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CLAIMS 

1. 	An antibody or an antigen-binding fragment thereof that selectively binds o an 

epitope within the core region of transglutaminase type 2 (TG2). 

5 

2. The antibody of Claim 1, wherein the core region consists of amino acids 143 to 

473 of human TG2. 

3. The antibody of Claim 1 or 2, wherein the antibody or antig- -binding fragment 

10 thereof selectively binds in whole or in part to a region comprising: 

i) amino acids 304 to 326 of human TG2; or 

ii) amino acids 351 to 365 of human TG2; or 

iii) amino acids 450 to 467 of human TG2. 

15 4. The antibody of any preceding claim, wherein 	e antibody or antigen-binding 

fragment thereof inhibits TG2 activity, for example hu 	n TG2 activity. 

5. The antibody of any preceding claim, wrerein the antibody or antigen-binding 

fragment thereof comprises one or more of th ,.- following amino acid sequences, or one 

20 or more amino acid sequence having at I 	st 90% identity with one or more of the 

following amino acid sequences: 

KASQDINSYLT or TCKASQDIN 	LTWF or TCKASQDINSYLTVVY; and/or 

RTNRLFD or TLIYRTNRLFD 	P or TLIYRTNRLFDGVPXXFSGSGSGQDFF or 

LLIYRTNRLFDGVP 	 or 	 SLIYRTNRLFDGVP 	 or 

25 LLIYRTNRLFDGVPXXFS e SGSGQDFF 	 or 

SLIYRTNRLFDGVPXXF GSGSGQDFF 	or 	LTNRLMD 	or 	LVNRLVD 	or 

XXNRLXD 	or 	LLIYRTNRLFDGVPSRFSGSGSGTDFF 	or 

SLIYRTNRLFDGVP. RFSGSGSGTDFF 	 or 

SLIYLTNRLMDG PSRFSGSGSGTDFF 	or 

30 TLIYLTNRLMD GVPSRFSGSGSGQEFL 	 or 

SLIYLVNRLVeGVPSRFSGSGSGTDFF 	 or 

ILIYLVNR 	DGVPSRFSGSGSGQDYA or TLIYLTNRLMDGVP 	or 

SLIYLT - LIVIDGVP or SLIYLVNRLVDGVP or LVNRLVD or ILIYLVNRLVDGVP; 

and/or 

35 LOY :6DFPYT or YCLQYDDFPYTFG or LQYVDFPYT or LQYVDFPYT or 

Le XDFPYT or YCLQYVDFPYTFG; and/or 
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SSAMS or FTLSSSAMSWVR or CXAXXFTLSSSAMSWVR or FTFSSSAMSWVR 

or CXAXXFTFSSSAMSWVR or THAMS or XXAMS or CAASGFTFSSSAMSWVR 

or CAASGIIFSSSAMSVVVR or IIFSSSAMSWVR or CAASGFTFSTHAMSVVVR i 

FTFSTHAMSWVR or CAASGFTLSTHAMSWVR or FTLSTHAMSWVR; and/or 

5 TI SVGGGKTYYPDSVKG 	or 	WVATISVGGGKTYYPDSVKGRFTISR 	or 

WVATISVGGGKTYYPDSVKGRFTISRXNXXXXL 	 or 

WVSTISVGGGKTYYPDSVKGRFTISR 	 or 

VVVSTISVGGGKTYYPDSVKGRFTISRXNXXXXL or TISSGGRSTYY".DSVKG or 

TISSGGRSTYYPDSVKG 	or 	TISXGGXXTYYPDSV G 	or 

10 VVVSTISVGGGKTYYPDSVKGRFTISRDNSKNTL 	 or 

WVSTISVGGGKTYYPDSVKGRFTISRDN or 

WVSTISSGGRSTYYPDSVKGRFTISRDNSKNTL 	 or 

WVSTISSGGRSTYYPDSVKGRFTISRDN or 

WVSTISSGGRSTYYPDSVKGRFTISR 	 or 

15 VVVATISSGGRSTYYPDSVKGRFTVSRDSSKNTL 	 or 

WVATISSGGRSTYYPDSVKGRFTVSRDS 	 or 

WVATISSGGRSTYYPDSVKGRFTVSR 	 or 

VVVATISSGGRSTYYPDSVKGRFTISRDNSKNT 	 or 

WVATISSGGRSTYYPDSVKGRFTISRDN or 

20 WVATISSGGRSTYYPDSVKGRFTISR; and . 

LISLY or YCAKLISLYWG or LISPY or 	STY or LISXY or YCAKLISPYWG or 

YCAKLISTYWG or FCARLISTYWG, 

wherein X is any amino acid. 

25 	6. The antibody of any preceding 	lain, wherein the antibody or antigen-binding 

fragment thereof has 

at least one light chain va' able region comprising the following amino acid 

sequences, or an amino acid see ence having at least 90% identity with the following 

amino acid sequences: 

30 (K/Q/R)ASQ(D/ )I(N/S/R)(S/N)YL(T/N/A), for example KASQDINSYLT; 

and 

(R/LN/D/A TN/A)(N/S)(R/N)L(F/MN/E/Q)(D/T/S), 	for 	example 

RTNRLF u and 

(L/Q)Q 	/H)(DN/N)(DiT)(F/Y)P(Y/UW)T, 	for 	example 	LQYDDFPYT; 

35 and/. 
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at least one heavy chain variable region comprising the following amino acid 

sequences, or an amino acid sequence having at least 90% identity with the followin'  

amino acid sequences: 

(SiT)(S/H/Y)AMS, for example SSAMS; and 

5 (T/A)1S(V/S/G)(G/S)G(G/R)(K/S)TYY(P/A)DSVKG, 	for 	e ample 

TISVGGGKTYYPDSVKG; and 

7. 

(L/D)(1/G)(S/G)(L/PfT/V)Y, for example LISLY, 

The antibody of any preceding claim, wherein the antibody or 	ntigen-binding 

10 	fragment thereof has at least one light chain variable region comprisin 2 the amino acid 

sequence 

DIKMTQSPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKT IYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKL r. I K, 	 or 

DIQMTQTPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKS•KTLIYRTNRLFDGVPS 

15 	RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGP LEIK, or 

EIVLTQSPSSMYASLGERVTITCKASQDINSYLTWFQQKP'KSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFe 	TKLEIK 	(AB-1_VK), 	or 

DIQMTQSPSSMYASLGERVTITCKASQDINSYLTWF414KPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFP / FGGGTKLEIK 	(AB-1_VK1), or 

20 	EIVLTQSPSSLSASVGDRVTITCKASQDINSYL , QQKPGKAPKLLIYRTNRLFDGVPS 

RFSGSGSGTDFFFTISSLQPEDFGTYYCLQYDP PYTFGGGTKLEIK (-V03-1_RKE), or 

DIQMTQSPSSLSASVGDRVTITCKASQDINS, LTWFWKPGKAPKSLIYRTNRLFDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCL41,  DDFPYTFGQGTKVEIK VIA13-1_RK4 or 

AIKMTQSPSSMYASLGERVIITCKASQD,NSYLTWFQQKPGKSPKTLIYLTNRLMDGVPS 

25 	RFSGSGSGQEFLLTISGLEHEDMGIY/ LQYVDFPYTFGGGTKLEIK 	(BB-7 	VK), 	or 

DITMTQSPSSIYASLGERVTITC 	*,,QDINSYLTWFQQKPGKSPKILIYLVNRLVDGVPS 

RFSGSGSGQDYALTISSLEYEDMe YYCLQYDDFPYTFGGGTKLEIK 	(DC-1 	VK), 	or 

QIVLTQSPAIMSASPGEKVTMT SASSSVDYMYWYQQKPGSSPRLLIYDTSNLASGVPVR 

FSGSGSGTSYSLTISRMGAE.,,TYYCQQWNSSPLTFGAGTKLELK 	(DD-9 	VK), 	or 

30 	QIVLTQSPAIMSASPGE 	TCSASSSVSYMYWYQQKPGSSPRLLIYDTSNLASGVPVR 

FSGSGSGTSYSLTISRMP,  DAATFYCQQWSSSPLTFGAGTKLELK 	(DH-2 	VK), 	or 

DIQMTQSPSSLSASVG9RVTITCKASQDINSYLTWFQQKPGKAPKSLIYLTNRLMDGVPS 

RFSGSGSGTDFFLT 	SLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, 	 or 

DIKMTQSPSSLSA:VGDRVTITCKASQDINSYLTWFQQKPGKAPKTLIYLTNRLMDGVPS 

35 	RFSGSGSGQEF 	TI SSLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, 	 or 
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DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYLVNRLVDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK, 	 Or 

DITMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKILIYLVNRL rGVPS 

RFSGSGSGQDYALTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK; and/or at least 

5 one 	heavy 	chain 	variable 	region 	comprising 	the 	amino 	acid 	sequence 

EVQLVESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDRRLEWVAT .VGGGKTYY 

PDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQGTT TVSS, 	or 

EVQLEESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDRRLEWV'TISVGGGKTYY 

PDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQTTLTVSS,or 

10 EVQLQESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDR' 	WVATISVGGGKTYY 

PDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLY ,GQGTTLTVSS 	(Pa- 

1__VH), 	 or 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSSAMSWVRQA°GKGLEWVSTISVGGGKTYY 

PDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCA. 	SLYWGQGTLVTVSS 	(MB- 

15 1_RHA), 	 or 

AVQLVESGGGLVKPGGSLKLSCAASGIIFSSSAMS 	'QTPEKRLEWVATISSGGRSTYY 

PDSVKGRFTVSRDSAKNTLYLQMDSLRSEDTAIY'CAKLISPYWGQGTTLTVSS 	(BB-7 

VH), 	 or 

EVQLVESGGGLVKPGGSLKLSCAASGFTLST'AMSWVRQTPEKRLEWVATISSGGRSTYY 

20 PDSVKGRFTISRDNVKNTLYLQLSSLRSEr AVYFCARLISTYWGQGTTLTVSS 	(DC-1 

VH), 	 or 

QVTLKESGPGILQPSQTLSLTCSFSGrSLSTSGMGVSWIRQSSGKGLEWLAHIYWDDDKR 

YNPSLKSRITISKDSSSNQVFLKT .VDTADTATYYCARSWTTAPFAFWGQGTLVTVSA 

(DD-9 	 VH), 	 or 

25 QVTLKESGPGILQPSQTLSLT .FSGFSLSTSGMGVSWIRQPSGKGLEWLAHIYWDDDKR 

YNPSLKSRLTISKDTSSNQV LKITSVDTADTATYYCARSGTTAPFAYWGQGTLVTVSA 

(DH-2 	 VH), 	 or 

EVQLLESGGGLVQPGGSA- LSCAASGFTFSSSAMSWVRQAPGKGLEWVSTISSGGRSTYY 

PDSVKGRFTISRDNS 	TLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, 	or 

30 EVQLLESGGGLVQPtGSLRLSCAASGIIFSSSAMSWVRQAPGKGLEWVATISSGGRSTYY 

PDSVKGRFTVSRI-SKNTLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, 	or 

EVQLLESGGGL QPGGSLRLSCAASGFTFSTHAMSWVRQAPGKGLEWVSTISSGGRSTYY 

PDSVKGRFT 	RDNSKNTLYLQMNSLRAEDTAVYYCAKLISTYWGQGTLVTVSS, 	or 

EVQLLESG,GLVQPGGSLRLSCAASGFTLSTHAMSWVRQAPGKGLEWVATISSGGRSTYY 
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PDSVKGRFTISRDNSICNTLYLQMNSLRAEDTAVYFCARLISTYWGQGTLVTVSS , 	or ar 

amino acid sequence having at least 90% identity with one or more of the amino avid 

sequences specified above. 

5 8. 	An antibody or antigen-binding fragment thereof comprising one or nis e of the 

following amino acid sequences, or one or more amino acid sequence hay g at least 

90% identity with one or more of the following amino acid sequences: 

KASQDINSYLT or TCKASQDINSYLTWF or TCKASQDINSYL 	; and/or 

RTNRLFD or TLIYRTNRLFDGVP or TLIYRTNRLFDGVPXXF1GSGSGQDFF or 

10 LLIYRTNRLFDGVP 	 or 	 SLIYRTNRLFDGVP 	 or 

LLIYRTNRLFDGVPXXFSGSGSGQDFF 	 or 

SLIYRTNRLFDGVPXXFSGSGSGQDFF 	or 	LTNRL . 0 	or 	LVNRLVD 	or 

XXNRLXD 	or 	LLIYRTNRLFDGVPSR 	GSGSGTDFF 	or 

SLIYRTNRLFDGVPSRFSGSGSGTDFF 	 or 

15 SLIYLTNRLMDGVPSRFSGSGSGTDFF 	or 

TLIYLTNRLMDGVPSRFSGSGSGQEFL 	 or 

SLIYLVNRLVDGVPSRFSGSGSGTDFF 	 or 

ILIYLVNRLVDGVPSRFSGSGSGQDYA or LIYLTNRLMDGVP 	or 

SLIYLTNRLMDGVP or SLIYLVNRLVD 	P or LVNRLVD or ILIYLVNRLVDGVP; 

20 and/or 

LQYDDFPYT or YCLQYDDFPYT' G or LQYVDFPYT or LQYVDFPYT or 

LQYXDFPYT or YCLQYVDFPYT 	; and/or 

SSAMS or FTLSSSAMSWVR • CXAXXFTLSSSAMSWVR or FTFSSSAMSWVR 

or CXAXXFTFSSSAMSWVR ir THAMS or XXAMS or CAASGFTFSSSAMSVVVR 

25 or CAASGIIFSSSAMSVVV-  or IIFSSSAMSWVR or CAASGFTFSTHAMSWVR or 

FTFSTHAMSVVVR or C ' ' ' S G FT L ST HAM SVVVR or FTLSTHAMSWVR; and/or 

TISVGGGKTYYPDSV G 	or 	WVATISVGGGKTYYPDSVKGRFTISR 	or 

WVATISVGGGKTY PDSVKGRFTISRXNXXXXL 	 or 

WVSTISVGGGK 	YPDSVKGRFTISR 	 or 

30 VVVSTISVGGG• 	YPDSVKGRFTISRXNXXXXL or TISSGGRSTYYPDSVKG or 

TISSGGRS 	PDSVKG 	or 	TISXGGXXTYYPDSVKG 	or 

VVVSTISV 	GKTYYPDSVKGRFTISRDNSKNTL 	 or 

WVSTIS GGGKTYYPDSVKGRFTISRDN or 

WVST .SGGRSTYYPDSVKGRFTISRDNSKNTL 	 or 

35 WV 	ISSGGRSTYYPDSVKGRFTISRDN or 

STISSGGRSTYYPDSVKGRFTISR 	 or 

ATISSGGRSTYYPDSVKGRFTVSRDSSKNTL 	 or 
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WVATISSGGRSTYYPDSVKGRFTVSRDS 	 •r 

WVATISSGGRSTYYPDSVKGRFTVSR 	 or 

INVATISSGGRSTYYPDSVKGRFTISRDNSKNTL 	 or 

WVATISSGGRSTYYPDSVKGRFTISRDN or 

5 WVATISSGGRSTYYPDSVKGRFTISR; and/or 

LISLY or YCAKLISLYWG or LISPY or LISTY or LISXY or YCA 	ISPYWG or 

YCAKLISTYWG or FCARLISTYWG, 

wherein X is any amino acid. 

10 	9. 	The antibody or antigen-binding fragment of Claim 8, w • rein the antibody or 

antigen-binding fragment thereof has 

at least one light chain variable region comprising 	e following amino acid 

sequences, or an amino acid sequence having at least 90 0 identity with the following 

amino acid sequences: 

15 (IVQ)ASODI(N/S)(S/N)YL(T/N), for exam.,  a KASQDINSYLT; and 

(R/LN/D)(TN/A)(N/S)(R/N)L(F/MA//E) 'A/T), for example RTNRLFD; and 

(L/Q)QY(DN/N)(D/T)(FN)P(Y/L)T, f • example LQYDDFPYT; and/or 

at least one heavy chain variable regio►  comprising the following amino acid 

sequences, or an amino acid sequence ham 	at least 90% identity with the following 

20 	amino acid sequences: 

(S/T)(S/HN)AMS, for exam,• e SSAMS; and 

(T/A)IS(V/S/G)(G/S)G(G/' (K/S)TYY(P/A)DSVKG, 	for 	example 

TISVGGGKTYYPDSV 	; and 

(L/D)(1/G)(S/G)(L/Prit )Y, for example LISLY. 

