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OR5AN1 PCR ACAAGGACGACGACGATAAGATCGAATTGATGAACGGGACCGAGGGCCCAAACTTCTACG
M1 GGNN-CGAGGGCCCAAACTTCTACG
M2 GGNN-CGAGGGCCCAARACTTCTACG
M3 GG-CCNAACTTCTACG
M4 GCCNAAM-TTCTACG
M5 GAGGG-CCAAACTTCTACG
M6 GAGGG-CCAAACTTCTACG
M7 GAGGGCCCAAACTTCTACG
M8 AN GGCCC-AAMTTCTACG
M9 NNAAAMTTYTACG

* kok ok okok ok

OR5AN1 PCR TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M1 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M2 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M3 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M4 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M5 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M6 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAARATATTACAG
M7 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M8 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG
M9 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGACTGGGGGAGGAAATATTACAG

Kk ke ok kAo ok ok ok ke ok ok ok ok ok ke k ok ke ok ok sk ok ok ok ok sk ke ok ok ok ok sk ok ke ok ke ke ke ok ke ok ok ok ok ok ok ke ok ok ok ok ok ok ok ok ke ok
OR5AN1 PCR AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M1 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M2 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M3 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M4 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M5 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M6 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M7 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M8 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT
M9 AAATCACCTATTTCATCCTGCTGGGATTCTCAGATTTTCCCAGGATCATAAAAGTGCTCT

ke k ok ke ok ok ok ok ok ok kK k ok ok ok kK ok ok ok kK ok ok ok ok ok ok ok ok ok ok ok ok ok R ok ok ok ok ok K ok ok ok ok ok ok ok ok k ok ok ok ok

OR5AN1 PCR TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M1 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M2 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M3 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M4 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M5 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M6 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M7 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M8 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT
M9 TCACTATATTCCTGGTGATCTACATTACATCTCTGGCCTGGAACCTCTCCCTCATTGTTT

%k ek ok ek ok ok ke ke ok ok ok ok ok ke k ok ke ok ok sk ke ok ok ok sk ke ok ok ok ok sk ok ke ok ke ok ke ok ke ok ke ok ok ok ok ke ok ok ok ok ok ok ok ok ke ok
OR5AN1 PCR TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M1 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M2 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M3 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M4 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M5 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M6 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M7 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M8 TAATAAGGATGGATTCCCACCTCCATACACCCATGTATTTCTTCCTCAGTAACCTGTCCT
M9 TAATAASGATGGATTCCCMCCTCCATACMCCCATGTATTTCTTCCTCASTAACCTGTCCT

hkkkhkk hhkhkkkhkkhhkhkdh Khkkhkkhhkhk khkkkkkkkhkhkhkkhkhrkkrkkd *khkkkkhkkrk*
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OR5AN1 PCR TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M1 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M2 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M3 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M4 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M5 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M6 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M7 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M8 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAACCTCTTACAGG
M9 TCATAGATGTCTGCTATATCAGCTCCACAGTCCCCAAGATGCTCTCCAMCCTCTTACAGG

ek ok ek k ok ek ok ek ko ke ke ok ok ok ok ok ok ok ok ok ok ok ok ok ok ke Kk ok ok ok ok ok ok ok ok ko ok ok ok ke ok ok ok ok ok ke ko
OR5AN1 PCR AACAGCAAACTATCACTTTITGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M1 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M2 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M3 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M4 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M5 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M6 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M7 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M8 AACAGCAAACTATCACTTTTGTTGGTTGTATTATTCAGTACTTTATCTTTTCAACGATGG
M9 AACAKCAAACTATCACTTTTGTTGGTTGTATTATTCAKTACTTTATCTTTTCAACGATGG

Kokk ok Kok kKKK KK A KRR KKK K kKA K KR AR KKK KA KE Kk Kok ko Kok ok K Kok Kk ok ok Kk ok ok Kk ok
OR5AN1 PCR GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M1 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M2 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M3 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M4 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M5 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M6 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M7 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M8 GACTGAGTGAGTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA
M9 GACTGAGTGASTCTTGTCTCATGACAGCCATGGCTTATGATCGTTATGCTGCCATTTGTA

ko ok kok ok ke ke ok ok ok ok ok K ok ok ok ok ok ok ok ok ok ok ok kK ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok
OR5AN1 PCR ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M1 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M2 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M3 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M4 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M5 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M6 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M7 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M8 ACCCCCTGCTCTATTCATCCATCATGTCACCCACCCTCTGTGTTTGGATGGTACTGGGAG
M9 ACCCCCTGCTCTATTCATCCATCATGWCACCCACCCTCTGTGTTTGGATGGTACTGGGAG

