Val

225 -

Ser Cys Asp Lys ;2; His Thr Cys Pro

Phe Leu Phe

Leu Gly Gly Pro Ser Val
260 265

Leu Met Ile Ser Arg Thr Pro Glu Val
275 280

Val Lys Phe

Ser His Glu Asp Pro Glu
290 295

Giu Val His Asn Ala Lys
305 310

Thr Lys Pro

21/ 62

.PCUJP2022/017017

Leu Thr Ser Glu Asp Sef Ala

Tyr Gly
Ser Ala

Ser Lys
155

Asp Tyr
170

Thr Ser
Tyr Ser
GIn Thr

Asp Lys
235

Pro Cys
250

Pro Pro
Thr Cys

Asn Trp

Arg Glu
315

110

Ala Trp Phe
125

Ala Ser Thr
140

Ser Thr Ser
Phe Pro Glu

Gly Val His
190

Leu Ser Ser
205

Tyr Ile Cys
220

Lys Val Glu
Pro Ala Pro

Lys Pro Lys
270

Val Val Val
285

Tyr Val Asp
300

Glu GIn Tyr

Ala Tyr

Thr Phe
Val Val
Asn Val
Pro Lys

240
Glu Leu
255
Asp Thr
Asp Val

Gly Val

Asn Ser
320
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Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
325 330

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
340 345
Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
1355 360 -

GIn Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu
370 375

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
385 390 395

Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn
405 410

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
420 425

Thr Val Asp Lys Ser Arg Trp GIn Gin Gly Asn
435 440 ’

Val Met His Glu Ala Leu His Asn His Tyr Thr
450 455

Leu Ser Pro Gly Lys
465

<210> 20
Q211> 240
212> PRT
213> Artificial

220>

His GIn Asp Trp
o 335

Lys Ala Leu Pro
350

Gln Pro Arg Glu
365

Leu Thr Lys Asn
380

Pro Ser Asp Ile

Asn Tyr Lys Thr

PCT/JP2022/017017

Leu
Ala
Pro
GIn
a0

Thr

415 .

Leu Tyr Ser Lys
' 430

Val Phe Ser Cys
445

Gln Lys Ser Leu
460

Leu

Ser

Ser

223> Description of artificial sequence: chimeric monoclonal antibody

400> 20
¥et Glu Ser GlIn ghr GIn Val Leu Met ?gr Leu

Leu Phe Trp Val
15

Ser

Gly Thr Cys Gly Asp Ile Val Met Thr GIn Ser Pro Sek Ser Leu Thr
20 25 30



Val Thr Ala Gly Glu Lys Val Thr Met
35 40

Leu Leu Asn Ser Gly Asn GIn Lys Asn
50 55

Lys Pro Gly Gin Pro Pro Lys Leu Leu
65 70

Glu Ser Gly Val ggovAsp Arg Phe Thr

Phe Thr Leu Thr Ile Ser Ser Val Gln
100 105

Asn Asp Tyr Ser Tyr Pro

Tyr Cys GIn
115 \ 120

Lys Leu Glu Leu Lys Arg Thr Val Ala
130 135

Pro Pro Ser Asp Glu GIn Leu Lys Ser
145 150

Leu Leu Asn Asn ?Eg Tyr Pro Arg Glu

Asp Asn Ala Leu GIn Ser Gly Asn Ser
180 185

Asp Ser Lys Asp Ser Thr Tyr Ser Leu
195 200 -

Lys Ala Asp Tyr Glu Lys His Lys Val
210 215

GIn Gly Leu Ser Ser Pro Val Thr Lys Ser ;gg Asn Arg Gly Glu Cys

225 ST 230

210> 21
211> 235
212> PRT

23/ 62

Ser Cys Lys Ser Ser
45
Tyr Leu Thr Trp Tyr
60

[le Tyr Trp Ala Ser
715

Gly Ser Gly Ser Gly
90

Ala Glu Asp Leu ?
Leu Thr Phe ?
Ala Pro Ser Val Phe

140
Gly Thr Ala Ser Val
155

Ala Lys Val GInITrD
170 _

GIn Glu Ser Val Thr
190

Ser Ser Thr Leu Thr
205

TYr Ala Cys GIu Val
220

PCT/JP2022/017017

GIn Ser

GIn Gln

Thr Arg
80

Thr Asp
95

Val Tyr
Gly Thr
[le Phe
Val Cys

160

Lys Val
175
Glu Gln

Leu Ser

Thr His

240
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213> Artificial
Q20> ’ B
<223> Description of artificial sequence: chimeric monoclonal antibody
400> 21
¥et His Phe GlIn gal GlIn Ile Phe Ser ?Be Leu Leu lle Ser ?éa Ser

Val [le Met Ser Arg Gly GIn Ile Val Leu Thr GIn Ser Pro Ala lle
- 20 _ 25 30

Met Ser Ala Ser Pro Gly Glu Lys Val Thr Ile Thr Cys Ser Ala Ser
. 35 40 .45
Ser Ser Val Ser Tyr Met His Trp Phe GIn GIn Lys Pro Gly Thr Ser
50 55 60

Pro Lys Leu Trp Ile Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro
65 70 75 80

Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr lle
85 ' 90 ' 95

Ser Arg Met ?63 Ala Glu Asp Ala Ala Thr Tyr Tyr Cys ? Gln Arg

105

Ser Ser Tyr Pro Pro Thr Phe ?éﬁ Gly Gly Thr Lys‘%gg Glu I'le Lys

115

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu
130 135 140
Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
145 : 150 155 160
Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Alé Leu GIn
165 | 170 175

Ser Gly Asn Ser GIn Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser
180 ‘ 185 190 :

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
195 200 205 :
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Lys His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser
210 - 215 220

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 230 235

Q10> 22

Q11> 234

212> PRT

<213> Artificial

220>
<223> Description of artificial sequence: chimeric monoclonal antibody

<400> 22

vet Glu Phe GIn ghr GIn Val Phe Val ?Be Val Leu Leu Trp %gu Ser

Gly Val Asp Gly Asp Ile Val Met Thr GIn Ser Gln Lys Phe Met Ser
' 20 25 30 .