25 

10. 	The antibody or antigen-•inding fragment of Claim 8 or 9, wherein the antibody or 

antigen-binding fragment the -of has at least one light chain variable region comprising 

the amino acid sequence 

DIKMTQSPSSMYASLGE VTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

30 	RFSGSGSGQDFFLTI• LEYEDMGIYYCLQYDDFPYTFGGGTKLEIK, 	 or 

DIQMTQTPSSMYAS GERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFF. TISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK, or 

EIVLTQSPSS 	ASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQ'FFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK 	(AB-l_VK), 	or 

35 	DIQMTQS 	'SMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGS .GQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK 	(AB-1_VK1), 	or 
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EIVLTQSPSSLSASVGDRVTITCKASQDINSYLTWYQQKPGKAPKLLIYRTNRLFDGVPS 

RFSGSGSGTDFFFTISSLQPEDFGTYYCLQYDDFPYTFGGGTKLEIK (hAB-1_RKE), or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYRTNRLFDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK (hAB-1_RKJ), o' 

5 AIKMTQSPSSMYASLGERVIITCKASQDINSYLTWFQQKPGKSPKTLIYLTNRLMDGV'S 

RFSGSGSGQEFLLTISGLEHEDMGIYYCLQYVDFPYTFGGGTKLEIK 	(BB-7 VK, 	or 

DITMTQSPSSIYASLGERVTITCKASQDINSYLTWFQQKPGKSPKILIYLVNRL aGVPS 

RFSGSGSGQDYALTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK 	(DC-1 	VK), 	or 

QIVLTQSPAIMSASPGEKVTMTCSASSSVDYMYWYQQKPGSSPRLLIYDTS , 	SGVPVR 

10 FSGSGSGTSYSLTISRMGAEDAATYYCQQWNSSPLTFGAGTKLELK 	(D ■ 9 	VK), 	or 

QIVLTQSPAIMSASPGEKVTMTCSASSSVSYMYWYQQKPGSSPRLLIYI SNLASGVPVR 

FSGSGSGTSYSLTISRMEAEDAATFYCQQWSSSPLTFGAGTKLELK 	(DH-2 	VK), 	or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPK',IYLTNRLMDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYVDFPYTFGQGTKV IK, 	 or 

15 DIKMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPG PPKTLIYLTNRLMDGVPS 

RFSGSGSGQEFLLTISSLQPEDFATYYCLQYVDFPYTFGQ 	KVEIK, 	 or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQK r'GKAPKSLIYLVNRLVDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYT "GQGTKVEIK, 	 or 

DITMTQSPSSLSASVGDRVTITCKASQDINSYLTWF•QKPGKAPKILIYLVNRLVDGVPS 

20 RFSGSGSGQDYALTISSLQPEDFATYYCLQYDDF YTFGQGTKVEIK; and/or at least 

one 	heavy 	chain 	variable 	region 	comgnsing 	the 	amino 	acid 	sequence 

EVQLVESGGGLVKPGGSLKLSCAASGFTLSS:AMSWVRQTPDRRLEWVATISVGGGKTYY 

PDSVKGRFTISRDNAKNTLYLQMNSLRSEI AMYYCAKLISLYWGQGTTLTVSS, 	or 

EVQLEESGGGLVKPGGSLKLSCAASGFT SSSAMSWVRQTPDRRLEWVATISVGGGKTYY 

25 PDSVKGRFTISRDNAKNTLYLQMNSLrSEDTAMYYCAKLISLYWGQGTTLTVSS,or 

EVQLQESGGGLVKPGGSLKLSCAA 	FTLSSSAMSWVRQTPDRRLEWVATISVGGGKTYY 

PDSVKGRFTISRDNAKNTLYLQW4SLRSEDTAMYYCAKLISLYWGQGTTLTVSS 	(A13- 

1_VH), 	 or 

EVQLLESGGGLVQPGGSLRL:CAASGFTFSSSAMSWVRQAPGKGLEWVSTISVGGGKTYY 

30 PDSVKGRFTISRDNSKNT 	LQMNSLRAEDTAVYYCAKLISLYWGQGTLVTVSS 	(hAB- 

1_RHA), 	 or 

AVQLVESGGGLVKIDGeSLKLSCAASGIIFSSSAMSWVRQTPEKRLEWVATISSGGRSTYY 

PDSVKGRFTVSRDS•KNI'LYLQMDSLRSEDTAIYYCAKLISPYWGQGTTLTVSS 	(BB-7 

V11), 	 or 
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EVQLVESGGGLVKPGGSLKLSCAASGFTLSTHAMSWVRQTPEKRLEWVATISSGGRSTY.  

PD SVKGRFTI SRDNVKNTLYLQLS SLRS EDTAVYFCARL I STYWGQGTTLTVS S 	(P -1 

VH), 	 or 

QVTLKESGPGILQPSQTLSLTCS FSGFSLSTSGMGVSWIRQSSGKGLEWLAHI , iDDKR 

5 YNPS LKSRI T IS ICDS S SNQVFLKITSVDTADTATYYCARSWTTAP FAFWGQGT VTVSA 

(DD-9 	 VH), 	 or 

QVTLKESGPGILQPSQTLSLTCSFSGFSLSTSGMGVSWIRQPSGKGLEW • IYWDDDKR 

YNPSLKSRLT ISKDTS SNQVFLKI TSVDTADTATYYCARSGTTAPFA 	GQGTLVTVSA 

(DH-2 	 VH), 	 or 

10 EVQLLESGGGLVQPGGSLRLSCAASGFTFSSS.AMSWVRQAPGKGL WVSTISSGGRSTYY 

PDSVKGRFT ISRDNSKNTLYLQMNSLRAEDTAVYYCAKL IS PY 	• TLVTVSS, 	or 

EVQLLESGGGLVQPGGSLRLSCAASGIIFSSSAMSWVRQA.PG GLEWVATISSGGRSTYY 

PDSVKGRFTVSRDS SKNTLYLQMNSLRAEDTAVYYCAKL I ft &YWGQGTLVTVSS, 	or 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTHAMSWVRA-PGKGLEWVSTISSGGRSTYY 

15 PDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCA4 ISTYWGQGTLVTVSS, 	or 

EVQLLESGGGLVQPGGSLRLSCAASGFTLSTHAMS ? - QAPGKGLEwvATISSGGRSTYY 

PDSVKGRFTISRDNSKNTLYLQMSLRAEDTAVY • CARLISTYWGQGTLVTVSS , 	or an 

amino acid sequence having at least 90% ide 	ity with one or more of the amino acid 

sequences specified above. 

20 

11. The antibody of any preceding c =.1m, wherein the antibody or antigen-binding 

fragment thereof comprises or consists •f an intact antibody. 

12. The antibody of any preceding claim, wherein the antibody or antigen-binding 

25 fragment thereof comprises or c. sists of an antigen-binding fragment selected from the 

group consisting of: an Fv fragment (for example a single chain Fv fragment or a 

disulphide-bonded 	Fv frag rent); 	an 	Fab fragment; 	and an 	Fab-like fragment (for 

example an Fab' fragment er an F(ab)2  fragment). 

30 13. A polynucleoti. - encoding an antibody or an antigen-binding fragment thereof 

according to any of t aims 8 to 12, 

14. An antibhdy according to any of Claims 8 to 12, wherein the antibody or antigen-

binding fragm nt thereof inhibits TG2 activity. 

35 
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15. An antibody according to any of Claims 1 to 12, or 14, wherein the antibody or 

antigen-binding fragment thereof does not inhibit TG1, TG3, TG13 and/or TG7 activity. 

16. An antibody or antigen-binding fragment thereof whose binding to TG2 	or 

5 example, human TG2) is inhibited or reduced when an antibody according to 	y of 

Claims 1 to 12, 14 or 15 is bound to TG2 (for example, human TG2). 