Kk Kk Kok kK K Kk KAk Kk kR Kk ok Rk ok ok kK K ok K Kk ok ok K ok ok K ok ok ok Kk ok K K ok Kk ok Kk ok ok Kk
CR5AN1 PCR CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M1 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M2 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M3 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M4 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M5 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M6 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M7 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M8 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT
M9 CCTACATGACTGGCCTCACTGCTTCTTTATTCCAAATTGGTGCTTTGCTTCAACTCCACT

hkkkkkkkkhkkkkkhkhkhkkhkkkkkhkkkkkkkok ok kk ko kkkkohk Kk ok kkkkkkokkkk*
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OR5AN1 PCR TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M1 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M2 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M3 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M4 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M5 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M6 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M7 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M8 TCTGTGGGTCTAATGTCATCAGACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT
M9 TCTGTGGGTCWAATGTCATCASACATTTCTTCTGTGACATGCCCCAACTGTTAATCTTGT

dokok ok ok okok ok ok ok ok kok ok ok ok ok k ok ok ok ok ok ok ok ok ok kK ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok
OR5AN1 PCR CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M1 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M2 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M3 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M4 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M5 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M6 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M7 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M8 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGGA
M9 CCTGTACTGACACTTTCTTTGTACAGGTCATGACTGCTATATTAACCATGTTCTTTGGRA

ek ok ek k ok ek ok e ko ke ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok kK ok ok ok ok ok ok ok ok ok ok ok ok ok ko k ok ok k ok ok
OR5AN1 PCR TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M1 TAGCAAGTGCCCTAGTTATCATGATATCYTATGGCTATATTGGCATCTCCATCATGAAGA
M2 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M3 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M4 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M5 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M6 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M7 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M8 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATATTGGCATCTCCATCATGAAGA
M9 TAGCAAGTGCCCTAGTTATCATGATATCCTATGGCTATRTTGGCATCTCCATCATGAAGA

Kokkkk ok ok kKA kK KAK KR KRR KRR AR KR A Kk kR Ak kkh Kok ok ok kokok K Kok Kk ok ok K ko ok ok kK
OR5AN1 PCR TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M1 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M2 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M3 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M4 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M5 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M6 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M7 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M8 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG
M9 TCACTTCAGCTAAAGGCAGGTCCAAGGCATTCAACACCTGTGCTTCTCATCTAACAGCTG

ek ok ko ok e ok e ok ok ke ke ok ok K ok ok ok ok ok ok ok ok ok ok K ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ke ok ok
OR5AN1 PCR TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M1 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M2 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M3 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M4 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M5 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M6 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M7 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M8 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT
M9 TTTCCCTCTTCTATACATCAGGAATCTTTGTCTATTTGAGTTCCAGCTCTGGAGGTTCTT

