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Tyr

Tyr

Thy

300

Sar

Gliuw

Lys

Thr

Thr

380

Gin

Met

Lys

Siu

Gly
460

Leu

Pro

Arg

Gin

60

Asp

Ser

Cyrs

Ala

Val

Phe

Thrx

Ile

2865

Cys

Trp

Asp

Ser

Gly

4458
Lys

Lew

Ala

Ala

45

Gly

Gly

Lew

Gln

Gin

Sar

Ly=

Ile

350

Bro

Met

Asn

Thx

Asn

430

Lew

Trp

Ser

30

Ser

Lys

Val

Lys

Hig

PCT/AUZ2015/000018

Thr

Gig

Cys

335

Sear

Pro

Ile

Gly

Asp

415

Trp

His

Lew
15

Leu

Gly

Ser

Pro

Iie

a5
Phe

Gln

Leu

320

Axyg

Lys

Brao

Thr

Gin

400

Gly

Glu

Asn

Thr

Ser

Asn

Pro

Ser

80

Asn

Trp
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Ber

Ala

Ley

148

Pro

Asn

Tyx

His

Ile
225

Asn

Asp

130

Thr

Lys

Gly

Serx

Asn

210
Val

<210>
<211>

<212>

<213>

<440
Met Gly Ile

1

Leu

Lys

Ala

Gly

&5

Gly

Leu

Glin

Glu

Ser

Trp

Phe

Ser

50

Gin

Yal

Thy

GBln

Ile

130

Ser

Pro

115

Ala

Sex

Anp

Val

Met =

195

Ssxr

Lys

12
238
PRT

Leu

Met

35

Gin

Sexr

Phe

Ile

Tyr

115

Lys

Glyg

100
Trp

Ala

Gly

Ile

Len

18O

Ty

Sey

Lys

Sar

20

Ser

Asn

Pro

Asp

Asn

100

Asn

Arg

Gln

Thr

Pro

Gly

Asn

165

Asn

Ser

Thr

Phe

Mus musculus

i2

Met

Gly

Thr

Val

Lys

Axrg

85

Asn

Ser

Ala

Leu

FPhe

Thr

Ala

150

val

Sar

Thr

Cys

Asan
230

Glu

Val

Sexr

Gly

Ala

o

Fhe

Val

Phe

Asp

Thr

Gly

Val

135

Sey

Lys

Trp

Leu

Glu

215
Arg

Sexr

Bsp

Ile

Ser

55

Leu

The

Gin

Pro

Ala

135

Ser

Gly

120

Bar

Val

Trp

Thr

Thx

200

Als

Asn

Gin

Giy

Gly

40

His

Ile

Gly

Saxr

Phe

120

Ala

Gliy

108
Gly

Ile

Val

Lys

Asp

188

Leu

Thr

Sla

Thr

Asp

25

Asp

Val

Tyy

Ser

Gla

108

Thr

Pro

Gly

Thy

Phe

Cys

Tle

17a

Gln

Thx

His

Cys

Gin

i¢

Ila

Arg

Ala

Sex

Gly

20

Asp

Phe

Thr

Ala

/17

Lys

Pro

Fhe

155

Aap

Asp

Lys

Lys

Val

Val

Val

Trp

Ala

75

Bax

Leu

Val

Ser

Leu

Pro

140

Lew

Gly

Sar

Asp

Thy
220

Pha

Met

Ser

Phe

60

Ser

Gly

2ias

Ser

Ser

140
val

Gla

125

Sexr

Asn

Sex

Lys

Giu

205

Ber

val

Thr

Val

45

Gln

Tyx

The

Gla

Gly

128

Ile

Val

118
Ile

Serx

Glur
Asp
180

Tyxr

Thr

Tyx

Gln

30

Thy

Gln

Arg

Asp

Tyr

110

Thr

Phe

Cya

PCT/AUZ2015/000018

Lys

Giu

1 Fhe

Arg
175
Ser

Giu

Ber

Met

is

Ser

Cys

Lys

Ty

Phe

95

Phe

Lys

Pro

Phe

Arg

Gln

Tyr

180