17. A 	compound 	comprising 	an 	antibody 	or antigen-binding 	frag 	-nt 	thereof 

according to any of Claims 1 to 12, 14, 15, or 16 and a further moiety 	or example a 

10 readily detectable moiety, and/or a directly or indirectly cytotoxic moiety) 

18. A pharmaceutical composition/formulation comprising an 	ntibody or antigen- 

binding fragment thereof according to any of Claims 1 	to 1, 	or 14 to 16, or a 

polynucleotide according to Claim 	13, 	or a compound ac• ording to Claim 	17, 	in 

15 admixture with a pharmaceutically acceptable excipient, adju • nt, diluent or carrier. 

19. The 	pharmaceutical 	composition/formulation 	- cording 	to 	Claim 	18 	further 

comprising one or more further active ingredients. 

20 20. The 	pharmaceutical 	composition/formul- ion 	according 	to 	Claim 	18 	or 	19, 

wherein the composition/formulation is form 	-ted for intravenous, 	intramuscular, or 

subcutaneous delivery to a patient. 

21. A kit of parts 	comprising 	an 	:ntibody or antigen-binding fragment thereof 

25 according to any of Claims 1 to 12, ❑ • 14 to 16, or a polynucleotide according to Claim 

13, or a compound according to Cla 	17; and a further agent. 

22. An antibody or antigen-rending fragment thereof according to any of Claims 1 to 

12, or 14 to 16, or a polynuc -otide according to Claim 13, or a compound according to 

30 Claim 17, for use in medici e 

23. An antibody or - ntigen-binding fragment thereof according to any of Claims 1 to 

12, or 14 to 16, or - polynucleotide according to Claim 13, or a compound according to 

Claim 17, for use n reducing or inhibiting TG2 enzyme activity in an individual in need 

35 thereof. 
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24. Use of an antibody or antigen-binding fragment thereof according to any o 

Claims 1 to 12, or 14 to 16, or a polynucleotide according to Claim 13, or a compou d 

according to Claim 17, in the manufacture of a medicament for reducing or inhibiting 	G2 

enzyme activity in an individual in need thereof. 

5 

25. An antibody or antigen-binding fragment thereof according to any of ■ laims 1 to 

12, or 14 to 16, or a polynucleotide according to Claim 13, or a compoun. according to 

10 

15 

Claim 17, for use in the treatment and/or diagnosis of Celiac disease, - •normal wound 

healing, 	scarring, 	scleroderma, 	keloids 	and 	hypertrophic 	scars, 	ocular 	scarring, 

inflammatory bowel 	disease, 	macular degeneration, 	Grave's 	o ■ 	almopathy, 	drug- 

induced 	ergotism, 	psoriasis, 	fibrosis-related 	diseases 	(e.g. 	live 	fibrosis, 	pulmonary 

fibrosis such as interstitial lung disease and fibrotic lung disea e, cardiac fibrosis, skin 

fibrosis, myelofibrosis, kidney fibrosis such as glomeruloscl= osis and tubulointerstitial 

fibrosis), 	atherosclerosis, 	restenosis, 	inflammatory 	diseases, 	autoimmune 	diseases, 

neurodegenerative/neurological 	diseases 	(e.g. 	Hunti •ton's 	Disease, 	Alzheimer's 

disease, Parkinson's disease, polyglutamine disease 	spinobulbar muscular atrophy, 

dentatorubral-pallidoluysian 	atrophy, 	spinocerebella 	ataxias 	1, 	2, 	3, 	6, 	7 and 	12, 

rubropallidal atrophy, spinocerebellar palsy), and/• 	cancer (e.g. glioblastomas such as 

glioblastoma 	in 	Li-Fraumeni 	syndrome 	an,• 	sporadic 	glioblastoma, 	malignant 

20 melanomas, pancreatic ductal adenocarcinom . s, myeloid leukemia, acute myelogenous 

leukemia, 	myelodysplastic 	syndrome, 	m 	loproliferative 	syndrome, 	gynaecological 

cancer, Kaposi's sarcoma, Hansen's dise- -e, collagenous colitis).  

26. Use of an antibody or antig - n-binding fragment thereof according to any of 

25 Claims 1 to 12, or 14 to 16, or a polynucleotide according to Claim 13, or a compound 

according to Claim 	17, 	in the manufacture of a 	medicament for treating 	and/or 

diagnosing Celiac disease, ab • rmal wound healing, scarring, scleroderma, keloids and 

hypertrophic scars, ocular s•= wing, inflammatory bowel disease, macular degeneration, 

Grave's opthalmopathy, d 	g-induced ergotism, psoriasis, fibrosis-related diseases (e.g. 

30 liver fibrosis, pulmonary 7  S rosis such as interstitial lung disease and fibrotic lung disease, 

cardiac fibrosis, skin 	.rosis, myelofibrosis, kidney fibrosis such as glomerulosclerosis 

and 	tubulointerstiti- 	fibrosis), 	atherosclerosis, 	restenosis, 	inflammatory 	diseases, 

autoimmune 	dis 	ses, 	neurodegenerative/neurological 	diseases 	(e.g. 	Huntington's 

Disease, Alzhei 	er's disease, Parkinson's disease, polyglutamine disease, spinobulbar 

35 muscular atr• •hy, dentatorubral-pallidoluysian atrophy, spinocerebellar ataxias 1, 2, 3, 6, 

7 and 12, r .•ropallidal atrophy, spinocerebellar palsy), and/or cancer (e.g. glioblastomas 

such as dioblastoma in Li-Fraumeni syndrome and sporadic glioblastoma, malignant 
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melanomas, pancreatic ductal adenocarcinomas, myeloid leukemia, acute myelogenous 

leukemia, 	myelodysplastic 	syndrome, 	myeloproliferative 	syndrome, 	gynaecological 

cancer, Kaposi's sarcoma, Hansen's disease, collagenous colitis). 

5 27. 	An in vitro method of reducing or inhibiting TG2 enzyme activity, the me 	ad 

comprising administering an antibody or antigen-binding fragment thereof accor. 	g to 

any of Claims 1 to 12, or 14 to 16, or a polynucleotide according to Claim 	3, or a 

compound according to Claim 17, to a sample comprising TG2 (for example 	tissue or 

cell sample comprising TG2). 

10 

28. 	A method of producing an antibody or antigen-binding fragment 	ereof according 

to any of Claims 8 to 12, or 14 to 16, or a compound according to Cla 	s 17, the method 

comprising expressing a polynucleotide according to Claim 13- 

15 29. 	A method of selecting an antibody or antigen-bindi • fragment thereof that 

selectively binds a transglutaminase protein, the method co 	*rising the step of selecting 

an antibody or antigen-binding fragment thereof that s- -ctively binds a polypeptide 

comprising 	a transglutaminase core 	region/catalytic 	y omain 	but not comprising a 

transglutaminase barrel or sandwich domain. 

20 

30. 	A method of producing an antibody or .ntigen-binding fragment thereof that 

selectively binds a transglutaminase protein, th- method comprising administering to a 

non-human animal a compound comprising: 

i) a polypeptide comprising a trans 	utaminase core region/catalytic domain but 

25 not comprising a transglutaminase barn 	or sandwich domain, or a fragment thereof; 

and, optionally, 

ii) an adjuvant. 

31. 	A method of producing a 	antibody or antigen-binding fragment thereof according 

30 to any of Claims 1 to 12, or 	4 to 16 comprising the step of selecting an antibody or 

antigen-binding 	fragment 	, ereof 	that 	selectively 	binds 	a 	polypeptide 	sequence 

consisting of the polypep '•e sequence of amino acids 143 to 473 of human TG2 or a 

fragment thereof. 

35 32. 	A method of .roducing an antibody or antigen-binding fragment thereof according 

to any of Claims 	to 12, or 14 to 16 comprising administering to a non-human animal a 

compound co 	■ rising: 
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i) a polypeptide sequence consisting of the polypeptide sequence of amino aco s 

143 to 473 of human TG2 or a fragment thereof; and optionally, 

ii) an adjuvant. 

5 33. The method of Claim 30 or 32 further comprising the step of selecting - 	antibody 

or antigen-binding fragment thereof that selectively binds a transglutamina - protein (for 

example a TG2 such as human TG2). 

34. An antibody or antigen-binding fragment thereof obtainable b 	the method of any 

10 of Claims 28 to 33. 
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CLAIMS 

1. An antibody or an antigen-binding fragment thereof that selectively binds to an 

epitope within the core region of transglutaminase type 2 (TG2) and that inhibits 

5 human TG2 cross-linking lysine and glutamine with NE(y-glutamyl)lysine isopeptide 

bonds. 