ok ke ok K Kk ok ok ok ok ok ok ok ok ok ok ko ok ok ok ok kK ok ok ok ok ok ok ok ok ok ok ok ok ok Rk ok ok ok ok K ok ok ok ok ok ok ok ok k ok ok ok ok
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ORS5AN1 PCR CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M1 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M2 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M3 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M4 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M5 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M6 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M7 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M8 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
M9 CAAGCTTTGACAGATTTGCATCTGTTTTCTACACTGTGGTCATTCCCATGTTAAATCCCT
%k ek ok ok ok ok ok ok ok ok ke ke ke ok ok ke ok ok ok ok ok ok ke ke ok ok ok ok ke ok ke ok ke sk ok ok ok ok ok ok ok ok ok ok ok ke ke ke ok ok ke ok ok ok ok
OR5AN1 PCR TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M1 TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M2 TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M3 TGATTTACAGTTTGAGGAACARAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M4 TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M5 TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M6 TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M7 TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M8 TGATTTACAGTTTGAGGAACAAAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAAGAGAA
M9 TGATTTACAGTTTGAGGAACARAGAAATTAAAGATGCCTTAAAGAGGTTGCAAAASAG-A
kkkkkhkhkhkhkdhkhkhkrhkhkrkhkrhkhkdhkhkrrhrrhkhkhkhkdkrhkrhrrhkrhkkdkrrhrrhkrhkrkkd, **x %
OR5AN1 PCR AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCG
M1 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA-CCGCTGATCAG-CTCG
M2 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA-CCGCTGATCAGC ————
M3 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGG-CCGTTTAAA-CCGCTGATCAG-CTCG
M4 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTT-AACCCGCTGATCAG-CTCG
M5 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGY TCGTTTAAA-CCGCTGATCAGC ————
M6 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA-CCGCTGATCAG-CTCG
M7 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA-CCGCTGATCA-—————
M8 AGTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTT-AACCCGCTGATCAG-CTCG
M9 ARTGCTGCTGAGCGGCCGCTCGAGTCTAGAGGGCCCGTTT-AACCCGCTGATCAGC ————
Kk kok ok ok ok ok ok ok ok ok ok ko ke k ok ke ok ok ke ok ok k ok ke ok ok ok ok ok ok Kk ok k ok kk kok ok okok ok ok ok ok ok
ORS5AN1 PCR ACTGTGCCTTCTAGTTGCCAGCCATC——
M1 A TG
M2 TCAN
M3 AC NN
M4
M5 ———=TCACTGCT————————————————
M6 A TGC
M7
M8 AT
M9 TCAC

FIGURE 9D
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OR10G7 PCR ACAAGGACGACGACGATAAGATCGAATTGATGAACGGGACCGAGGGCCCARACTTCTACG
El GGCNAAAMTTCTACG
E2 ACTTCTACG
E3 GGG-CCAAACTTCTACG
E4 NNN TTCTACG
E5 GGCCC-AACTTCTACG
E6 GANGGCCCAAACTTCTACG
E7 GAGGGCCCAAACTTCTACG
E8 NNN TTCTACG
E9 ~—NNN AACTTCTACG

* Kk kok ok ok ok
OR10G7 PCR TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACTGACAG
El TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACKGACAG
E2 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGHCCANCGC——————————————
E3 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACTGACAG
E4 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCRACGCCTCCCTACTGACAG
E5 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACTGACAG
E6 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACTGACAG
E7 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACTGACAG
E8 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACTGACAG
E9 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTACTGACAG

ko ok ok kkkkkkkkkkkkkkkkkkkkhhkkdhkhkkkkhkk *k * kK

OR10G7 PCR CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACGCCCCCCTCTTTGGAATCT
El CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACSCCCCCCTCTTTGGAATCT
E2

E3 CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACSCCCCCCTCTTTGGAATCT
E4 CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACGCCCCCCTCTTTGGAATCT
ES5 CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACGCCCCCCTCTTTGGAATCT
E6 CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACSCCCCCCTCTTTGGAATCT
E7 CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACGCCCCCCTCTTTGGAATCT
E8 CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACSCCCCCCTCTTTGGAATCT
E9 CGTTCATCCTCACGGGCCTTCCCCATGCCCCAGGGCTGGACGCCCCCCTCTTTGGAATCT
OR10G7 PCR TCCTGGTGGTTTACGTGCTCACTGTGCTGGG-GAACCTCCTCATCCTGCTGGTGATCAGG
El TCCTGGTGGTTTACKTGCTCACTGTGCTGGG-GAACCTCCTCATCCKGCTGGTGATCAGG
E2

E3 TCCTGGTGGTTTACGTGCTCACTGTGCTGGG-GAACCTCCTCATCCTGCTGGTGATCAGG
E4 TCCTGGTGGTTTASGTGCTCACTGTGCTGGG-GAACCTCCTCATCCTGCTGGTGATCRGG
E5 TCCTGGTGGTTTACGTGCTCACTGTGCTGGG-GAACCTCCTCATCCTGCTGGTGATCAGG
E6 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGNGAACCTCCTCATCCTGCTGGTGATCAGG
E7 TCCTGGTGGTTTACGTGCTCACTGTGCTGGG-GAACCTCCTCATCCTGCTGGTGATCAGG
E8 TCCTGGTGGTTTACGTGCTCACTGTGCTGGG-GAACCTCCTCATCCTGCTGGTGATCAGG
ES TCCTGGTGGTTTACGTGCTCACTGTGCTGGG-GAACCTCCTCATCCTGCTGGTGATCAGG
OR10G7 PCR GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
El GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
E2