Gln

Thr

Arg

Pro

T

Gin

Lys

Pro

Ser

80

Thy

Cys

Leu

Pro

Leu
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145

Ash Asn Phe

Sexr Glu Arg
Sex
185

@la

Lys Asp

Glw Ty
210
Thr

Ser Ser

225

<210>
<211>

13

1386
<212> DNA
<213>
<400> 13

atggotiggg
atccagttygg
tgeaaggett
ggaaagggtt
gatgacttoa
cagatcaaca
tacggagggt
acacoousst
aceotgggat
ggateccctgt
otgageasgot
gttgeococace
tgtaagoctt
cecaaggaty
agcaaggatyg
goteagaocgo
cocatcatgo

gotttooctg
caggtgtaca

150

Pro
165
Asn

Ty

Gln
1BO
The Tyr
Arg Hism

Pro Ile

Lys

Gly

Seyr

Asn

Yal

Asp Ile

Val Leu

Met Ser
240
Bex

215

Ty

Lys Zer

230

Mus musculus

tgtggacett
tgcagtetgg
ctggttatge
taaggtggat
agggacggti
acoteagaas
ttoottactg
ctgtotaton
geotygtoasa
ccagoggtgt
cagtgactgt
cggccagcag
goatatghtac
tgotoaccat
atococogaggt
aaccooggga
accaggacty
coococataoga

coattecaca

getatiootg
acctgagotyg
cttoacagac
gggotggata
tgeoctteotet
tgaagacacy
gggccaagyy
actggoooot
gggcetattte
goacacctio
aeentocage
caccaaggtyg
agteccagaa
tactetgact
coagttcage
ggagcagtio
goctocaatgge
gaaaacaate

toccaaggay

Asn Val

Asn Serx

The Cys

155
Lys
176

Trp
185

Sexr Thr Leu
Giu
Phe Asn Arg
235

atggotgetyg
aagaagootg
tattcaatga
aacactgaga
ttggaaacct
gotacatatt
actotggtea
ggatotgetyg
cotgagooag
coagetgtoo
acctggoooa
gacaagasaa
gtatoatety
cotaaggtea
tggtttgtag
aacagcactt
aaggagkttea
tacaagacoa

cagatyggeca

10/17

Trp

Thr

Thr

205
Ala
220

Asn

cocaaaghat
gagagacagt
actgaggtgaa
ctggltgagec
ctgoragoac
tatgtgetay
ctgtetetge
cosazactaa
tgacagtgas
tgecagtotga
gogagacogh
ttgtgcccag
toetteatott
cgtgbgtigt
atgatgtgga
tecgotoagt
aatgoagggt
aaggocagacs

aggataaagt

Glu Cys

PCT/AUZ2015/000018

180

Lys Ile Asp Gly

175

Asp Gln Asp Ber
120
Leu Thr Lys Asp

Thr His Lys Thr

coaagoacag
caagatotoe
graggotoca
aacatataca
tgootittig
acactatgat
agecasaacg
atccatggty
chggaactet
cototacact
caocbtgoaas
ggattgtggt
seccscaaag
ggtagacate
ggtgcacaca
cagtgaactt
caacagtgeca
gaaggateca

cagtetgace

&0
120
180
240
300
380
42¢
480
540
600
BED
720
780
840
800
860

1020
1080
1140
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tgeatgataa
sxagoggaga
tacagcaage
gtgttacatyg

saatga

<210>
<211>
<212
<213
<400>

14

705
DNa
Mus
14

atgagtgtge
gacatcecaga
atomcatgto
ggazaatots
aggtteagtyg
gaagattttg
ggoasoaags
tocagtgage
coopaagaca
aacagttgga
ttgacocaagyg
teaacticac
<210> 15

