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1 atgggcagca gccatcatca tcatcatcac agcagcggc tggtgccgeg cggeagcletl
61 ATGgcagccg ggagcatcac cacgctgecc gecttgeeeg aggatggegg cageggegec

121 ttcccgeecg gecacttcaa ggaccccaag cggetgtact gcaaaaacgg gggcttette

181 ctgcgcatcc accccgacgg ccgagttgac ggggtecggg agaagagega cectcacatc

241 aagctacaac ttcaagcaga agagagagga gttgtgtcta tcaaaggagt gtgtgctaac

301 cgttacctgg ctatgaagga agatggaaga ttactggctt ctaaatgtgt tacggatgag

361 tgtttctttt ttgaacgatt ggaatctaat aactacaata cttaccggtc aaggaaatac

421 accagttggt atgtggcact gaaacgaact gggcagtata aacttggatc caaaacagga

481 cctgggcaga aagctatact ttttcttcca atgtctgeta agagcTAGcet cgag
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