Thr Ser Val Gly Asp Arg Val Ser Ile Thr Cys Lys Ala Ser GIn Asn
35 40 45

Val Arg Thr Ala Val Ala Trp Tyr GIn Gin Lys Pro Gly GIn Ser Pro
50 55 60

Lys Ala Leu Ile Tyr Leu Ala Ser Asn Arg His Thr Gly Val Pro Asp
65 70 A 80

Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
85 90 95

Asn Val GIn Ser Glu Asp Leu Ala Asp Tyr Phe Cys Leu‘$ His Trp

In

100 | 105 - 10
Asn Tyr Pro Leu Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile’Lys Arg
115 120 125

Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu GIn
130 135 - : 140

| Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
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145 150 155 160

Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu GIn Ser.
165 170 175

Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr
180 185 190 :
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
195 200 205

Val Thr His GIn Gly Leu Ser Ser Pro

His Lys Val Tyr Ala Cys Glu
210 215 220

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 , 230

<210> 23
211> 240
<212> PRT
<213> Artificial

<2207 -
223> Description of artificial sequence: chimeric monoclonal antibody

<400> 23
¥et Asp Ser GIn éla Gin Val Leu Met %gu Leu Leu Leu Trp ¥g| Ser

Gly Thr Cys Gly Asp Ile Val Met Ser GIn Ser Pro Ser Ser Leu Ala
_ 20 25 , 30

Val Ser Val Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gin Ser
: 35 40 45

Leu Leu Tyr Ser Ser Asn GIn Lys Asn Tyr Leu Ala Trp Tyr GIn GIn
50 55 60

Lys Pro Gly GIn Ser Pro Lys Leu Leu lle Tyr Trp Ala Ser Thr Arg

65 70 80

75

Giu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp
85 90 ' 95
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Phe Thr Leu Thr Iie Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr
‘ 100 - 105 110
Tyr Cys GIn GIn Tyr Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr
115 120 125

Lys Leu Glu Leu Lys Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe
130 135 . 140 :

Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys
145 150 155 160

Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val
165 170 175

Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu Ser Val Thr Glu GIn
180 185 190

Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
195 200 205

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His
210 215 220 :

GIn Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 230 | 235 240

210> 24
211> 240
<212> PRT
<213> Artificial

<220

223> Description of artificial seqUence: chimeric monoclonal antibody
<400> 24 o
¥et Glu Ser GIn ;hr GIn Val Leu Met ?gr Leu Leu Phe Trp ¥gl Ser

Gly Thr Cys Gly Asp lle Val Met Thr Gin Ser Pro Ser Ser Leu Thr
, 20 25 30

Val Thr ééa Gly Glu Lys Val Zgr Met Ser Cys Lys Sgr Ser Gln Ser
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Leu Leu Asn Ser Gly Asn GIn Lys Asn Tyr Leu Thr Trp Tyr GlIn GIn
50 55 60

Lys Pro Gly Gln Pko Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
65 70 % 80

Glu Ser Gly Val ggo Asp Arg Phe Thr Gly Ser Gly Ser Gly ggr Asp

90
Phe Thr Leu Thr lle Ser Ser Val GIn Ala Glu Asp Leu Ala Val Tyr
100 105 110
Tyr Cys Gin Asn Asp Tyr Ser Tyr Pro Phe Thr Phe Gly Ser Gly Thr
115 120 125

Lys Leu Glu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe |le Phe
130 135 140

Leu Lys Ser Gly.Thr Ala Ser Val Val Cys

Pro Pro Ser Asp Glu Gln
150 - 155 160

145 '

Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val
165 170 175

Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu.Ser Val Thr Glu GIn
180 185 190

Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
- 195 200 205

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ata Cys Glu Val Thr His
210 ' 215 220

GIn Gly Leu Ser Sér Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 230 235 240

210> 25

211> 239

212> PRT

213> Artificial

<2207 '
{223> Description of artificial sequence: chimeric monoclonal antibody
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<400> 25

¥et Asp Ser Glin éla GIn Val Leu lle %gu Leu Leu Leu Trp Ygl Ser

Gly Thr Cys Gly Asp lle Val Met Ser Gin Ser Pro Ser Ser Leu Ala
20 25 30

Val Ser Ala Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser
35 40 45
Leu Leu Asn.Ser Arg Thr Arg Lys Asn Tyr Leu Ala Trp Tyr Gln GIn
50 55 60

Lys Pro Gly GIn Ser Pro Lys Leu Leu 1le Tyr Trp Ala Ser Thr Arg
65 70 75 80

Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp
85 90 95

Phe Thr Leu 185 Ile Ser Ser Val ? Ala Glu Asp_Leu ? Val Tyr

Tyr Cys %{g GIn Ser Tyr Asn Leu Tyr Thr Phe Gly ? Gly Thr Lys

Leu Glu [le Lys Arg Thr Val Ala Ala Pro Ser Val Phe |le Phe Pro
130 135 140 _

Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu
145 150 . 15% 160

Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp
165 170 175 .

Asn Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu GIn Asp
180 185 - 190

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys
‘ 195 200 205

Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His GIn
210 215 220 -
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Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 230 235

<210> 26
<211> 240
212> PRT
213> Artificial

220> .
- <223 Descrintion of artificial sequence: chimeric monoclonal antibody

- <400> 26
¥et Asp Ser GIn éla GIn Val Leu Met %gu Leu Leu Leu Trp'¥gl Ser

Gly Thr Cys Gly Asp Ile Val Met Ser Gin Ser Pro Ser Ser Leu Ala
_ - 20 ' 25 30

Val Ser Val Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gin Ser
35 40 45

Leu Leu Tyr Ser Ser Asn Gin Lys Asn Tyr Leu Ala Trp Tyr Gln GIn
50 55 ' 60

Lys Pro Gly GIn Ser Pro Lys Leu Leu lle Tyr Trp Ala Ser Thr Arg
65 70 75 80

Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Ala Thr Asp
85 90 95

la Asp Tyr
10

Phe Thr Leu Thr Ile Ser Ser Val GIn Ala Glu Asp Léu'A
_ 100 . . 105 1

His Cys ${ GIn Gly Tyr Ser Tyr Pro Tyr Thr Phe ? Gly Gly Thr

y
5 120

Lys Leu GIu Ile Lys Arg Thr Val Ala Ala Pro Ser Val Phe lle Phe
130 135 140

Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys
145 150 155 ' 160

Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val
165 170 175
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Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu Ser Val Thr Glu Gin
- 180 185 190

Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
195 200 - 205

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His
210 215 220

GIn Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 . 230 235 240

Q10> 27
11> 240
212> PRT
- 213> Artificial

220> -
<223> Description of artificial sequence: chimeric monoclonal antibody

<400> 27
¥et Asp Ser GiIn éla GIn Val Leu Met %gu Leu Leu Leu Trp ¥gl Ser

Gly Thr Cys Gly Asp Ile Val Met Ser GIn Ser Pro Ser Ser Leu Ala
20 25 30
Val Ser Val Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser GlIn Ser
35 40 ' 45

Leu Leu Tyr Ser Ser Asn GIn Lys Asn Tyr Leu Ala Trp Tyr Gin GIn
50 55 60

Lys Pro Gly Gin Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg
65 70 75 80

Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp
, 85 90 95

Phe Thr Leu Thr Ile Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr
_ 100 105 : 1

la
10

Tyr Cys GIn Gin Tyr Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr
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115 120 e 125

Lys Leu Glu Leu Lys Arg Thr Val Ala Ala Pro Ser Val Phe |le Phe
130 135 140

Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Vél Cys
- 145 150 _ 155 - 160

Leu Leu Asn Asn Phe Tyr Pro'Arg Glu Ala Lys Val GIn Trp Lys Val
: 165 170 175

Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu Ser Val Thr Glu GIn
180 185 190

Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser
195 200 205

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His
210 215 220

GIn Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
225 230 235 240

<210> 28

211> 234

<212> PRT

213> Artificial

<220 , ,
223> Description of artificial sequence: chimeric monoclonal antibody

<400> 28

\¥et Glu Ser Gin ghr Leu Val Phe lle ?gr [le Leu Leu Trp‘%gu Tyr

Gly Ala Asp Gly Asn Ile Val Met Thr GIn Ser Pro Lys Ser Met Ser
| 20 25 - - 30

Met Ser Val Gly Glu Arg Val Thr Leu Thr Cys Lys Ala Ser Glu Asn
35 40 , 45

Val Val Thr Tyr Val Ser Trp Tyr GIn GIn Lys Pro Glu GIn Ser Pro
50 55 60



G

Arg Phe Thr Gly Ser Gly Ser
85
Ser Val Lys Ala Glu Asp Leu
, 100
Ser Tyr ?;g Leu Thr Phe Gly

" Thr Val Ala Ala Pro Ser Val
130 135

Leu Lys Ser Gly Thr Ala Ser
145 B 150

Pro Arg Glu Ala Lys Val GIn
165

Gly Asn Ser GlIn Glu Ser Val
180

3 6
75

Ala Thr ggp Phe Thr Leu Thr

Ala Val Tyr Tyr Cys GIn GIn
105 1

10

Ala Gly Thr Lys Leu Glu Leu

120 125

Phe Ile Phe Pro Pro Ser Asp
140

Val Val Cys Leu
155

Leu Asn Asn

Tro Lys Val Asp Asn Ala Leu

170

Thr Glu GIn Asp Ser Lys Asp
185 190

PCT/JP2022/017017

Lys Leu Leu Ile Tyr Géy Ala Ser Asn Arg Tyr Thr Gly Val Pro égp

Ile Ser
95

Tyr Tyr

Lys Arg

Glu GIn

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala égg Tyr Glu Lys

195

His Lys Val Tyr Ala Cys g

lu
210 15

225

29

117

PRT
Artificial

<210
<211
212
213>

<220
<223

<400> 29

200

Val Thr His GIn Gly Leu Ser
220

Val Thr Lys Ser Phe égg Arg Gly Glu Cys

Ser Pro

Description of artificial sequence: Translation of PCR product

GIn Val GIn Leu GIn GIn Ser Gly Ala ?Iu Leu Met Lys Pro Gly Ala

1 5

15



PCT/JP2022/017017

34/ 62
Ser Val Lys Ile Ser Cys Lys Ala Thr Gly Tyr Thr Phe Ser Ser Tyr
20 25 30 _

Trp Ile Glu Trp Val LyS GIn Arg Pro Gly His Gly Leu Glu Trp lle
35 40 45

Gly Glu Ile Leu Pro Gly Ser Gly Ser Thr Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Phe Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr
65 70 ‘ 75 80

Met Cln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
' 85 , - 90 95

Ala Arg Tyr ?88 Tyr Pro Trp Phe Ala Tyr Trp Gly GIn ? Thr Leu

ly
105 10

Val Thr Val Ser Ala
115

210> 30

211> 118

212> PRT

213> Artificial

220 _ _
<223> Description of artificial sequence: Translation of PCR product

<400> 30
GIn Ile GIn Leu Val GIn Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu
1 5 10 15
Thr Val Lys lle Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30
Gly Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Mef
35 40 45

Gly Trp Ile Asn Thr Asn Thr Gly Glu Pro Thr Tyr Ala Glu Glu Phe
50 59 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Tyr
65 70 , 75 80
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Leu GIn Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr Phe Cys
- 85 90 95

Ala Arg Leu ? Phe Gly Asn Ala Met Asp Tyr Trp Gly ? Gly Thr

ly In
00 105 10

Ser Val Thr Val Ser Ser
115

210> 3

211> 116

<212> PRT

<213> Artificial

<2207 ‘ :
223> Description,of-artificial sequence: Translation of PCR product

<4007 31
?In Val GIn Leu gln Gln Ser Gly Ala ?éu Leu Ala Arg Pro ?éy Ala

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30 :
Tyr |le Asn Trp Val Lys GIn Arg Thr Gly GIn Gly Leu Glu Trp lle
35 40 45 _
Gly Glu lle Tyr Pro Gly Ser Gly Asn Thr Tyr Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
85 90 95

Ala Arg Ser Tyr Gly Ala Phe Asp Tyr Trp Gly GIn Gly Thr Thr Leu
100 ' - 105 110

Thr Val Ser Ser
115

210> 32



211
212
213>

220>

223>
<400>
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118 /
PRT
Artificial

Description of artificial sequence: Translation of PCR product
32

?ln Val GIn Leu gln GIn Pro Gly Ala ?6u Leu Val Arg Pro ?éy Ala

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Trp Ile Asn Trp Val Lys GIn Arg Pro Gly GIn Gly Leu Glu Trp Ile
35 40 45

Gly égn'lle Tyr Pro Ser Asp Ser Tyr Thr Asn Eﬁr Asn Gin Lys Phe

85

Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Pro Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys
85 90 95

Thr Arg Ser Trp Arg Gly Asn Ser Phe Asp Tyr Trp Gly ?