717
DNA

<211>
<212>
<213>
<400>

Mus
15

atgggoztea
gatgttgatyg
gacagggtoa
agoagaaas
ggagtcactyg
aatgtgcagt
acgttoggtt
astctitoocac
aacaacttot
aatggegton
ageacoctoa

actoacaaga

cagacttott
actacaagas
toaatgtgea
agggcctgea

musculus

toactocaggt
tgactragte
gagcaagtgg
ctcaactoct
goagtaggatba
ggacttatta
tggaaatcaa
agtbaacatc
teaatgtoaa
stgatecaggs
acgagtatga

coatbtgteaa

muscnlus

agatggagto
gagacattgt
gegtoacotg
cagggeaate
atcgottoac
ctgaagactd
cgggyacaas
catooaghtga
accccaaaga
tgaacagttyg
agttgaceas

cateaactia

cootgaagac
cactoageoo
gaagagoaao

caaccacoat

cotggegtty
tocoagectee
gaatgttcac
ggtotatact
aggaacasaa
atgtecaacat
acsgggctgat
tggaggtgeo
gtggaagatt
cagoaaagas
acgacataac

gageticaac

acagactoag
gatgacocay
caaggecagh
tootaaagesa
aggcagtgga
ggoagagtat
gttggaaata
goagttaacsa
catoaatghbo
gactgateag
ggasgagtat

acoeatigte

attactgtgy
atoatggaca
tgggaggeay

actgagaaga

ctgotgotgt
ctatetgoat
aattatttag
goanaaasot
tattototea
tettggagta
gotgeacoaa
taagtegtgt
gatggcagty
agoacctaca
agetatacct

aggaatgagt

gtetttgtat
totecaaaagt
cagaatgtgyg
ctgatttact
tetgggacag
ttotgteage
asacgggety
tctggaggtg
aagtggaaga
gagagcaaay
gascgacata

aagagettea

11417

agtggoagty
cagatggote
gaaatacttt

gustetcooa

ggsttacagg
ctgtgggaga
catggtatca
tageagatgyg
agatcaatayg
atoogtggac
ctgtataecat
getbottgaa
dacgacaaan
goatgagoayg
gtgaggooas
gttag

acatgttget
teatgtecas
gtteotoatgt
cggecatoota
atttcactet
aatataacayg
atgotgeaca
cotoagtegt
ttgatggcag
acagcacota
acagotatac

acaggaatga

PCT/AUZ2015/000018

gaatgggcag
ttacttogta
cacctgotolt

cteteotoggt

tgccagatgt
aactgtceace
goagasacag
tgtgocatea
aotgeagaot
gtteggtogs
cttoecacea
caacttcectac
tggogtectg
cacnetcacyg

toacasgaca

gtggttgtat
atcaatagga
agootggtibt
ceggtacage
caccatcaac
ttttocatte
aactgtatec
gtgocttottyg
tgaacgacaa
cagoatgage
ctgtgaggoe
gtgttay

1200
1280
1320
1380
1386

&0
120
180
240
300
360
420
480
540
500
660
705

&0
120
1890
240
300
380
420
480
540
600
560
717
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<210>
<211>
<212>