E3 GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
E4 GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
ES5 GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
E6 GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
E7 GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
E8 GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
E9 GTGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGAC
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OR10G7 PCR ATGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGC
El WIGTGGTTCTCCACTGTCACGGWGCCCAAAATGCTGATGACCTTGGTGTCCCCAARCGGC
E2

E3 ATGTGGTTCTCCACTGTCACGGTGCCCAAARATGCTGATGACCTTGGTGTCCCCAAGCGGC
E4 ATGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGC
ES ATGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGC
E6 ATGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGC
E7 ATGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGC
E8 ATGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGC
E9 ATGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGC
CR10G7 PCR AGGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
El AGGACTATCTCCWTCMACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
E2

E3 AGGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
E4 ARGACTATCTCCTTCCACAGCTGCGTGGCTCAKCTCTATTTTTTCCACTTCCTGGGGAGC
E5 AGGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
E6 AGGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
E7 AGGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
E8 AGGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
ES AGGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGC
OR10G7 PCR ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
El ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAKTTACCCG
E2

E3 ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
E4 ACCGAGWGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
ES5 ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
E6 ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
E7 ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
E8 ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
E9 ACCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACCTGGCCATCAGTTACCCG
OR10G7 PCR CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
El CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
E2

E3 CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
E4 CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
E5 CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
E6 CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
E7 CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
E8 CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
E9 CTCAGGTACACCAACATGATGACTGGGCGCTCGTGTGCCCTCCTGGCCACCGGCACTTGG
OR10G7 PCR CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
El CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
E2

E3 CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
E4 CTCAGTGGCTCTCTGCACTCTGCTGTCCAKACCATATTGACTTTCCATTTGCCCTACTGT
ES5 CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
E6 CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
E7 CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
E8 CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
E9 CTCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGT
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OR10G7 PCR GGACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGT
El GGACCCAACCAGATCCAGCACTACTTCTGTGACSCACCGCCCATCCTGAAACTGGCCTGT
E2

E3 GGACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGT
E4 GGACCCAACCASATCCRGCACTACTTCTGTGACGCACCRCCCATCCTGAAACTGGCCTGT
ES5 GGACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGT
E6 GGACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGT
E7 GGACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGT
E8 GGACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGT
E9 GGACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGT
OCR10G7 PCR GCAGACACCTCAGCCAACGAGATGGTCATCTTTGTGAATATTGGGCTAGTGGCCTCGGGC
El GCAKACACCTCAGCCAACGAGATGGTCATCTTTGTGAATATTGGGCTASTGGCCTCGGGC
E2

E3 GCAGACACCTCASCCAACGAGATGGTCATCTTTGTGAATATTGGGCTAGTGGCCTCGGGC
E4 GCASACACCTCASCCAACGAGATGGTCATCTTTGTGAATATTGGGCTASTGGCCTCGGGC
E5 GCAGACACCTCAGCCAACGAGATGGTCATCTTTGTGAATATTGGGCTAGTGGCCTCGGGC
E6 GCASACACCTCAGCCAACGAGATGGTCATCTTTGTGAATATTGGGCTAGTGGCCTCGGGC
E7 GCAGACACCTCAGCCAACGAGATGGTCATCTTTGTGAATATTGGGCTAGTGGCCTCGGGC
E8 GCASACACCTCAGCCAACGAGATGGTCATCTTTGTGAATATTGGGCTAGTGGCCTCGGGC
ES GCAGACACCTCAGCCAACGAGATGGTCATCTTTGTGAATATTGGGCTAGTGGCCTCGGGC
OR10G7 PCR TGCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
El TGCTTTRTCCTGATAGTGCTGYCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
E2

E3 TGCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
E4 TGCTTTGTCCTGATARTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
ES5 TGCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
E6 TGCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
E7 TGCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
E8 TGCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
E9 TGCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGGATCCGC
OR10G7 PCR ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
El ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
E2