In Gly Thr
100 105 10

Thr Leu {?g Val Ser Ser

<210
211>
<212
213

<220
223>

<400>

33

118

PRT
Artificial

Description of artificial sequence: Transiation of PCR product
33

a ?In Val GlIn Leu gln GIn Ser Gly Pro Géu Leu Val Lys Pro ?éy Ala

1

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30
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Val Ile Ser Trp Val Lys GIn Arg Thr Gly GIn Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Tyr Pro Gly Ser Gly Ser Thr Tyr Tyr Asn Glu Lys Phe
50 55 60

| Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Asn Thr Ala Tyr
65 70 75 80

Met GIn Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys
' 85 _ 90 95

Ala Arg Gly Val Leu Leu Arg Ala Met Asp Tyr Trp Gly GIn Gly Thr
' 100 105 1

In
10

Ser Val Thr Val Ser Ser
115

10> 34
211> 120
212> PRT
213> Artificial

220>
<223> Description of artificial sequence: Translation of PCR product

<400) 34
Gln Val His Leu GIn GIn Ser Gly Ser Glu Leu Arg Ser Pro Gly Ser
1 5 10 15
Ser Val Lys Leu Ser Cys Lys Asp Phe Asp Ser Glu Val Phe Pro Phe
20 25 30
Ala Tyr Met Ser Trp Ile Arg GIn Lys Pro Gly His Gly Phe Glu Trp
35 o 40 45
Ile Gly Asp Ile Leu Pro Ser Ile Gly Arg Thr Ile Tyr Gly Glu Lys
50 55 60 :
Phe Glu Asp Lys Ala Thr Leu Asp Ala Asp Thr Val Ser Asn Thr Ala
65 70 75 _ 80

Tyr Leu Glu Leu Asn Ser Leu Thr Ser Glu Asp Ser Ala lle Tyr Tyr



Gly Thr %$E'Va| Thr Val Ser Ala

<210
211>
<212
213>

<220
<2237

<400>

PCT/JP2022/G17017
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85 90 95

Cys Ala Arg Gly Glu Gly Tyr Gly Ala Trp Phe Ala Tyr Trp Gly GIn
100 - 105 110

120

35

113

PRT
Artificial

Description of artificial sequence: Translation of PCR product
35

?sp Ile Val Met ghr GIn Ser Pro Ser ?gr Leu Thr Val Thr Ala Gly

15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Asn Ser
20 ' 25 30

Gly Asn GIn Lys Asn Tyr Leu Thr Trp Tyr GIn Gln Lys Pro Gly GlIn
35 40 45

Pro Pro Lys Leu Leu |le Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 59 : 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Val GIn Ata Glu Asp Leu Ala Val Tyr Tyr Cys Gln Asn

85 90 95

Asp Tyr Ser I%E Pro Leu Thr Phe Gly Ala Gly Thr Lys %?H Glu Leu

Lys

<210
211y
2125
2135

105

36

106

PRT
Artificial
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220> ' _
<223> Description of artificial sequence: Translation of PCR product

<400, 36
?In [le Val Leu ghr GIn Ser Pro Ala {6e Met Ser Ala Ser ?go Gly

Glu Lys Val Thr Ile Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met
20 25 30
His Trp Phe GIn Gln Lys Pro Gly Thr Ser Pro Lys Leu Trp Ile Tyr
35 40 _ 45

Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr fle Ser Arg Met Glu Ala Glu
65 70 7% - . 80

Asp Ala Ala Thr Tyr Tyr Cys Gin GIn Arg Ser Ser Tyr Pro Pro Thr
85 920 95

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105

210> 37

Q11> 107

<212> PRT .
213> Artificial

220> '
<223> Description of artificial sequence: Translation of PCR product

<400> 37

?sp fle Val Met ghr GIn Ser Gln Lys $8e Met Ser Thr Ser Ygl Gly

Asp Arg Val Ser |le Thr Cys Lys Ala Ser GIn Asn Val Arg Thr Ala
20 25 30

Val Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ser Pro Lys Ala Leu lle
: 35 _ 40 . 45

Tyr Leu Ala Ser Asn Arg His Thr Gly Val Pro Asp Arg Phe Thr Gly
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55 / 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ash Val GIn Ser
65 70 75 80

Glu Asp Leu Ala Asp Tyr Phe Cys Leu Gin His Trp Asn Tyr Pro Leu
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105

<210
211
<212
<2

<220
223>

<400>

38

113

PRT
Artificial

Descripfion of artificial sequence: Translation of PCR product
38

?sp [1e Val Met ger GIn Ser Pro Ser ?gr Leu Ala Val Ser Val Gly

15

Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Tyr Ser
20 25 . 30

Ser Asn GIn Lys Asn Tyr Leu Ala Trp Tyr GIn Gin Lys Pro Gly GIn
35 - 40 . 45

Ser 260 Lys Leu Leu Ile Tyr Trp Ala Ser Thr éag Glu Ser Gly Val

55

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 80

75

1le Ser Ser Val Lys Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gin Gln
85 90 95

Tyr Tyr Ser Tyr Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu

Lys

100 105 110
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210> 39 /
Q211> 113
212> PRT
213> Artificial

220>
223> Description of artificial seauence: Translation of PCR product

<400> 39 ,
Asp lle Val Met Thr GIn Ser Pro Ser §8r Leu Thr Val Thr ?éa Gly

Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Asn Ser
20 25 30
Gly Asn GIn Lys Asn Tyr Leu Thr Trp Tyr Gln Gin Lys Pro Gly Gin
35 40 45
Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Sek Gly Val
50 . 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80

