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<210> 1

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 1

Gly Phe Ser Phe Asp Asp Tyr Ala

1 5



<210> 2
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 2

lle Lys Asp Asp Gly Ser GIn Thr

1 5

<210> 3
<211> 13
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 3

Thr Thr Glu Gly Leu Met Asn Gly Leu His Phe Asp Met

1 5 10

<210> 4

<211> 9



<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 4

Ser Ser Asn lle Gly Ala Gly Tyr Asp

1 5

<210> 5

<400> 5

000

<210> 6
<211> 10
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 6

Gln Ser Tyr Asp Ser Arg Leu Gly Val Val

1 5 10



<210> 7
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 7

Gly Tyr Ser Phe Thr Ser Tyr Trp

1 5

<210> 8
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 8

lle Tyr Pro Gly Asn Ser Asp Thr

1 5

<210> 9
<211> 13

<212> PRT



<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 9

Thr Thr Glu Gly Leu Met Asn Gly Leu His Phe Asp Met

1 5 10

<210> 10
<211> 11
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 10

Gln Ser Leu Leu His Ser Leu Gly Asp Asn Tyr

1 5 10

<210> 11

<400> 11

000

<210> 12



<211> 10
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 12

Met GIn Ser Leu GIn Thr Pro Pro Tyr Thr

1 5 10

<210> 13
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 13

Gly Phe Thr Phe Ser Ser Tyr Ser

1 5

<210> 14
<211> 8
<212> PRT

<213> Artificial Sequence



<220>

<223> Synthetic construct

<400> 14

Ile Ser Ala Ser Asp Gly Ala Thr

1 5

<210> 15
<211> 16
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 15

Ala Lys lle Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

1 5 10 15

<210> 16
<211> 6
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct



<400> 16

Arg Asp lle Ser Asn Tyr

1 5

<210> 17

<400> 17

000

<210> 18
<211> 9
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 18

GlIn GIn Tyr Tyr Ser Tyr Pro Leu Thr

1 5

<210> 19
<211> 8
<212> PRT

<213> Artificial Sequence



<220>

<223> Synthetic construct

<400> 19

Gly Phe Ala Phe Gly Arg Tyr Glu

1 5

<210> 20
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 20

lle Asp Thr Gly Gly Gly Ala Lys

1 5

<210> 21
<211> 13
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct



<400> 21

Thr Thr Glu Gly Leu Met Asn Gly Leu His Phe Asp Met

1 5 10

<210> 22
<211> 6
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 22

Gln Ala lle Ser Thr Trp

1 5

<210> 23

<400> 23

000

<210> 24
<211> 9
<212> PRT

<213> Artificial Sequence

<220>

10



<223> Synthetic construct

<400> 24

Gln GIn Leu Asn Ser Tyr Pro Tyr Thr

1 5

<210> 25
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 25

Gly Phe Thr Phe Asp Asp Cys Ala

1 5

<210> 26
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 26

11



lle Ser Gly Asn Ser Lys Asn Val

1 5

<210> 27
<211> 11
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 27

Ala Arg Asp Pro Ala Tyr Ser GIn Phe Asp Tyr

1 5 10

<210> 28
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 28

Ser Ser Asn Val Gly Gly Tyr Pro

1 5

12



<210> 29

<400> 29

000

<210> 30
<211> 11
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 30

Ala Thr Trp Asp Asp Asn Leu Asn Gly Tyr Val

1 5 10

<210> 31
<211> 123
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 31

13



Gln Val GIn Leu Val Glu Ser Gly Gly Gly Leu Ser Lys Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30

Ser Met Asn Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser lle Ser Ala Ser Asp Gly Ala Thr Tyr Tyr Ala Asp Ser Val

50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Arg Ser Thr Leu Tyr

65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Lys Thr Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

100 105 110

Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser

115 120

14



<210> 32
<211> 108
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 32

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser Arg Asp lle Ser Asn Tyr

20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Ser Leu lle

35 40 45

Tyr Gly Ala Ser Asn Leu GIn Ser Gly Val Ser Ser GIn Phe Ser Gly

50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Asn Ser Leu GIn Pro

65 70 75 80

15



Glu Asp Ser Ala Thr Tyr Tyr Cys Gln GIn Tyr Tyr Ser Tyr Pro Leu

85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Asp lle Lys Arg

100 105

<210> 33
<211> 123
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 33

Gln Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30

Ser Met Thr Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser lle Ser Ala Ser Asp Gly Ala Thr Tyr Tyr Ala Asp Ser Val

16



50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Arg Ser Thr Leu Tyr

65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Lys Thr Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