<213>

400>

16
558
PRT
Homo

i6

Mat Glu Leu

kA

Leu

Gly

Val

S8iy

65

Sexr

Gln

His

Ala

Tyxr

145

Glu

Gin

Gly

Tz

Gin

225

Pro

Ala

val

Glu

Pro

50

Tyxr

His

Ala

Lien

Phe

130

Ser

Thr

Lo

Lys

Arg

210

Gly

Leu

His

Asn

BAla

Val

35

Glin

Thir

RAla

Mat

Leuw

115

Gly

Glu

Leu

His

Gin

185

Leu

Leu

Gly

Cys

Val

sapiens

Arg

cys

20

Arg

Ala

Cys

Glu

Lew

140

Asn

Glu

Leu

Ala

Pro

1BO

sla

Arg

Gly

Pro

Leu

280

Leu

Alsa

5

Blx

Gln

Glu

Cys

Leu

a5

Ala

Asp

Leu

Arg

Glu

185

Gin

Glu

Ala

Val

Glu

245

Gly

Lys

Arg

Arg

Ile

Ile

Thr

70

Glu

Thr

Sex

Tyr

Leu

150

Phe

Leu

Ala

Thxy

Ala

230

Cys

Val

Gly

Gly

Sly

Tyx

Ser

55

Sar

Thr

Gin

Gly

Thr

135

Tyr

Trp

Lew

Leu

215

Sexr

Sex

Pro

Cys

Trp

Asp

Gly

40

Gly

Gilua

Ala

Lea

Arg

120

Gin

Tyr

Ala

L

Arg

200

Ala

Asp

Gly

Leu

Trp

Pro

25

Ala

Glu

Mat

Leu

Arg

108

Thr

Asry

Arg

Arg

Pro

185

Pro

Phe

Val

Ala

Ala

265
ala

Ley

10

Ala

Lys

His

Glu

Arg

30

Ser

Len

Ala

Gly

Leu

170

Asp

Phe

Val

Val

Val

250

Arg

Asn

12417

Leasta

Ser

Gly

Leau

Siuv

75

Asp

Phe

Gin

Ala

155

Leu

Asp

Gly

Ala

Arg

235

Met

Pro

Gin

Cys

Lys

Phe

Arg

&0

Asn

Ber

Asp

Ala

Ala

140

Asn

Glu

Tyxr

Giu

Ala

220

Lys

Ly=

Cys

Ala

Ala

Ser

Ser

4%

Ila

Leu

Ser

Asp

iz25

Fhie

Leu

Arg

Lew

Ala

208

Argy

Val

Ley

Pro

Asnp

Ala

Arg

30

Leu

Cys

Ala

Arg

His

110

Phe

Arg

His

Leu

Asp

130

Pro

Ser

Ala

Val

Asp

270

Leu

PCT/AUZ2015/000018

Ala

15

Ser

Ser

Pro

Asn

Val

95

Phe

Pro

Asp

Leu

Phe

175
Cys

Arg G

Phe

Gin

Tyr

255

Tyxr

Bsp

Ala

Cys

Asp

Gin

a0

Leu

Sin

Gly

T

Glu

160

Lys

Leu

Val

Val

240

Cys

Cys

Ala
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Glin

Trp

305

Ley

Ala

Pro

Glin

385

Cys

Asn

Lau

Pro

Asn

465
Ala

Pro

Thr

Lew
545

Trp
220
Gly

Lys

Gly

Pro

370

Leun

Sexr

GSly

Ala

Asp

450

Arg

Ser

Leaut

Lew

Sar

530

Leu

210>
<211>
<212>

«<213>

<400

275
Arg

Thr

3 Glu

Val

Pro

358

Pro

Arg

Sla

Het

Asn

435

Met

Leu

Asp

Cys

Thy

515

Ala

Phe

17

23

PRT

17

Asn

Ser

Bla

Ile

340
Glu

Asp

Liys