Ile Ser Ser Val Gin Ala Glu Asp Leu Ala Val Tyr Tyr Cys Gln Asn
85 90 95

Asp Tyr Ser Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile
100 105 110

Lys

<210> 40
Q11> 112
212> PRT
213> Artificial

<2207
<223> Description of artificial sequence: Translation of PCR product

<4007 40
?sp [le Val Mei ger GIn Ser Pro Ser ?gr Leu Ala Val Ser ?éa Gly

- Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Asn Ser
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20 25 30
Arg Thr Arg Lys Asn Tyr Leu Ala Trp Tyr Gln GIn Lys Pro Gly Gln
35 40 45
. Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60 :

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 _ 80

Ile Ser Ser Val GIn Ala Glu Asp Leu géa Val Tyr Tyr Cys b%s Gln

85 '
Ser Tyr Asn Leu Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 , 110
<210) 41
211> 113
<212 PRT
213> Artificial
<220

<223> Description of artificial sequence: Translation of PCR product
<400> 41 |
Asp Ile Val Met Ser GIn Ser Pro Ser Ser Leu Ala Val Ser Val Gly
1 5 10 15
Glu Lys Val Thr Met Ser Cys Lys Ser Ser GIn Ser Leu Leu Tyr Ser
20 25 30
Ser Asn GIn Lys Asn Tyr Leu Ala Trp Tyr GIn Gin Lys Pro Gly Gln
35 40 - 45

Ser Pro Lys Leu Leu Ite Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val

50 55 60 ' \

Pro Asp Arg Phe Thr Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr
65 : 70 7% 80

[le Ser Ser Val GIn Ala Glu Asp Leu Ala Asp Tyr His Cys Gly GIn
‘ 85 90 95
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| | | 43/ 62
Gly Tyr Ser {%6 Pro Tyr Thr Phe ?Iy Gly Gly Thr Lys Leu Glu lle

Lys

<210
Q11
<2127
<213

<220
<2237

<4007

05 110

42

113

PRT
Artificial

Description of artificial sequence: Translation of PCR product
42

?sp [le Val Met ger Gin Ser Pro Ser ?gr Leu Ala Val Ser ¥g| Gly

Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gin Ser Leu Leu Tyr Ser
20 - 25 ' 30

Ser Asn GIn Lys Asn Tyr Leu Ala Trp Tyr Gin GIn Lys Pro Gly GIn
35 40 45

Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 - 70 75

80

95

Ile Ser Ser Val %%s Ala Glu Asp Leu géa Val Tyr Tyr Cys GiIn GIn

Tyr Tyr Ser {55 Pro Leu Thr Phe Gly Ala Gly Thr Lys %$5 Glu Leu

Lys

<210
Q11
<212
213>

220>
223>

105

43

107

PRT
Artificial

Description of artificial sequence: Translation of PCR product



<400>

1

44/ 62

43

10

PCT/JP2022/017017

Asn |le Val Met ghr GIn Ser Pro Lys Ser Met Ser Met Ser ¥g| Gly

Glu Arg Val Thr Leu Thr Cys Lys Ala Ser Glu Asn Val Val Thr Tyr
20 25 : 30

Val Ser Trp Tyr GIn GIn Lys Prd Glu GIn Ser Pro Lys Leu Leu Ile
35 40 45

Tyr Gly Ala Ser Asn Arg Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly
50 55 60

Ser Gly Ser Ala Thr
65

70

Asp Phe Thr Leu Thr Ile Ser Ser Val Lys Ala
75 80

Glu Asp Leu Ala Val Tyr Tyr Cys GIn GIn Tyr Tyr Ser Tyr Pro Leu
85 90 95

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys

<210
<211
212
k)

<220
223>

<400>

¥et Asp GIn Trp ger Thr GIn Asp Leu Iﬁr Asn Asn Pro Val

<210
<211
<212
<23

<220
223>

<400>

?er Thf GIn Asp %eu Tyr Asn Asn Pro ¥8I Thr Ala Val Phe ?

105

44

15

PRT
Artificial

Epitope
44

45

15

PRT
Artificial

Epitope
45
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<210> 46

211> 15

212> PRT

213> Artificial

220>
<223> Epitope

<400> 46

%eu'Tyr Asn Asn Ero Val Thr Ala Val ?Be Asn Tyr GiIn Gly %gu

210> 47

211> 15

<212> PRT

213> Artificial

<220)
<{223> Epitope

<400> 47 ,
?ro Val Thr Ala gal Phe Asn Tyr Gin ?6y Leu Trp Arg Ser ?gs

<210> 48

211> 15

<212> PRT

213> Artificial

220>
<223> Epitope

<400> 48
¥a| Phe Asn Tyr gln Gly Leu Trp Arg ?gr Cys Val Arg Glu ?gr

<210> 49
211> 15
212> PRT
213> Artificial

<220»
<223> Epitope

<400> 49

?In GIy'Leu Trp érg‘Ser Cys Val Arg $6u Ser Ser Gly Phe {Er
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<210> 50
Q11> 15
<212> PRT
213> Artificial

<220
<223> Epitope

<400> 50
. ?rg-Ser Cys Val érg Glu Ser Ser Gly ?Be Thr Glu Cys Arg ?éy

<210> 51

11> 467

212> PRT

213> Artificial

<2207 _
<223> Description of artificial sequence: chimeric monoclonal antibody

<400> 51
¥et Gly Trp Ser gys [le |le Leu Phe %gu Val Ala Thr Ala {gr‘GIy

Val His Ser GIn Val GIn Leu GIn GIn Pro Gly Afa Glu Leu Val Arg
20 25 30
Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 40 45

Thr Ser Tyr Trp Ile Asn Trp Val Lys GIn Arg Pro Gly GIn Gly Leu
50 - 5% , 60

Glu Trp [le Gly Asn Ile Tyr Pro Ser Asp Ser Tyr Thr Asn Tyr Asn

65 70 : 75 _ 80

GIn Lys Phe Lys Asp'Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser
- 85 90 ' 95