E3 ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
E4 ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
ES5 ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
E6 ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
E7 ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
E8 ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
E9 ACCTCAGAGGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTT
OR10G7 PCR TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
El TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
E2

E3 TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
E4 TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
ES5 TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
E6 TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
E7 TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
E8 TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
ES TGCTTCTTTGGCCCTGGTCTTTTCATTTACCTGAGGCCAGGCTCCAGGGACGCCTTGCAT
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OR10G7 PCR GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGTTGTGTACACC
El GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGWTGTGTACACC
E2

E3 GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGTTGTGTACACC
E4 GGCGTTGTGGCCGTTWTCTACACCACGCTGACTCCTCTTTTCAACCCTGWTGTGTACACC
E5 GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGTTGTGTACACC
E6 GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGTTGTGTACACC
E7 GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGTTGTGTACACC
E8 GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGTTGTGTACACC
E9 GGGGTTGTGGCCGTTTTCTACACCACGCTGACTCCTCTTTTCAACCCTGTTGTGTACACC
OR10G7 PCR CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGGGTCAGTATTTGCT
El CTGASAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGSGTCAGTATTTGCT
E2

E3 CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGGGTCAGTATTTGCT
E4 CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAARCTGAAAAATGGGTCAGTATTTGCT
ES5 CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGGGTCAGTATTTGCT
E6 CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGGGTCAGTATTTGCT
E7 CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGGGTCAGTATTTGCT
E8 CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGGGTCAGTATTTGCT
E9 CTGAGAAACAAGGAGGTAAAGAAAGCTCTGTTGAAGCTGAAAAATGGGTCAGTATTTGCT
OR10G7 PCR CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTARACCCGCTGATCAGCCTC
El CAGGATGAATAGGCGGYCGCTCGAGTCTAGAGGGYCCGTTTAAA-CCGCTGATCAGCCTC
E2

E3 CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGG-NCGTTT-AACCCGCTGATCAG-CTC
E4 CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAARACCCGCTGATCA-CCTC
E5 CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGC———
E6 CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGG-NCGTTT-AACCCGCTGATCAGC———
E7 CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAG-CTC
E8 CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGG-NCGTTTAAACCCGCTGATC——————
E9 CAGGGTGAATAGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAA-CCGCTGATCAGCT——
OR10G7 PCR GACTGTGCCTTCTAGTTGCCAGCCATC

El GA: YG

E2

E3 GACTG CTA;

E4

ES5 TCRCT

E6

E7 GA-—-TGGCT-————————————————

E8

E9
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OR10G4 PCR ACAAGGACGACGACGATAAGATCGAATTGATGAACGGGACCGAGGGCCCARACTTCTACG
V1 GGCC—-AACTTCTACG
V2 GGNN-CGAGGG-CCAAACTTCTACG
v3 GGNNN--ACTTCTACG
V5 GNNN--ACTTCTACG
V6 NNN CTTCTACG
V7 NNAACTTCTACG
v8 NNN ACTTCTACG
V9 GGNCN--ACTTCTACG
* ok ok ok ok ok ok ok

OR10G4 PCR TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCAGCCTCGTGACAG
V1 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCAGCCTCGTGACAG
V2 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCAGCCTCGTGACAG
v3 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCHSCCTCGTGACAG
V5 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCTCCCTMCTGACAG
V6 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCAGCCTCGTGACAG
V7 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCAGCCTCGTGACAG
v8 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCAGCCTCGTGACAG
V9 TGCCTTTCTCCAACAAGACGGGCGTGGTGGAATTCATGTCCAACGCCAGCCTCGTGACAG
Kk Kk ok k ok ok ok ke ke ok ok ok ok sk ok ke ok ke sk ok ke ok ke ke ok ke sk ok ke ok ok ke ok ok ok ok ke ok ke ok ok ok ok ke * kK * ok k ok ok ok

OR10G4 PCR CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
V1 CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
V2 CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
v3 CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
V5 CRTTCATCCTCACRGGCCTTCCCCATGCCCCAGGGCTGGACGCCCYCCTCTTTGGAATCT
V6 CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
V7 CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
ve CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
V9 CATTCATCCTCACAGGCCTTCCCCATGCCCCAGGGCTGGACGCCCTCCTCTTTGGAATCT
Kk kkkkkhkkhkhkhkk khkkkhkkkkrhkhkhkkkhkhkkkhkrhhhhkhhkkhkhhk Khkkkhkkhkhkkkkdhhikx

