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FIG. 8

DLD-1
NC 4711-5p
10° 10%
A 4
10 3
- 10t - . ,g'»
3 TI: o ..‘
2 403 £ 103 |
Z.’ g . 6.26%
Ales S ] TSN
Q. 20 % 10 4
E o
10! & ALY ) 10} - . :
10?0109 10t 10° 10 10710 10t 0% 10°
AF 488-A-Compensated AF 488-A-Compensated
Annexin V
HCT116
4711-5p
108 _ 106 .
4 10% 108
8 :
E 10° - E 104
2 &
als S
p 103 < 103
o a
102 JGRTCHN ‘ L 102 S Lt
107 100 10t 100 108 12 100 10 10®  10°
AF 488-A-Compensated AF 488-A-Compensated
. >
Annexin V
FIG.9
DLD-1 HCT116
NC 4711-5p NC 4711-5p

P53 |l ve— o—
survivin [Weemge d""‘-

- t-ﬂ=

4/13



FIG. 10

KLFS CD44v9 LGRS BMI1 LRIG1
12 * 12 * 12 * 12 * 14 N.S.
£ i1 = g1 = 81 = %1-2
! [
% 08 % 08 ;!;-o.a 1 808 8 0;
- 3 | 4 o,
Biins ios % 06 gos % 06 foe
% 04 s 04 HY) ; v 04 &
] £ £ £ gos
%02 I 302 %02 %02 302
D po— S — o P - 0 — S— p— u ,,,,,,,,,, - 0 .
NC 47115p NC  47115p NC  47115p NC  47115p NC 47115
- KLFS 1, CD4dv LGRS - smiIL LRIGL
. * * - *
£ 1 £ 1 - 51 -
] § g
gu.ﬂ EO.S g 08
HCT116 %o.s fos N.D. £ 06 N.D.
E E i
E 04 g 04 ! § 04 f
$o02 i fo2 i oz |! »<00s
i *p< 0.
0 o o —= — 0 e
N.S.: nat significant
NC  47115p NC  47115p NC 47115 N.D-: ot detected
FIG. 11
805
724
543 ]
362
181 .
0

1?2 100 10t 108 102 100 1wt 10t 10°
PE-A-Compensated PE-A-Compensated

CD44v9

FIG. 12
ROS activity ROS activity
Low High Low High

70

50
40
30

ROS activity (%)

20

10 A

10 100 w0t gt 10° 100 10t 100 10° NC  4711-5p *P<001
APC-A-Compensated APG-A-Gompensated

NC 4711-5p

5/13



FIG. 13

HCT116

DLD-1

P

W owy o s ed vt

e fomeaayds jo Bgquny

HCT116

ONC w47l

OLD1

-5p

“p40.008

FIG. 14

IRy patas dvalibhe

na Al

resoore = 0 M negative rscor

N positive z-scors |

Bupubis
Jopdaay UiesOpAL (Aig

ampeintey
BRAD oD pUE BUSAD

uoyenbay
wedyeayD 5/10 13 AD IED

12351

2 W g =\ o
S N~ o N
=

{anEa-difo-

Ay
ieyd-5 pajepeu-usbonsy

=suUsdEay
aleweg wHQ W TYDEE 47 20y

R2000-2018 QIAGEN. Al righls resesvey,

6/13



S00>d+

ds-TT/% DN dg-TT/t DN
= - 0 - 0
3 =
] ]
- 0C o - 0¢C P
e 5
g, 0,
ke B O.W 9] P O# ()
= =1
h=] - =]
4 5
- 09 4 - 09 w
. =® S
%k - 08 k - 08
9TT1OH 1-aid.
de-L 1LY ON dg-1L.b ON
pajesuadwoy-y-id palesuaduon-y-|d pajesuaduwog-y-|d chmncunEoo&u Id
0t

)

-8 - 1 ¥ (¥ 19
_ ~ . - cod - 702
FYETE T TRT ]

i M #
3 £% 5E FoE R o
[est iy D i 24 . g6z

S8i

91110 ST 'Ol

7/13



FIG. 16
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FIG. 18
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FIG. 31
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