Thr Ala Tyr Met GIn Leu Ser Ser Pro Thr Ser Glu Asp Ser Ala Val
100 105 110

Tyr Tyr Cys Thr Arg Ser Trp Arg Gly Asn Ser Phe Asp Tyr Trp Gly
115 . 120 125



Gln

Ala

Ser

Val

Pro

Asp

Gly

[le

Glu

His
305

Se
21

Gly Thr Thr
130

Phe Pro Leu

Leu Gly Cys

Trp Asn Ser
180

Leu GIn Ser
195

r Ser Ser
0
Pro Ser Asn

Lys Thr His

Pro Ser Val
260

Ser Arg Thr
275

Asp Pro Glu
290

Asn Ala Lys

Arg Val Val Ser

Lys Glu Tyr Lys Cys Lys Val Ser Asn
340

Glu Lys Thr lle Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln

| - 47/ 62
Leu Thr Val Ser Ser Ala Ser Thr Lys Gly
135 140
Ala ?gg Ser Ser Lys Ser Thr Ser Gly Gly
%gg Val Lys Asp Tyr Pro Glu Pro Val
Gly Ala Leu Thr Ser Val His Thr Phe
185 190
Ser Gly Leu Tyr Ser Ser Ser Val Val
200 . 205
Leu Gly Thr Gln Thr [le Cys Asn Val
215 220
Thr Lys Val Asp Lys Arg Val Glu Pro Lys
230
Thr Cys Pro Pro Cys Ala Pro Glu Leu
245
Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
265 270
Pro Glu Val Thr Cys Val Val Asp Val
280 285
Val Lys Phe Asn Trp Val Asp Gly Val
295 1300
Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser
310 3
Val Leu Thr Val Leu His GIn Asp Trp Leu

325

345

Lys Ala Leu Pro Ala

350

PCT/uP2022/017017

Pro Ser

Thr Ala
160

Thr Val
175

Pro Ala
Thr Val
Asn His

Ser Cys
240

Leu Gly
255

Leu Met
Ser His

Glu Val

Thr Tyr

320

Asn Gly
335

Pro Ile

Val
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355 360 365

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser
370 375 380

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
385 , 390 . 395 400

Trp'GIu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
- 405 410 415

Val Leu Asp Ser Asp Gly Ser Phe Phe Léu Tyr Ser Lys Leu Thr Val
420 425 ; 430

Asp Lys Ser Arg Trp Glh Gln Gly Asn Val Phe Ser Cys Ser Val Met
435 440 445

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
450 455 460

Pro Gly Lys
465

<210> 52

211> 326

212> PRT

213> Artificial

<2207
223> Description of artificial sequence: Translation of PCR product

<400y 52 | .

Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly

1 5 : 10 15

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro
20 25 30

Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr
35 40 45 -

Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val
50 55 60 :



| Val Thr Val Pro Ser Ser Ser Leu Gly
65 ' 70

‘Val Asn His Lys ggo Ser Asn Thr Lys

Lys Ser Cys Asp LyS Thr His Thr Cys
100 105

Leu Leu Gly Gly Pro Ser Val Phe Leu
115 120

Thr Leu Met Ile Ser Arg Thr Pro Glu
130 , 135

Val Ser His Glu Asp Pro Glu Val Lys
145 150

Val Glu Val His ?gg Ala Lys Thr Lys

Ser Thr Tyr Arg Val Val Ser Val Leu
- 180 185

Leu Asn Gly Lys Glu Tyr Lys Cys Lys
195 200

49/ 62 :
Thr 9én Thr Tyr Ile

Val Asp Lys Arg Val
90

Pro Pro Cys Pro Ala
110

Phe Pro Pro Lys Pro

Val Thr Cys Val Val
140

Phe Asn Trp Tyr Val
155

Pro Arg Glu Glu GlIn
170

Thr Val Leu His GIn
190

Val Ser Asn Lys Ala
205

PCT/IP2G22/017017
Cys Asn
80

Glu Pro
95

Pro Glu
Lys Asp
Val Asp
Asp Gly

160
Tyr Asn
175

Asp Trp

Leu Pro

" Ala Pro Ile Glu Lys Thr Ile Ser LYS Ala Lys géﬁ GIn Pro Arg Glu

210 215

Pro GIn Val Tyr Thr Leu Pro Pro Ser
225 230

GIn Val Ser Leu Thr Cys Leu Val Lys
245

Ala Val Glu Trp Glu Ser Asn Gly GlIn
260 265

Thr Pro Pro Val Leu Asp Ser égg Gly

275

Arg Glu Glu Met Thr
235

Gly Phe Tyr Pro Ser
250

Pro Glu Asn Asn Tyr
270

Ser Phe Phe Leu Tyr
285

Lys Asn
240

Asp Ile
255

Lys Thr

Ser Lys

Leu Thr Val Asp Lys Ser Arg Trp Gin GIn Gly Asn Val Phe Ser Cys
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_ 50/ 62
290 295 / 300
Ser Val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu
305 310 315 320
Ser Leu Ser Pro Gly Lys
325
<210> 53
211> 447
<212 PRT
213> Artificial Sequence
<220)
<223> Antibody H chain
<400y 53
?In Val GIn Leu gal Gin Ser Gly Val ?6u Val Lys Lys Pro ?éy Ala

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30
Tyr Met Tyr Trp Val Arg GIn Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45
Gly Gly Ile Asn Pro Ser Asn Gly Gly Thr Asn Phe Asn Glu Lys Phe
50 55 60

Lys Asn Arg Val Thr Leu Thr Thr Asp Ser Ser Thr Thr Thr Ala Tyr
65 70 - 75 80

Met Glu Leu Lys Ser Leu GIn Phe Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Arg Asp Tyr Arg Phe Asp Met Gly Phe Asp Tyr Trp Gly’GIn
100 | 105 110

Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys ? Pro Ser Val

ly

115 120 25

Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala |
130 135 ' 140 : :



Leu Gly Cys Leu Val Lys
145 ' 150

Trp Asn Ser Gly Ala Leu
165

Leu Gin Ser Ser Gly Leu
180 ’

Ser Ser Ser Leu Gly Thr
195

Pro Ser Asn Thr Lys Val
210 |

Pro Cys Pro Pro Cys Pro
225 - 230

Phe Leu Phe Pro Pro Lys
245

Pro Glu Val Thr Cys Val
260

Val Gln Phe Asn Trp Tyr
275

Thf Lys Pro Arg Giu Glu
290

Val Leu Thr Val Leu
305

w T

Cys Lys Val Ser Asn Lys
325

Ser Lys Ala Lys Gly GlIn
340

Pro Ser GIn Glu Glu Met
355

Val Lys Gly Phe Tyr Pro

: 51/ 6
Asp Tyr Phe Pro Glu

155

Thr Ser Gly Val His
170

Tyr Ser Leu Ser Ser
185

Lys Thr Tyr Thr Cys
200

Asp Lys Arg Val Glu
215

Ala Pro Glu Phe Leu
235

Pro Lys Asp Thr Leu:

250

Val Val Asp Val Ser
265

Val Asp Gly Val Glu
280

GIn Phe Asn Ser Thr
295 '

GIn Asp Trp Leu Asn
315

Gly Leu Pro Ser Ser

Pro Arg Glu Pro GIn
345

Thr Lys Asn Gln Val

360

Ser Asp lle Ala Val

“PCT/JPR622/017017

2
Pro Val Thr Val Ser

160

Thr Phe Pro Ala Val
175

Val Val Thr Val Pro
190

Asn Val Asp His Lys
205

Ser Lys Tyr Gly Pro
220

Gly Gly Pro Ser Val
240

Met Ile Ser Arg Thr
255

Gin Glu Asp Pro Glu
270 '

Val His Asn Ala Lys
285

Tyr Arg Val Val Ser
300

Gly Lys Glu Tyr Lys
320

I'le Glu.Lys Thr lle
335

Val Tyr Thr Leu Pro
350

Ser Leu'Thr Cys Leu
365

Glu Trp Glu Ser Asn
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370 375 - 380

Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
385 390 | 395 400

Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
405 410 415

Trp GIn Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
- 420 425 430
His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys
435 - 440 445

<210> 54

211> 218

<212> PRT

<213> Artificial Sequence

220>
<223> Antibody L chain

<400> 54 |
?Iu Ile Val Leu ghr GIn Ser Pro Ala {Br Leu Ser Leu Ser ?go Gly

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Lys Gly Val Ser Thr Ser
20 25 ' 30 _
Gly Tyr Ser Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro
35 40 - 45

Arg Leu Leu Ile Tyr Leu Ala Ser Tyr Leu Glu Ser Gly Val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 (. 75 80

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin His Ser Arg
‘ 85 ' 90 ‘ 95

Asp Leu Pro %83 Thr Phe Gly Gly ?6§ Thr Lys Val Glu Lys Arg

e
110
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5Y 62
Ala Pro Ser Val Phe |le Phe Pro Pro ?gg Asp Glu Gin

Thr Val Ala
115 120

Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr
130 135 140 .

Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gln Ser
145 150 155 160

Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 190

His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser Pro
195 200 - 205

Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215 -

<210> 55

Q11> 120

<212> PRT

213> Artificial Sequence

<220
<223> Variable H chain

<400> 55

?In Val Gin Leu gal GIn Ser Gly Val ?6“ Val Lys Lys Pro ?éy Ala

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Tyr Met Tyr Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 | 45

Gly Gly Ile Asn Pro Ser Asn Gly Gly Thr Asn Phe Asn Glu Lys Phe
50 55 60

Lys Asn Arg Val Thr Leu Thr Thr Asp Ser Ser Thr Thr Thr Ala Tyr
65 , 70 75 80
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Met Glu Leu Lys Ser Leu GIn Phe Asp Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Arg Asp Tyr Arg Phe Asp Met Gly Phe Asp Tyr Trp Gly GiIn
100 : 105 110

Gly Thr Thr Val Thr Val Ser Ser
_ 115 120

<210> 56

11> 111

<212> PRT

<{213> Artificial Seauence

<220
<223> Variable L chain

<400> 56
?lu I'le Val Leu ghr GlIn Ser Pro AIa-{Br Leu Ser Leu Ser ?go Gly

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Lys Gly Val Ser Thr Ser
20 25 30
Gly Tyr Ser Tyr Leu His Trp Tyr GIn GIn Lys Pro Gly GIn Ala Pro
35 40 , 45
Arg Leu Leu Ile Tyr Leu Ala Ser Tyr Leu Glu Ser Gly Val Pro Ala
50 - 59 60
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
65 70 80

75

Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys GIn His Ser Arg
85 ' 90 95

Asp Leu Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys
100 105 110

210> 57

211> 8

<212> PRT

<213> Artificial Seauence
2207
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<223> HCDR1

<400> 57
?ly Tyr Thr Phe ghr Asn Tyr Tyr

<210> 58

211> 8

<212> PRT

213> Artificial Sequence

<2207
<223> HCDR2

<400> 58
{Ie Asn Pro Ser ésn Gly Gly Thr

<210> 59

211> 13

212> PRT

<{213> Artificial Sequence

<220y
<223> HCDR3

<400> 59
?Ia Arg Arg Asp gyr Arg Phe Asp Met ?6y Phe Asp Tyr

<2107 60

211> 10

<212> PRT

213> Artificial Sequence

<2207
<223> LCDRT

<400> 60
%ys Gly Val Ser ghr Ser Gly Tyr Ser Igr

210> 61

Q11> 3

<212> PRT

<{213> Artificial Sequence

<220
<223) LCDR2
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<400> 61
%eu Ala Ser

<210> 62

Q211> 9

212> PRT

<{213) Artificial Sequence

<2207
<223> LCDR3

<400> 62
?In His Ser Arg ésp Leu Pro Leu Thr

<210> 63

<211> 440

<{212> PRT

<213> Artificial Sequence

<220
<223> Antibody H chain

<4007 63
?In Val GIn Leu gal Glu Ser Gly Gly ?6y Val Val GlIn Pro ?éy Arg

Ser Leu Arg Leu Asp Cys Lys Ala Ser Gly Ile Thr Phe Ser Asn Ser
20 25 30
Gly Met His Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 : 45
Ala Val Ile Trp Tyr Asp Gly Ser Lys Arg Tyr Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Asn Asp Asp Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser
100 105 110
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Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser
115 120 125 '

Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
‘ 130 135 140

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
145 150 | 155 : 160

Ser Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr
165 : 170 175

Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys
180 185 - 190

Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn}Thr Lys Val Asp
: 195 200 205 :

Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala
210 215 220

Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
225 230 . 235 240

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val
245 250 255

Val Asp Val Ser GIn Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val
260 265 270