OR10G4 PCR TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
V1 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
V2 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
v3 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
V5 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
V6 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
V7 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
V8 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGS
V9 TCCTGGTGGTTTACGTGCTCACTGTGCTGGGGAACCTCCTCATCCTGCTGGTGATCAGGG
Kk ke ok ok k ok ok ok ok ke ok ok ke ok sk ok sk ke ok ke sk ke ke ok ke sk sk ke ok ke ke ke ke ke ok ke ok ok ok ke ke ok ok ko ok ke ke ok ok ok ok ke ok ok ok ke ok

OR10G4 PCR TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
V1 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
V2 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
v3 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
V5 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
V6 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
V7 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
v8 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA
V9 TGGATTCTCACCTCCACACCCCCATGTACTACTTCCTCACCAACCTGTCCTTCATTGACA

Sk ke K Kk ok ok ok ok ok ok ok ok ok ok ok ek ke ok ok ok Kok ok ok ok ok ok ok ok ok ok ok ok R ok ok ok ok ok ok ok ok ok ok ke ok ok ok kR ok
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OR10G4 PCR TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
V1 TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
V2 TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
v3 TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
V5 TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
Ve TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
v7 TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
V8 TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA
V9 TGTGGTTCTCCACTGTCACGGTGCCCAAAATGCTGATGACCTTGGTGTCCCCAAGCGGCA

Kk ok ko ok ok ok ke ok ok ok sk ok ok ok ke ok ok ke ke ok ok ok ke ke ok ok ok ke kK ke ok ke ok ok ok ke ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok
CR10G4 PCR GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
v1 GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
V2 GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
v3 GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
v5 GGACTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
V6 GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
v7 GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
v GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA
v GGGCTATCTCCTTCCACAGCTGCGTGGCTCAGCTCTATTTTTTCCACTTCCTGGGGAGCA

dekokokok ek ok ke ok ok ok ok ok ok ok K ok ok ok ok ok ok ok ok ok ok ok ke K ok ok ok ok ok ok ok ok ok ok ok ok ok K ok ok ok ok ok ok ok ok ok ok
CR10G4 PCR CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC
V1 CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC
v2 CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC
v3 CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC
V5 CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACYTGGCCATCAGTTACCCGC
V6 CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC
V7 CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC
v CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC
v CCGAGTGTTTCCTCTACACAGTCATGTCCTATGATCGCTACTTGGCCATCAGTTACCCGC

ek ok ek k ok ek ok ek ok ok ke ke ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ek ok ok ok ok ok ke ok ok
OR10G4 PCR TCAGGTACACCAGCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC
V1 TCAGGTACACCAGCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC
v2 TCAGGTACACCAGCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC
v3 TCAGGTACACCARCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC
v5 TCAGGTACACCAACATGATGACTGGGMGCWSGTGTGCCCTCCTGGCCACCGGCACTTGGC
V6 TCAGGTACACCAGCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC
V7 TCAGGTACACCAGCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC
v8 TCAGGTACACCAGCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC
v TCAGGTACACCAGCATGATGAGTGGGAGCAGGTGTGCCCTCCTGGCCACCGGCACTTGGC

dokokokokkokkkkdkok kkkkkhkokk ko kok  okokokokokok ok ok ok ok ok ok ok ok ok Kok ok ok ok ok ok ok ok ok ok
OR10G4 PCR TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
v1 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
V2 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
v3 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
v5 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
V6 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
V7 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
v8 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG
V9 TCAGTGGCTCTCTGCACTCTGCTGTCCAGACCATATTGACTTTCCATTTGCCCTACTGTG