2. The antibody of Claim 1, wherein the core region consists of amino acids 143 to 

473 of human TG2. 

10 

3. The antibody of Claim 1 or 2, wherein the antibody or antigen-binding fragment 

thereof selectively binds in whole or in part to a region comprising: 

i) amino acids 304 to 326 of human TG2; or 

ii) amino acids 351 to 365 of human TG2; or 

15 iii) amino acids 450 to 467 of human TG2. 

4. The antibody of any preceding claim, wherein the antibody or antigen-binding 

fragment thereof comprises one or more of the following amino acid sequences, or one or 

more amino acid sequence having at least 90% identity with one or more of the following 

20 amino acid sequences: 

KASQDINSYLT or TCKASQDINSYLTWF or TCKASQDINSYLTWY; and/or 

RTNRLFD or TLIYRTNRLFDGVP or TLIYRTNRLFDGVPXXFSGSGSGQDFF or 

LLIYRTNRLFDGVP or SLIYRTNRLFDGVP or 

LLIYRTNRLFDGVPXXFSGSGSGQDFF or 

25 SLIYRTNRLFDGVPXXFSGSGSGQDFF or LTNRLMD or LVNRLVD or XXNRLXD 

or LLIYRTNRLFDGVPSRFSGSGSGTDFF or 

SLIYRTNRLFDGVPSRFSGSGSGTDFF or 

SLIYLTNRLMDGVPSRFSGSGSGTDFF or 

TLIYLTNRLMDGVPSRFSGSGSGQEFL or 

30 SLIYLVNRLVDGVPSRFSGSGSGTDFF or 

ILIYLVNRLVDGVPSRFSGSGSGQDYA or TLIYLTNRLMDGVP or 

SLIYLTNRLMDGVP or SLIYLVNRLVDGVP or LVNRLVD or ILIYLVNRLVDGVP; 

and/or 

LQYDDFPYT or YCLQYDDFPYTFG or LQYVDFPYT or LQYVDFPYT or 

35 LQYXDFPYT or YCLQYVDFPYTFG; and/or 

SSAMS or FTLSSSAMSWVR or CXAXXFTLSSSAMSWVR or FTFSSSAMSWVR 

or CXAXXFTFSSSAMSWVR or THAMS or XXAMS or CAASGFTFSSSAMSWVR 
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or CAASGIIFSSSAMSWVR or IIFSSSAMSWVR or CAASGFTFSTHAMSWVR or 

FTFSTHAMSWVR or CAASGFTLSTHAMSWVR or FTLSTHAMSWVR; and/or 

TISVGGGKTYYPDSVKG or WVATISVGGGKTYYPDSVKGRFTISR or 

WVATISVGGGKTYYPDSVKGRFTISRXNXXXXL or 

5 WVSTISVGGGKTYYPDSVKGRFTISR or 

WVSTISVGGGKTYYPDSVKGRFTISRXNXXXXL or TISSGGRSTYYPDSVKG or 

TISSGGRSTYYPDSVKG or TISXGGXXTYYPDSVKG or 

WVSTISVGGGKTYYPDSVKGRFTISRDNSKNTL or 

VVVSTISVGGGKTYYPDSVKGRFTISRDN or 

10 WVSTISSGGRSTYYPDSVKGRFTISRDNSKNTL or 

WVATISSGGRSTYYPDSVKGRFTISRDN or 

WVSTISSGGRSTYYPDSVKGRFTISR or 

WVATISSGGRSTYYPDSVKGRFTVSRDSSKNTL or 

WVATISSGGRSTYYPDSVKGRFTVSRDS or 

15 WVATISSGGRSTYYPDSVKGRFTVSR or 

WVATISSGGRSTYYPDSVKGRFTISRDNSKNTL or 

WVATISSGGRSTYYPDSVKGRFTISRDN or 

VVVATISSGGRSTYYPDSVKGRFTISR; and/or 

LISLY or YCAKLISLYWG or LISPY or LISTY or LISXY or YCAKLISPYWG or 

20 YCAKLISTYWG or FCARLISTYWG, 

wherein X is any amino acid. 

5. The antibody of any preceding claim, wherein the antibody or antigen-binding 

fragment thereof has 

25 	at least one light chain variable region comprising the following amino acid 

sequences, or an amino acid sequence having at least 90% identity with the following 

amino acid sequences: 

(K/Q/R)ASQ(D/G)I(N/S/R)(S/N)YL(T/N/A), for example KASQDINSYLT; 

and 

30 (R/LN/D/A)(TN/A)(N/S)(R/N)L(F/MN/E/Q)(D/T/S), for example RTNRLFD; 

and 

(L/Q)Q(Y/H)(DN/N)(D/T)(F/Y)P(Y/L/VV)T, for example LQYDDFPYT; and/or 

at least one heavy chain variable region comprising the following amino acid 

sequences, or an amino acid sequence having at least 90% identity with the following 

35 	amino acid sequences: 

(S/T)(S/H/Y)AMS, for example SSAMS; and 
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(T/A)IS(V/S/G)(G/S)G(G/R)(K/S)TYY(P/A)DSVKG, for example 

TISVGGGKTYYPDSVKG; and 

(L/D)(I/G)(S/G)(L/P/TN)Y, for example LISLY. 

5 	6. The antibody of any preceding claim, wherein the antibody or antigen-binding 

fragment thereof comprises the following amino acid sequences, or amino acid 

sequences having at least 90% identity with the following amino acid sequences: 

(a) KASQDINSYLT (LCDR1); 

10 LVNRLVD (LCDR2); 

LQYDDFPYT (LCDR3); 

THAMS (HCDR1); 

TISSGGRSTYYPDSVKG (HCDR2); and 

LISTY (HCDR3); or 

15 

(b) KASQDINSYLT (LCDR1); 

LTNRLMD (LCDR2); 

LQYVDFPYT (LCDR3); 

SSAMS (HCDR1); 

20 TISSGGRSTYYPDSVKG (HCDR2); and 

LISPY (HCDR3); or 

(c) KASQDINSYLT (LCDR1); 

RTNRLFD (LCDR2); 

25 LQYDDFPYT (LCDR3); 

SSAMS (HCDR1); 

TISVGGGKTYYPDSVKG (HCDR2); and 

LISLY (HCDR3). 

30 	7. The antibody of any preceding claim, wherein the antibody or antigen-binding 

fragment thereof has at least one light chain variable region comprising the amino acid 

sequence 

DIKMTQSPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK, or 

35 	DIQMTQTPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK, or 
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EIVLTQSPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPSR 

FSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK (AB-1_VK), or 

DIQMTQSPSSMYASLGERVTITCKASQDINSYLTVVFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK (AB-1_VK1), or 

5 EIVLTQSPSSLSASVGDRVTITCKASQDINSYLTVVYQQKPGKAPKWYRTNRLFDGVPSR 

FSGSGSGTDFFFTISSLQPEDFGTYYCLQYDDFPYTFGGGTKLEIK (hAB-1_RKE), or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYRTNRLFDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK (hAB-1_RKJ), or 

AI KMTQSPSSMYASLGERVI ITCKASQDI NSYLTWFQQKPGKSPKTLIYLTNRLMDGVPSR 

10 FSGSGSGQEFLLTISGLEHEDMGIYYCLQYVDFPYTFGGGTKLEIK (BB-7 VK), or 

DITMTQSPSSIYASLGERVTITCKASQDINSYLTWFQQKPGKSPKILIYLVNRLVDGVPSRF 

SGSGSGQDYALTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK (DC-1 VK), or 

QIVLTQSPAIMSASPGEKVTMTCSASSSVDYMYWYQQKPGSSPRLLIYDTSNLASGVPV 

RFSGSGSGTSYSLTISRMGAEDAATYYCQQWNSSPLTFGAGTKLELK (DD-9 VK), or 

15 QIVLTQSPAIMSASPGEKVTMTCSASSSVSYMYVVYQQKPGSSPRLLIYDTSNLASGVPV 

RFSGSGSGTSYSLTISRMEAEDAATFYCQQWSSSPLTFGAGTKLELK (DH-2 VK), or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYLTNRLMDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, or 

DI KMTQSPSSLSASVG DRVTITCKASQDI NSYLTWFQQKPG KAPKTLIYLTN RLMDGVPS 

20 RFSGSGSGQEFLLTISSLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYLVNRLVDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK, or 