100 105 110

Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser

115 120

<210> 34
<211> 123
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 34

Gln Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1 5 10 15

17



Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30

Ser Met Asn Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser lle Ser Ala Ser Asp Gly Ala Thr Tyr Tyr Ala Asp Ser Val

50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Arg Ser Thr Leu Tyr

65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Lys Thr Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

100 105 110

Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser

115 120

<210> 35

18



<211> 108
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 35

Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser Arg Asp lle Ser Asn Tyr

20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Ser Leu lle

35 40 45

Tyr Gly Ala Ser Asn Leu GIn Ser Gly Val Ser Ser GIn Phe Ser Gly

50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Ser Ser Leu GIn Pro

65 70 75 80

Glu Asp Ser Ala Thr Tyr Tyr Cys Gln GIn Tyr Tyr Ser Tyr Pro Leu

85 90 95

19



Thr Phe Gly Gly Gly Thr Lys Val Asp lle Lys Arg

100 105

<210> 36
<211> 123
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 36

Gln Val GIn Leu Val Glu Ser Gly Gly Gly Leu Ser Lys Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30

Ser Met Thr Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser lle Ser Ala Ser Asp Gly Ala Thr Tyr Tyr Ala Asp Ser Val

50 55 60

20



Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Arg Ser Thr Leu Tyr

65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Lys Thr Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