hkkkkkkkhkhkhkhkkkhhkkkhkkhkkkkkkkhkkkkkkkkkk ok kkkkohk Kk kokkkkkkkkkkk*
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OR10G4 PCR GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
V1 GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
v2 GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
v3 GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
v5 GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
Ve GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
v7 GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGCTG
v8 GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
V9 GACCCAACCAGATCCAGCACTACTTCTGTGACGCACCGCCCATCCTGAAACTGGCCTGTG
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OR10G4 PCR CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGGACATTGGGATAGTGGCCTCAGGCT
vl CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGGACATTGGGATAGTGGCCTCAGGCT
v2 CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGGACATTGGGATAGTGGCCTCAGGCT
v3 CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGRACATTGGGATAGTGGCCTCAGGCT
v5 CAGACACCTCAGCCAACGAGATGGTCATCTTTGTGAAYATTGGCGMTAGTGGCCTCRGGCT
Ve CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGGACATTGGGATAGTGGCCTCAGGCT
v7 CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGGACATTGGGATAGTGGCCTCAGGCT
v CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGGACATTGGGATAGTGGCCTCAGGCT
V9 CAGACACCTCAGCCAACGTGATGGTCATCTTTGTGGACATTGGGATAGTGGCCTCAGGCT
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OR10G4 PCR GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
V1 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
v2 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
v3 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
V5 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGSATCCGCA
V6 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
v7 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
v8 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
V9 GCTTTGTCCTGATAGTGCTGTCCTATGTGTCCATCGTCTGTTCCATCCTGCGCATCCGCA
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OR10G4 PCR CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
V1 CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
V2 CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
v3 CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
v5 CCTCAGATGGGAGGCACAGAGCCTTTCAGACCTGTGCCTCCCACTGTATCGTGGTCCTTT
V6 CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
v7 CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
v8 CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
v CCTCAGATGGGAGGCGCAGAGCCTTTCAGACCTGTGCCTCCCACTGTATTGTGGTCCTTT
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CR10G4 PCR GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
V1 GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
V2 GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
v3 GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
v5 GCTTCTTTGKTCCTGGTSTTTTCATTTAYCTGAGGCCAGGCTCCATGGAYGCCWTGCATG
V6 GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
V7 GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
v8 GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
v GCTTCTTTGTTCCCTGTGTTGTCATTTATCTGAGGCCAGGCTCCATGGATGCCATGGATG
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OR10G4 PCR GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCCCTTCTCAACCCTGTTGTGTACACCC
V1 GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCCCTTCTCAACCCTGTTGTGTACACCC
V2 GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCCCTTCTCAACCCTGTTGTGTACACCC
v3 GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCTCTTCTCAACCCTGTTGTGTACACCC
v5 GAGTTGTGGCCGTTTTCTACACYGYGCTGACTCCTCTTCTCAACCCTGTTGTGTACACCC
Ve GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCCCTTCTCAACCCTGTTGTGTACACCC
v7 GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCCCTTCTCAACCCTGTTGTGTACACCC
V8 GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCCCTTCTCAACCCTGTTGTGTACACCC
V9 GAGTTGTGGCCATTTTCTACACTGTGCTGACGCCCCTTCTCAACCCTGTTGTGTACACCC
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OR10G4 PCR TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACAAAGTAGCACATCCTC

V1 TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACAAAGTAGCACATCCTC

V2 TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACAAAGTAGCACATCCTC

V3 TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACRAAGTAGCACATCCTC

v5 TGAGAAACAAGGAGGTRAAGAAAGCTSTGTTGAAACTGAAAGAYGRRTYAGYAYATGCTC

Ve TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACAAAGTAGCACATCCTC

v7 TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACAAAGTAGCACATCCTC

ve TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACAAAGTAGCACATCCTC

V9 TGAGAAACAAGGAGGTGAAGAAAGCTGTGTTGAAACTTAGAGACAAAGTAGCACATCCTC
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OR10G4 PCR AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCG

V1 AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCG

V2 AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCG

V3 AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCG

v5 AGRGTGAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCA-CCTCG

Ve AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCA-CCTCG

v7 AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCA-CCTCG

V8 AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCG

V9 AGAGGAAATAAGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCG
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OR10G4 PCR ACTGTGCCTTCTAGTTGCCAGCCATC

V1 ACT-———————————————————————

V2 ACT

V3 AC

V5 A—-TGGCT————————— CAGT-———

Ve A TG—————————

v7 A TG

V8 A-——-TGGCT-—-CATTTGT-————————

V9 ACTG GCTC

*
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