DITMTQSPSSLSASVGDRVTITCKASQDINSYLTVVFQQKPGKAPKILIYLVNRLVDGVPSR 

FSGSGSGQDYALTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK; and/or at least one 

25 heavy chain variable region comprising the amino acid sequence 

EVQLVESGGGLVKPGGSLKLSCAASGFTLSSSAMSVVVRQTPDRRLEVVVATISVGGGKT 

YYPDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQGTTLTVSS, or 

EVQLEESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDRRLEWVATISVGGGKT 

YYPDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQGTTLTVSS, or 

30 EVQLQESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDRRLEWVATISVGGGKT 

YYPDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQGTTLTVSS (AB- 

1_VH), or 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSSAMSWVRQAPGKGLEWVSTISVGGGKT 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISLYWGQGTLVTVSS 

35 (hAB-1_RHA), or 

AVQ LVESGGGLVKPGGSLKLSCAASGI I FSSSAMSVVVRQTPEKRLEVVVATISSGGRSTY 

YPDSVKGRFTVSRDSAKNTLYLQMDSLRSEDTAIYYCAKLISPYWGQGTTLTVSS (BB-7 
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VH), or 

EVQLVESGGGLVKPGGSLKLSCAASGFTLSTHAMSVVVRQTPEKRLEVVVATISSGGRST 

YYPDSVKGRFTISRDNVKNTLYLQLSSLRSEDTAVYFCARLISTYWGQGTTLTVSS (DC-1 

VH), or 

5 QVTLKESGPGILQPSQTLSLTCSFSGFSLSTSGMGVSWIRQSSGKGLEWLAHIYWDDDK 

RYNPSLKSRITISKDSSSNQVFLKITSVDTADTATYYCARSWTTAPFAFWGQGTLVTVSA 

(DD-9 VH), or 

QVTLKESGPGILQPSQTLSLTCSFSGFSLSTSGMGVSWIRQPSGKGLEWLAHIYVVDDDK 

RYNPSLKSRLTISKDTSSNQVFLKITSVDTADTATYYCARSGTTAPFAYWGQGTLVTVSA 

10 (DH-2 VH), or 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSSAMSVVVRQAPGKGLEVVVSTISSGGRST 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, or 

EVQLLESGGGLVQPGGSLRLSCAASG I I FSSSAMSVVVRQAPG KG LEVVVATISSGG RSTY 

YPDSVKGRFTVSRDSSKNTLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, or 

15 EVQLLESGGGLVQPGGSLRLSCAASGFTFSTHAMSVVVRQAPGKGLEVVVSTISSGGRST 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISTYWGQGTLVTVSS, or 

EVQLLESGGGLVQPGGSLRLSCAASGFTLSTHAMSINVRQAPGKGLEVVVATISSGGRST 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCARLISTYWGQGTLVTVSS, or 

an amino acid sequence having at least 90% identity with one or more of the amino acid 

20 sequences specified above. 

8. 	The antibody of any preceding claim, wherein the antibody or fragment thereof 

has: 

25 (a) a light chain variable region comprising the sequence 

DITMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKILIYLVNRLVDGVPSR 

FSGSGSGQDYALTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK, and a heavy chain 

variable region comprising the sequence 

EVQLLESGGGLVQPGGSLRLSCAASGFTLSTHAMSVVVRQAPGKGLEVVVATISSGGRST 

30 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCARLISTYWGQGTLVTVSS, 

or amino acid sequences having at least 90% identity therewith; or 

(b) a light chain variable region comprising the sequence 

DI KMTQSPSSLSASVGDRVTITCKASQDINSYLTVVFQQKPGKAPKTLIYLTNRLMDGVPS 

35 RFSGSGSGQEFLLTISSLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, and a heavy chain 

variable region comprising the sequence 

121 



EVQLLESGGGLVQPGGSLRLSCAASGIIFSSSAMSWVRQAPGKGLEVVVATISSGGRSTY 

YPDSVKGRFTVSRDSSKNTLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, 

or amino acid sequences having at least 90% identity therewith; or 

5 (c) a light chain variable region comprising the sequence 

EIVLTQSPSSLSASVGDRVTITCKASQDINSYLTVVYQQKPGKAPKWYRTNRLFDGVPSR 

FSGSGSGTDFFFTISSLQPEDFGTYYCLQYDDFPYTFGGGTKLEIK, or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYRTNRLFDGVPS 

10 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK, 

and a heavy chain variable region comprising the sequence 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSSAMSVVVRQAPGKGLEVVVSTISVGGGKT 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISLYWGQGTLVTVSS, 

or amino acid sequences having at least 90% identity therewith. 

15 9. 	An antibody or antigen-binding fragment thereof that inhibits human TG2 cross-

linking lysine and glutamine with NE(y-glutamyl)lysine isopeptide bonds, that antibody or 

antigen-binding fragment comprising one or more of the following amino acid sequences, 

or one or more amino acid sequence having at least 90% identity with one or more of the 

following amino acid sequences: 

20 KASQDINSYLT or TCKASQDINSYLTWF or TCKASQDINSYLTWY; and/or 

RTNRLFD or TLIYRTNRLFDGVP or TLIYRTNRLFDGVPXXFSGSGSGQDFF or 

LLIYRTNRLFDGVP or SLIYRTNRLFDGVP or 

LLIYRTNRLFDGVPXXFSGSGSGQDFF or 

SLIYRTNRLFDGVPXXFSGSGSGQDFF or LTNRLMD or LVNRLVD or XXNRLXD 

25 or LLIYRTNRLFDGVPSRFSGSGSGTDFF or 

SLIYRTNRLFDGVPSRFSGSGSGTDFF or 

SLIYLTNRLMDGVPSRFSGSGSGTDFF 	or 

TLIYLTNRLMDGVPSRFSGSGSGQEFL or 

SLIYLVNRLVDGVPSRFSGSGSGTDFF or 

30 ILIYLVNRLVDGVPSRFSGSGSGQDYA or TLIYLTNRLMDGVP 	or 

SLIYLTNRLMDGVP or SLIYLVNRLVDGVP or LVNRLVD or ILIYLVNRLVDGVP; 

and/or 

LQYDDFPYT or YCLQYDDFPYTFG or LQYVDFPYT or LQYVDFPYT or 

LQYXDFPYT or YCLQYVDFPYTFG; and/or 

35 SSAMS or FTLSSSAMSWVR or CXAXXFTLSSSAMSWVR or FTFSSSAMSWVR 

or CXAXXFTFSSSAMSWVR or THAMS or XXAMS or CAASGFTFSSSAMSWVR 
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or CAASGIIFSSSAMSWVR or IIFSSSAMSWVR or CAASGFTFSTHAMSWVR or 

FTFSTHAMSWVR or CAASGFTLSTHAMSWVR or FTLSTHAMSWVR; and/or 

TISVGGGKTYYPDSVKG or WVATISVGGGKTYYPDSVKGRFTISR or 

WVATISVGGGKTYYPDSVKGRFTISRXNXXXXL or 

5 WVSTISVGGGKTYYPDSVKGRFTISR or 

WVSTISVGGGKTYYPDSVKGRFTISRXNXXXXL or TISSGGRSTYYPDSVKG or 

TISSGGRSTYYPDSVKG or TISXGGXXTYYPDSVKG or 

WVSTISVGGGKTYYPDSVKGRFTISRDNSKNTL or 

WVSTISVGGGKTYYPDSVKGRFTISRDN or 

10 WVSTISSGGRSTYYPDSVKGRFTISRDNSKNTL or 

WVSTISSGGRSTYYPDSVKGRFTISRDN 	or 

VVVSTISSGGRSTYYPDSVKGRFTISR or 

WVATISSGGRSTYYPDSVKGRFTVSRDSSKNTL or 

WVATISSGGRSTYYPDSVKGRFTVSRDS or 

15 WVATISSGGRSTYYPDSVKGRFTVSR or 

WVATISSGGRSTYYPDSVKGRFTISRDNSKNTL or 

WVATISSGGRSTYYPDSVKGRFTISRDN 	or 

WVATISSGGRSTYYPDSVKGRFTISR; and/or 

LISLY or YCAKLISLYWG or LISPY or LISTY or LISXY or YCAKLISPYWG or 

20 YCAKLISTYWG or FCARLISTYWG, 

wherein X is any amino acid. 