Asp Gly Val Glu Val His Asn Ala LyS Thr Lys Pro Arg Glu Glu Gin
275 280 285

Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His GlIn
290 295 | 300

Asp Trp Leu Asn Gly Lys Giu Tyr Lys Cys Lys Val Ser Asn Lys Gly
305 310 315 320

Leu Pro Ser Ser Ile Glu Lys Thr 1le Ser Lys Ala Lys Gly GIn Pro
_ 325 330 - 335



Arg Glu Pro gls Val Tyr Thr Leu

Lys Asn GIn Val Ser Leu Thr Cys
355 360

- Asp Ile Ala Val Glu Trp Glu Ser
370 375

Lys Thr Thr Pro Pro Val Leu Asp
385 390

Ser Arg Leu Thr Val Asp Lys Ser
405
Ser Cys Ser Val Met His Glu.Ala
420

Ser Leu Ser Leu Ser Leu Gly Lys
435 440

64

214

PRT '
Artificial Sequence

<210
<211
<212
<213

<220> |
<223> Antibody L chain

<400> 64
?Iu {le Val Leu ghr GIn Ser Pro

Glu Arg Ala ;Br Leu Ser Cys Arg

Leu Ala Trp Tyr GIn GIn Lys Pro
35 40

Tyr Asp Ala Ser Asn Arg Ala Thr

50 55

Ser Gly Ser Gly Thr Asp Phe Thr
65 70

PCT/JP2022/017017
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Pro Pro Ser GIn Glu Glu Met Thr
345 350

Leu Val Lys Gly Phe Tyr Pro Ser
365

Asn Gly GIn Pro Glu Asn Asn Tyr
380

Ser Asp Gly Ser Phe Phe Leu Tyr
395 400

Arg Trp GIn Glu Gly Asn Val Phe
410

415

Leu His Asn His Tyr Thr Gln Lys
430

425

Ala Thr Leu Ser Leu Ser Pro Gly
10 . 15

Ala Ser GIn Ser Val Ser Ser Tyr
25 30

Gly GIn Ala Pro ﬁgg Leu Leu IIe‘

Gly Ile Pro ééa Arg Phe Ser Gly

Pro

Leu Thr ile Ser Ser Leu Glu
75 80



Glu Asp Phe Ala Xgl Tyr Tyr Cys Gln

Thr Phe Gly GIn Gly Thr Lys Val Glu
. 100 105

Pro Ser Val Phe Ile Phe Pro Pro Ser
115 120

Thr Ala Ser Val Val Cys Leu Leu Asn
130 135

Lys Val Gin Trp Lys Val Asp Asn Ala
145 150

Glu Ser Val Thr Glu GIn Asp Ser Lys
165

Ser Thr Leu Thr Leu Ser Lys Ala Asp

180 185

Ala Cys Glu Val Thr His GIn Gly Leu
195 200

Phe Asn Arg Gly Glu Cys
210

<210> 65

Q11> 113

212> PRT

<213> Artificial Sequence

<220
<223> Variable H chain

<400> 65

?In Val GIn Leu gal Glu Ser Gly Gly

Ser Leu Arg Leu Asp Cys Lys Ala Ser
20 , 25

Gly Met His Trp Val Arg GIn Ala Pro

PCT/P2022/017017
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GIn Ser Ser Asn Trp Pro Arg
90 95

Ile Lys Arg Thr Y? Ala Ala

|

0

Asp Glu GIn Leu Lys Ser Gly
- 125

Asn Phe Tyr Pro Arg Glu Ala
140

Leu GIn Ser Gly Asn Ser GIn
155 160

Asp Ser Thr Tyr Ser Leu Ser
170 175

Tyr Glu Lys His Lys Val Tyr
190

Ser Ser Pro Val Thr Lys Ser
. 205

Gly Val Val GIn Pro Gly Arg
10 15

Gly ile Thr Phe ggr Asn Ser

Gly Lys Gly Leu Glu Trp Val
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35 40

Ala Val |le Trp Tyr Asp Gly Ser Lys Arg Tyr
50 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90

Ala Thr Asn Asp Asp Tyr Trp Gly GIn Gly Thr
100 105
Ser

<210> 66

Q211> 107

212> PRT

213> Artificial Sequence

220>
<223> Variable L chain

<400> 66
?Iu le Val Leu ghr GIn Ser Pro Ala {gr Leu

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln
20 25

Leu Ala Trp Tyr GIn GIn Lys Pro Gly GIn Ala
35 40

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 70 75

Glu Asp Phe Ala Val Tyr Tyr Cys GIn GIn Ser
-85 90

45

Tyr Ala Asp Ser Val

60

Lys Asn Thr

Ala Val Tyr

Leu Val Thr

110

Ser Leu Ser

Ser Val Ser
30

Pro Arg Leu
45

Ser Ser Leu

Ser Asn Trp

Leu Phe
80

Tyr Cys
95

Val Ser

Pro Gly
15

Ser Tyr

Leu lle

Ser Gly

Glu Pro
80

Pro Arg
95

PCT/JP2022/017017
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Thr Phe Gly GIn Gly Thr Lys Val Glu Ile Lys
100 105

<210> 67

Q211> 8

<212> PRT :

<213> Artificial Seauence

<2207
<223> HCDRT

<400> 67
?Iy [le Thr Phe ger Asn Ser Gly

<210> 68

211> 8

<212> PRT

213> Artificial Sequence

<2207
<223> HCDR2

<400> 68
{Ie Trp Tyr Asp gly Ser Lys Arg

<210> 69

Q11 6

- <212> PRT

213> Artificial Sequence

<220
<223> HCDR3

<400> 69
?Ia Thr Asn Asp ésp Tyr

<2107 70

QI 6

<212> PRT

213> Artificial Seauence

220>
<223> LCDR1

<4007 70 , |
Gin Ser Val Ser Ser Tyr

PM%W2022/017617
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210> 711

Q11> 3

212> PRT

213> Artificial Sequence

<2200
<223> LCDR2

<400> 71
?sp Ala Ser

10> 712

Q11> 9

<212> PRT

<{213) Artificial Sequence

<220
<223> LCDR3

<400> 72
?ln GIn Ser Ser ésn Trp Pro Arg Thr
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