Ala

420

Gin

Thr

Arg

Asp

Bay

500

His

Ala

Leu

Leaw

Gly

Tie

325

Gin

=lu

Gly

Val

Met

408

Arg

Ils

Ile

Ser

Gly

485

Arg

Ala

Ber

Ala

Homo saplens

Leu

Yal

310

Ban

Gly

Lys

Thr

Gln

380

Ala

Gly

Asn

Ala

470

Ser

Lys

Leuw

Cys

Leu

550

Asp

285

Glu

Ala

Cye

Arg

Leu

378

Asp

Lew

Arg

Asn

5l

455

Tyxr

Gly

Val

Pro &

Pro
535
Thr

280

Ser

Bar

Leyg

Gly

Arg

360

Glu

Phe

Ser

Tyr

Pro

440

Gin

Asn

Ser

Sey

Met

Val

Gln

Asn

345

Arg

Lys

Trp

Thr

Leu

425

Glu

Ile

Gly

Gly

Arg
5058

r Leu

Pro

Ala

Val

Ile

Asp

330

Pro

Gly

Ly

Tle

Ala

410

Pro

Val

Mat

Asn

Ser

490

Lys

Sexr

Pro

Arg

L

Gly

315

Asn

Lys

Lys

Val

Ber

385

Sexr

Glu

Gla

3in

Asp

475

Gly

Ser

Glu

Thr

Pro

555

Ile

300

Ber

BArg

Val

Leu

Ser

38¢

Leu

Asp

Val

Val

Leu

460

Val

Asp

Ser

Gin

Phe

540
Arg

285
Thr

Val

Asp

Asn

Ala

365

Gilu

Pro

Asp

Met

Asp

445

Lys

Asp

Gly

Ser

Glu

525

Leu

Trp

Asp

Hism

Thr

Bro

350

Pro

Ala

Gly

Arg

Gly

430

Ile

Ile

Phe

Cys

Ley

Arg

PCT/AUZ2015/000018

Lys

Thr

Leu

335

Gin

Arg

Ly's

Thr

Cys

418

Bsp

Thr

Met

Gin

Leu

485

- Arg

Gin

Pro

Phe

Trp

320

Gly

Glu

Ala

L.eu

400

Trp

Gly

Lys

Thr

Asp

480

Asp

Thr

Lys

Lew
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Gly Asn Pro Lys Val Asn Pro 6ln Gly Pro Gly Pro &lu Glu Lys Arg

kX 5 16 15
Arg Arg Gly Lys Leu Ala Pro
20
<210> 18
<211 19
<212> PRT

«213> Homo sapiens

<400>» 18

Gly Glu Leu Tyr Thr Gln Asn Als Arg Ala Phe Arg Asp Leu Tyr Sex
3 5 10 15

Glu Leuw Arg

<210> 18
«211> 17
<212> PRT

<213> Artificial Seguencs

<220

<223> Description of Artificial Sequence: Labeled homo sapiens
Glypican-1 seguence

<400> 19

Arg Asn Pro Lys Val Asn Pro 8in Gly Pro Gly Pro Glu Glu Lys Arg

1 5 10 15
Arg

<210> 20

<211> 15

<212> PRT

<213> Homo sapiens

<400> 20

Pro Lys Val Asn Pro Gln Gly Pro $ly Pro 8liu Glu Lys Arg Arg
3 3 10 15
<210> 21

«21i> 17

«212>» PRT

«213>» Artificial Seguence

14417
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<220»
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«223> Description of Artificial Seguence: Labeled homo sapiens