10. 	The antibody or antigen-binding fragment of Claim 9, wherein the antibody or 

antigen-binding fragment thereof has 

25 at least one light chain variable region comprising the following amino acid 

sequences, or an amino acid sequence having at least 90% identity with the following 

amino acid sequences: 

(K/Q)ASQDI(N/S)(S/N)YL(T/N), for example KASQDINSYLT; and 

(R/LN/D)(T/V/A)(N/S)(R/N)L(F/MN/E)(D/T), for example RTNRLFD; and 

30 (L/Q)QY(D/V/N)(D/T)(F/Y)P(Y/L)T, for example LQYDDFPYT; and/or 

at least one heavy chain variable region comprising the following amino acid 

sequences, or an amino acid sequence having at least 90% identity with the following 

amino acid sequences: 

(S/T)(S/H/Y)AMS, for example SSAMS; and 

35 (T/A)IS(V/S/G)(G/S)G(G/R)(K/S)TYY(P/A)DSVKG, for example 

TISVGGGKTYYPDSVKG; and 

(L/D)(1/G)(S/G)(L/P/TN)Y, for example LISLY. 
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11. The antibody of claim 9 or 10, wherein the antibody or antigen-binding fragment 

thereof comprises the following amino acid sequences, or amino acid sequences having 

at least 90% identity with the following amino acid sequences: 

5 (b) 	KASQDINSYLT (LCDR1); 

LVNRLVD (LCDR2); 

LQYDDFPYT (LCDR3); 

THAMS (HCDR1); 

TISSGGRSTYYPDSVKG (HCDR2); and 

10 LISTY (HCDR3); or 

(b) 	KASQDINSYLT (LCDR1); 

LTNRLMD (LCDR2); 

LQYVDFPYT (LCDR3); 

15 SSAMS (HCDR1); 

TISSGGRSTYYPDSVKG (HCDR2); and 

LISPY (HCDR3); or 

(d) 	KASQDINSYLT (LCDR1); 

20 RTNRLFD (LCDR2); 

LQYDDFPYT (LCDR3); 

SSAMS (HCDR1); 

TISVGGGKTYYPDSVKG (HCDR2); and 

LISLY (HCDR3). 

25 

12. The antibody or antigen-binding fragment of Claim 9, 10 or 11, wherein the 

antibody or antigen-binding fragment thereof has at least one light chain variable region 

comprising the amino acid sequence 

DIKMTQSPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

30 RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK, or 

DIQMTQTPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK, or 

EIVLTQSPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPSR 

FSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK (AB-1_VK), or 

35 DIQMTQSPSSMYASLGERVTITCKASQDINSYLTWFQQKPGKSPKTLIYRTNRLFDGVPS 

RFSGSGSGQDFFLTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK (AB-1_VK1), or 
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EIVLTQSPSSLSASVGDRVTITCKASQDINSYLTVVYQQKPGKAPKWYRTNRLFDGVPSR 

FSGSGSGTDFFFTISSLQPEDFGTYYCLQYDDFPYTFGGGTKLEIK (hAB-1_RKE), or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYRTNRLFDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK (hAB-1_RKJ), or 

5 Al KMTQSPSSMYASLGERVI ITCKASQDINSYLTWFQQKPGKSPKTLIYLTNRLMDGVPSR 

FSGSGSGQEFLLTISGLEHEDMGIYYCLQYVDFPYTFGGGTKLEIK (BB-7 VK), or 

DITMTQSPSSIYASLGERVTITCKASQDINSYLTWFQQKPGKSPKI LIYLVNRLVDGVPSRF 

SGSGSGQDYALTISSLEYEDMGIYYCLQYDDFPYTFGGGTKLEIK (DC-1 VK), or 

QIVLTQSPAIMSASPGEKVTMTCSASSSVDYMYVVYQQKPGSSPRLLIYDTSNLASGVPV 

10 RFSGSGSGTSYSLTISRMGAEDAATYYCQQWNSSPLTFGAGTKLELK (DD-9 VK), or 

QIVLTQSPAIMSASPGEKVTMTCSASSSVSYMYVVYQQKPGSSPRLLIYDTSNLASGVPV 

RFSGSGSGTSYSLTISRMEAEDAATFYCQQWSSSPLTFGAGTKLELK (DH-2 VK), or 

DI QMTQSPSSLSASVGDRVTITCKASQDI NSYLTWFQQKPGKAPKSLIYLTN RLMDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, or 

15 DI KMTQSPSSLSASVG DRVTITCKASQDI NSYLTWFQQKPG KAPKTLIYLTN RLMDGVPS 

RFSGSGSGQEFLLTISSLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYLVNRLVDGVPS 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK, or 

DITMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKILIYLVNRLVDGVPSR 

20 FSGSGSGQDYALTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK; and/or at least one 

heavy chain variable region comprising the amino acid sequence 

EVQLVESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDRRLEWVATISVGGGKT 

YYPDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQGTTLTVSS, or 

EVQLEESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDRRLEVVVATISVGGGKT 

25 YYPDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQGTTLTVSS, or 

EVQLQESGGGLVKPGGSLKLSCAASGFTLSSSAMSWVRQTPDRRLEWVATISVGGGKT 

YYPDSVKGRFTISRDNAKNTLYLQMNSLRSEDTAMYYCAKLISLYWGQGTTLTVSS (AB- 

1_VH), or 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSSAMSWVRQAPGKGLEWVSTISVGGGKT 

30 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISLYWGQGTLVTVSS 

(hAB-1_RHA), or 

AVQLVESGGGLVKPGGSLKLSCAASGI I FSSSAMSVVVRQTPEKRLEVVVATISSGGRSTY 

YPDSVKGRFTVSRDSAKNTLYLQMDSLRSEDTAIYYCAKLISPYWGQGTTLTVSS (BB-7 

VH), or 

35 EVQLVESGGGLVKPGGSLKLSCAASGFTLSTHAMSWVRQTPEKRLEWVATISSGGRST 

YYPDSVKGRFTISRDNVKNTLYLQLSSLRSEDTAVYFCARLISTYWGQGTTLTVSS (DC-1 

VH), or 
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QVTLKESGPGILQPSQTLSLTCSFSGFSLSTSGMGVSWIRQSSGKGLEWLAHIYWDDDK 

RYNPSLKSRITISKDSSSNQVFLKITSVDTADTATYYCARSWTTAPFAFWGQGTLVTVSA 

(DD-9 VH), or 

QVTLKESGPGILQPSQTLSLTCSFSGFSLSTSGMGVSWIRQPSGKGLEWLAHIYWDDDK 

5 RYNPSLKSRLTISKDTSSNQVFLKITSVDTADTATYYCARSGTTAPFAYWGQGTLVTVSA 

(DH-2 VH), or 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSSAMSWVRQAPGKGLEVVVSTISSGGRST 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, or 

EVQLLESGGGLVQPGGSLRLSCAASG I I FSSSAMSVVVRQAPGKGLEVVVATISSGGRSTY 

10 YPDSVKGRFTVSRDSSKNTLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, or 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTHAMSWVRQAPGKGLEWVSTISSGGRST 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISTYVVGQGTLVTVSS, or 

EVQLLESGGGLVQPGGSLRLSCAASGFTLSTHAMSVVVRQAPGKGLEVVVATISSGGRST 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCARLISTYWGQGTLVTVSS, or 

15 an amino acid sequence having at least 90% identity with one or more of the amino acid 

sequences specified above. 