100 105 110

Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser

115 120

<210> 37
<211> 369
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 37

caggtgcagc tggtagagtc tgggggaggc ctgtccaage ctggggggtce cctgagactc

tcctgtgeag cctctggatt caccttcagt agctatagca tgaactgggt ccgecaggct

ccagggaagg ggctggagtg ggtctcatcc attagtgcta gtgatggtge cacatactac

21

60

120

180



gcagactccg tgaggggeceg gttcaccatc tccagagaca attccaggag cacactgtat 240

ctgcaaatga acagtctgag agccgaggac acggecgtgt attactgtge gaaaactctc 300

gcgggatata gtggeccaat gggtggcatg gacgtctggg geccaagggac cacggtcacc 360

gtctectea 369

<210> 38

<211> 324

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 38

gacatccaga tgacccagtc tccatcctca ctgtctgeat ctgtaggaga cagagtcacc 60

atcacttgtc gggegagtcg ggacattage aactatttag cctggtatca gcagaaacca 120

gggaaagccc ctaagtcect gatctatgga geatccaatt tacaaagtgg ggtctcatca 180

cagttcagcg gcagtggatc cgggacagat ttcaccctca ccatcaacag cctgcagect 240

gaagattctg caacttatta ctgtcaacag tactatagtt acccgctcac ttttggcgga 300

gggaccaagg tggatatcaa acgt 324

22



<210> 39
<211> 369
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 39

caggtgcagc tggtagagtc tgggggaggc ctggtcaagce ctgggggste cctgagactc 60

tcctgtgeag cctetggatt caccttcagt agetatagea tgacctgggt ccgecagget 120

ccagggaagg ggctggagtg ggtctcatec attagtgcta gtgatggtge cacatactac 180

gcagactccg tgaggggccg gttcaccatc tccagagaca attccaggag cacactgtat 240

ctgcaaatga acagtctgag agccgaggac acggecgtgt attactgtge gaaaactctc 300

gcgggatata gtggeccaat gggtggeatg gacgtctggg geccaagggac cacggtcacc 360

gtctectea 369

<210> 40

<211> 369

<212> DNA

<213> Artificial Sequence

<220>

23



<223> Synthetic construct

<400> 40

caggtgcagc tggtagagtc tgggggaggc ctggtcaagce ctggggggte cctgagactc 60

tcctgtgcag cctctggatt caccttcagt agctatagea tgaactgggt ccgecagget 120

ccagggaagg ggctggagtg ggtctcatcc attagtgcta gtgatggtge cacatactac 180

gcagactccg tgaggggeceg gttcaccatc tccagagaca attccaggag cacactgtat 240

ctgcaaatga acagtctgag agccgaggac acggecgtgt attactgtge gaaaactctc 300

gcgggatata gtggeccaat gggtggeatg gacgtctggg gccaagggac cacggtcacc 360

gtctecteca 369

<210> 41
<211> 324
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 41

gacatccaga tgacccagtc tccatcctca ctgtetgeat ctgtaggaga cagagtcacc 60

atcacttgtc gggcgagtcg ggacattage aactatttag cctggtatca gcagaaacca 120

24



gggaaagccc ctaagtccct gatctatgga geatccaatt tacaaagtgg ggtctcatca 180

cagttcagcg gcagtggatc cgggacagat ttcaccctca ccatcageag cctgeagect 240

gaagattctg caacttatta ctgtcaacag tactatagtt acccgctcac ttttggegga 300

gggaccaagg tggatatcaa acgt 324

<210> 42

<211> 369

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 42

caggtgcagc tggtagagtc tgggggaggc ctgtccaage ctggggggte cctgagactc 60

tcctgtgcag cctctggatt caccttcagt agctatagea tgacctgggt ccgeccagget 120

ccagggaagg ggctggagtg ggtctcatcc attagtgcta gtgatggtge cacatactac 180

gcagactccg tgaggggeceg gttcaccatc tccagagaca attccaggag cacactgtat 240

ctgcaaatga acagtctgag agccgaggac acggecgtgt attactgtge gaaaactctc 300

gcgggatata gtggeccaat gggtggcatg gacgtctggg geccaagggac cacggtcacc 360

gtctectea 369

25



<210> 43
<211> 16
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 43

Ala Lys Thr Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

1 5 10 15

<210> 44
<211> 16
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 44

Ala Lys lle Leu Val Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

1 5 10 15

<210> 45

26



<211> 16
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 45

Ala Lys Ser Leu Ala Ser Tyr Ser Gly Pro Met Gly Gly Met Asp Val

1 5 10 15

<210> 46
<211> 123
<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 46

Gln Val GIn Leu Val Glu Ser Gly Gly Gly Thr Val Lys Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30

27



Ser Met Asn Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser lle Ser Ala Ser Asp Gly Ala Thr Tyr Tyr Ala Asp Ser Val

50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Arg Ser Thr Leu Tyr

65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Lys Thr Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

100 105 110

Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser

115 120

<210> 47
<211> 369
<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic construct

28



<400> 47

caggtgcagc tggtagagtc tgggggaggc acggtcaage ctggggggte cctgagactc 60

tcctgtgcag cctctggatt caccttcagt agctatagea tgaactgggt ccgecagget 120

ccagggaagg ggctggagtg ggtctcatcc attagtgcta gtgatggtge cacatactac 180

gcagactccg tgaggggccg gttcaccatc tccagagaca attccaggag cacactgtat 240

ctgcaaatga acagtctgag agccgaggac acggecgtgt attactgtge gaaaactctc 300

gcgggatata gtggeccaat gggtggeatg gacgtctggg gecaagggac cacggtcacc 360

gtctecteca 369

<210> 48

<211> 123

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 48

Gln Val GIn Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1 5 10 15

29



Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20 25 30

Ser Met Asn Trp Val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser lle Ser Ala Ser Asp Gly Ala Thr Tyr Tyr Ala Asp Ser Val

50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Arg Ser Thr Leu Tyr

65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Ser Tyr Tyr Cys

85 90 95

Ala Lys Thr Leu Ala Gly Tyr Ser Gly Pro Met Gly Gly Met Asp Val

100 105 110

Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser

115 120

<210> 49
<211> 369

<212> DNA

30



<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 49

caggtgcagc tggtagagtc tgggggaggc ctggtcaagce ctgggggste cctgagactc 60

tcctgtgeag cctctggatt caccttcagt agctatagea tgaactgggt ccgecagget 120

ccagggaagg ggctggagtg ggtctcatcc attagtgcta gtgatggtge cacatactac 180

gcagactccg tgaggggeceg gttcaccatc tccagagaca attccaggag cacactgtat 240

ctgcaaatga acagtctgag agccgaggac acggcectcgt attactgtge gaaaactctc 300

gcgggatata gtggeccaat gggtggcatg gacgtctggg geccaagggac cacggtcacc 360

gtctectea 369

<210> 50

<211> 108

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 50

31



Asp lle GIn Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr lle Thr Cys Arg Ala Ser Arg Asp lle Ser Asn Tyr

20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Ser Leu lle

35 40 45

Tyr Gly Ala Ser Asn Leu GIn Ser Gly Val Ser Ser Arg Phe Ser Gly

50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lle Asn Ser Leu GIn Pro

65 70 75 80

Glu Asp Ser Ala Thr Tyr Tyr Cys Gln GIn Tyr Tyr Ser Tyr Pro Leu

85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Asp lle Lys Arg

100 105

<210> 51
<211> 324

<212> DNA

32



<213> Artificial Sequence

<220>

<223> Synthetic construct

<400> 51

gacatccaga tgacccagtc tccatcctca ctgtctgeat ctgtaggaga cagagtcacc 60

atcacttgtc gggcgagtcg ggacattage aactatttag cctggtatca gcagaaacca 120

gggaaagccc ctaagtcect gatctatgga geatccaatt tacaaagtgg ggtctcatca 180

cggttcagcg geagtggate cgggacagat ttcaccctca ccatcaacag cctgeageet 240

gaagattctg caacttatta ctgtcaacag tactatagtt acccgctcac ttttggcgga 300

gggaccaagg tggatatcaa acgt 324

33