Glypican-1
<40D>» 21

seguence

Arg Asn Glu Leu Cys Thr Gln Asn Cys Arg Ala Phe Arg Asp Leu Tyr
18

1

Bar

<210
<E1i>

<2L2>
<213>
<4A00>

22
11
PFRY

22

E

Homo szapiens

Val asn Pro Gln Gly Pro Gly Pro &Glu Glu Lys
i

1

<210> 23
<211> 558
<212>» PRT
<213> Homo
<4{0>» 23

Met Glu Leu

1

Leu

Gly

Val

Gly

&5

Sar

Gin

His

Ala

Tyr

Val

Glu

Pro

50

Tyr

His

Ala

Leu

Pke

130

Ser

Ala

Val

35

Gin

Thr

Ala

Met

Leu

115

Gly

Glyg

5

sapiens

Arg

Cys

20

Arg

Ala

Cys

Glu

Lesax

100

Asn

Glu

Leu

Ala

&

Ala

Gln

Glu

Cys

Ten

85

Alia

Asp

Leu

Arg

Arg

Arg

Ile

Tle

Thx

o

Glu

Thr

Ser

Tyr

Leu

Gly

Gly

Tyx

Ser

55

Sexr

The

Gin

Glu

Thr

135
Tyx

Trp

Asp

Gly

40

Gly

Glu

Ala

Leau

Arg

120

Gln

Ty

Trp Leu
i¢

Pro Ala

25

Ala Lys

Glu His

Met Glu

Lew Arxg
20
Arg Ber

108

Thr Leu

Asn Ala

Leu

ey

Gly

Leu

Glu

75

Asp

Phe

Gln

Arg

Arg Gly Ala

Cys

Lys

Phe

Brg

60

Asn

Ser

Asp

Ala

Ala

140

Asn

Ala

Ser

SBer

45

Ile

Leu

Ber

Asp

Thx

iz2s
Phe

Leu

Ala

Arg

30

Leu

Cys

Ala

His
110
Phe

Hig

15

Ala

is

Ser

Ser

Fro

Asn

Val

95

Phe

Pro

Asp

Leu

Ala

Cys

Asp

Gln

Arg

80

Leu

Gln

Gly

Leu

Glu
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145
Glin

Gin

Gly

Ty

@Sin

225

Pro

Ala

Glu

Trp
305
Ly

Ala

Pro

Gln
285
Cys

Leu

Pro

Asn
465

Thy

L

Lys

Axg

210

Gly

Ly

His

Asn

Trp

290

Gly

Als

Lys

Gly

Bro

370

Lew

Sar

Gly

Ala

Asp

450
Axrg

Leq

His

Gin

185

Ly

Leu

Gly

Cys

Val

278

Arg

Thr

5lu

Val

Pro

355

Pro

Arg

Glu

Met

Asn

435

Met

Leu

Ala

Pro

180

Bla

Axrg

Gly

Bro

Leu

280

Leu

Asn

Sex

Alsn

Ile

340

Glu

Bay

Asp

Lys

Ala

420

Gin

Thae

Arg

Gl

185

Ein

Glu

Ala

Val

Giu

245

Gly

Lys

Leu

Gly

Ile

325

Gin

Glu

Gly

Val

Met

405

Arg

Ile

Ile

Sar

150
FPhe

Leu

Ala

Thy

Als

230

Cys

Val

Gly

Leyg

Val

310

Asn

Gly

Lys

Thr

Gln

330

Ala

Gly

Asn

Arg

Ala
470

Trp

Lieu

Ley

Ary

215

Serxr

Sexr

Pro

Cys

Asp

295

Glua

Alxn

Cys

Arg

Lew

378

Asp

Leu

Arg

Asn

Gin

455
Tyxr

Ala

Lex

Arg

240

Ala

Asp

Bry

Gly

Leu

280

Ser

Ser

Leu

iy

Arg

360

Glu

Phe

Sar

Tyr

Pro

440

Gin

Asn

Arg

Pro

185

Pro

Phe

Val

Ala

Ala

265

Bla

Met

Val

Sin

Asn

345

Arg

Lys

Trp

Thr

Lew

4258

Glu

Ile

Gly

Leu

17¢

Asp

Phe

Yal

Val

Val

250

Asn

Val

Ile

Asp

330

Pro

Gly

Leu

Ile

Ala

410

Pro

Val

Met

Asn

16417

155

L

Asp

Gly

Ala

Arg

235

Met

Pro

Gin

Leu

Gly

315

Asn

Lys

Lys

Val

Ser

395

Ser

3ilu

Glu

Gin

Asp
475

Giu

Tyr

Gig

Ala

220

Lys

Lys

Cys

Ala

Iis

300

Ser

Arg

Val

Lew

Ser

380

Leu

Asp

val

Val

Leu

480
Val

Areg

Leu

Ala

205

Axrg

Val

Leu

Pro

Asp

285

Thxy

Val

Asp

Asn

Ala

365

Slu

Pro

Asp

Met

Asp

445

Lys

Asp

Leu

Asp

180

Pro

Ser

Ala

Val

Asp

270

Leu

Aap

His

Thr

Pro

350

Pro

Ala

Gly
430
Ile

Ile

FPhe
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Phe

175

cys

Arg

Pha

Gin

Ty

255

Tyxr

Asp

Lys

Thr

Leu

335

Gin

Arg

ye

Thr

Cys

415

Asp

Thr

Met

Gin

ig0
Lys

Leu

Val

Val

240

Cye

Cys

Ala

Phe

Trp

320

Thr

Gly

[ Rk

Ala

Leu

400

Trp

Gly

Lys

Thr

Asp
480
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Ala Seyr Asp Asp Gly Ser tly Ser Gly S8exr Gly Asp &Gly Cys Leu Asp
485 490 435

Asp Leu Cys ZBer Brg Lys Val Ssr BArg Lys Ser Ssr Ser Ser Arg Thx
500 505 510

Pro Leuw Thr His Ala Leu Pre Gly Leu Ser Glu Gin Glu Gly Gin Lys

515 520 525
Thr Ser Ala Ala Ser Cys Pro Gin Pro FPro Thr Phe Leu Leu Pro Leu
B30 535 540
Leu Leu Phe Leu Als Leu Thr Val 3la Arg Pro Arg Trp Arg

545 550 555
<Z210> 24

211> 17

<212> PRT

«213> Homo sapiens

<400> 24

Cys Pro Lys Val Asn Pro Gln Gly Pro Gly Pro &lu Glu Lys Arg Arg
3 E ig 15

Cys