13. 	The antibody of any one of claims 9 to 12, wherein the antibody or fragment 

thereof has: 

20 

(a) a light chain variable region comprising the sequence 

DITMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKILIYLVNRLVDGVPSR 

FSGSGSGQDYALTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK, and a heavy chain 

variable region comprising the sequence 

25 EVQLLESGGGLVQPGGSLRLSCAASGFTLSTHAMSVVVRQAPGKGLEVVVATISSGGRST 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCARLISTYWGQGTLVTVSS, 

or amino acid sequences having at least 90% identity therewith; or 

(b) a light chain variable region comprising the sequence 

30 DI KMTQSPSSLSASVGDRVTITCKASQDI NSYLTWFQQKPGKAPKTLIYLTN RLMDGVPS 

RFSGSGSGQEFLLTISSLQPEDFATYYCLQYVDFPYTFGQGTKVEIK, and a heavy chain 

variable region comprising the sequence 

EVQLLESGGGLVQPGGSLRLSCAASGI I FSSSAMS1NVRQAPGKGLEVVVATISSGGRSTY 

35 

YPDSVKGRFTVSRDSSKNTLYLQMNSLRAEDTAVYYCAKLISPYWGQGTLVTVSS, 

or amino acid sequences having at least 90% identity therewith; or 

(c) a light chain variable region comprising the sequence 
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EIVLTQSPSSLSASVGDRVTITCKASQDINSYLTWYQQKPGKAPKLLIYRTNRLFDGVPSR 

FSGSGSGTDFFFTISSLQPEDFGTYYCLQYDDFPYTFGGGTKLEIK, or 

DIQMTQSPSSLSASVGDRVTITCKASQDINSYLTWFQQKPGKAPKSLIYRTNRLFDGVPS 

5 

RFSGSGSGTDFFLTISSLQPEDFATYYCLQYDDFPYTFGQGTKVEIK, 

and a heavy chain variable region comprising the sequence 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSSAMSWVRQAPGKGLEWVSTISVGGGKT 

YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKLISLYWGQGTLVTVSS, 

or amino acid sequences having at least 90% identity therewith. 

10 14. The antibody of any preceding claim, wherein the antibody or antigen-binding 

fragment thereof comprises or consists of an intact antibody. 

15. The antibody of any preceding claim, wherein the antibody or antigen-binding 

fragment thereof comprises or consists of an antigen-binding fragment selected from the 

15 group consisting of: an Fv fragment, for example a single chain Fv fragment or a 

disulphide-bonded Fv fragment; an Fab fragment; and an Fab-like fragment, for example 

an Fab' fragment or an F(ab)2  fragment. 

16. The antibody of any preceding claim, which is an IgG1, IgG2, IgG3 or IgG4. 

20 

17. A polynucleotide encoding an antibody or an antigen-binding fragment thereof 

according to any of Claims 9 to 16. 

18. An antibody according to any of Claims 1 to 16, wherein the antibody or antigen- 

25 binding fragment thereof does not inhibit TG1, TG3, TG13 and/or TG7 activity. 

19. An antibody or antigen-binding fragment thereof whose binding to TG2, for 

example human TG2, is inhibited or reduced when an antibody according to any of Claims 

1 to 16, 18 is bound to TG2, for example human TG2. 

30 

20. A compound comprising an antibody or antigen-binding fragment thereof 

according to any of Claims 1 to 16, 	18 or 19 and a further moiety, for example a readily 

detectable moiety, and/or a directly or indirectly cytotoxic moiety. 

35 21. A pharmaceutical composition/formulation comprising an antibody or antigen-

binding fragment thereof according to any of Claims 1 to 16, or 18 to 19 or a 
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polynucleotide according to Claim 17, or a compound according to Claim 20, in admixture 

with a pharmaceutically acceptable excipient, adjuvant, diluent or carrier. 

22. The pharmaceutical composition/formulation according to Claim 21 further 

5 comprising one or more further active ingredients. 

23. The pharmaceutical composition/formulation according to Claim 21 or 22, wherein 

the composition/formulation is formulated for intravenous, intramuscular, or subcutaneous 

delivery to a patient. 

10 

24. A kit of parts comprising an antibody or antigen-binding fragment thereof according 

to any of Claims 1 to 16, or 19 or a polynucleotide according to Claim 17, or a compound 

according to Claim 20; and a further agent. 

15 25. An antibody or antigen-binding fragment thereof according to any of Claims 1 to 

16, or 18 to 19 or a polynucleotide according to Claim 17, or a compound according to 

Claim 20, for use in medicine. 

26. Use of an antibody or antigen-binding fragment thereof according to any of Claims 

20 1 to 16, or 18 to 19 or a polynucleotide according to Claim 17, or a compound according 

to Claim 20, in the manufacture of a medicament for reducing or inhibiting TG2 enzyme 

activity in an individual in need thereof. 

27. Use of an antibody or antigen-binding fragment thereof according to any of Claims 

25 1 to 16, or 18 to 19 or a polynucleotide according to Claim 17, or a compound according 

to Claim 20, in the manufacture of a medicament for treating and/or diagnosing Celiac 

disease, abnormal wound healing, scarring, scleroderma, keloids and hypertrophic scars, 

ocular scarring, inflammatory bowel disease, macular degeneration, Grave's 

opthalmopathy, drug-induced ergotism, psoriasis, fibrosis-related diseases (e.g. liver 

30 fibrosis, pulmonary fibrosis such as interstitial lung disease and fibrotic lung disease, 

cardiac fibrosis, skin fibrosis, myelofibrosis, kidney fibrosis such as glomerulosclerosis 

and tubulointerstitial fibrosis), atherosclerosis, restenosis, inflammatory diseases, 

autoimmune diseases, neurodegenerative/neurological diseases (e.g. Huntington's 

Disease, Alzheimer's disease, Parkinson's disease, polyglutamine disease, spinobulbar 

35 muscular atrophy, dentatorubral-pallidoluysian atrophy, spinocerebellar ataxias 1, 2, 3, 6, 

7 and 12, rubropallidal atrophy, spinocerebellar palsy), and/or cancer (e.g. glioblastomas 

such as glioblastoma in Li-Fraumeni syndrome and sporadic glioblastoma, malignant 
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melanomas, pancreatic ductal adenocarcinomas, myeloid leukemia, acute myelogenous 

leukemia, myelodysplastic syndrome, myeloproliferative syndrome, gynaecological 

cancer, Kaposi's sarcoma, Hansen's disease, collagenous colitis). 

5 28. 	An in vitro method of reducing or inhibiting TG2 enzyme activity, the method 

comprising administering an antibody or antigen-binding fragment thereof according to 

any of Claims 1 to 16, or 18 to 19 or a polynucleotide according to Claim 17, or a 

compound according to Claim 20, to a sample comprising TG2, for example a tissue or 

cell sample comprising TG2. 

10 

29. 	A method of producing an antibody or antigen-binding fragment thereof according 

to any of Claims 9 to 16, or 18 to 19, or a compound according to Claim 20, the method 

comprising expressing a polynucleotide according to Claim 17. 

15 30. 	A method of selecting an antibody or antigen-binding fragment thereof that 

selectively binds a transglutaminase protein and that inhibits human TG2 cross-linking 

lysine and glutamine with Nc(y-glutamyl)lysine isopeptide bonds, the method comprising 

the step of selecting an antibody or antigen-binding fragment thereof that selectively binds 

a polypeptide comprising a transglutaminase core region/catalytic domain but not 

20 comprising a transglutaminase barrel or sandwich domain. 

31. 	A method of producing an antibody or antigen-binding fragment thereof that 

selectively binds a transglutaminase protein and that inhibits human TG2 cross-linking 

lysine and glutamine with NE(y-glutamyl)lysine isopeptide bonds, the method comprising 

25 administering to a non-human animal a compound comprising: 

i) a polypeptide comprising a transglutaminase core region/catalytic domain but 

not comprising a transglutaminase barrel or sandwich domain, or a fragment thereof; and, 

optionally, 

ii) an adjuvant. 

30 

32. 	A method of producing an antibody or antigen-binding fragment thereof according 

to any of Claims 1 to 16, or 18 to 19 comprising the step of selecting an antibody or 

antigen-binding fragment thereof that selectively binds a polypeptide sequence consisting 

of the polypeptide sequence of amino acids 143 to 473 of human TG2 or a fragment 

35 thereof. 
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33. 	A method of producing an antibody or antigen-binding fragment thereof according 

to any of Claims 1 to 16, or 18 to 19 comprising administering to a non-human animal a 

compound comprising: 

i) a polypeptide sequence consisting of the polypeptide sequence of amino acids 

5 143 to 473 of human TG2 or a fragment thereof; and optionally, 

ii) an adjuvant. 

34. 	The method of Claim 31or 33 further comprising the step of selecting an antibody 

or antigen-binding fragment thereof that selectively binds a transglutaminase protein, for 

10 example a TG2 such as human TG2. 

35. 	An antibody or antigen-binding fragment thereof obtainable by the method of any 

of Claims 29 to 34. 
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