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FIG. 13
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F1G. 25

KLF4 mRNA cds (SEQ ID NO:12)

57 AUGAGGCAGCCACCUGGCGAGUCUGACAUGGCUGUCAGCGACGCGCUGCUCCCAUCTUUCUC
CACGUUCGCGUCUGGCCCGGOGGGRAGGGAGRACACACUGCGUCAAGCAGGUGCCCCGAAUARC
CGCUGGCGGGAGGAGCUCUCCCACAUGAAGCGACTUUCCCCCAGUGCUUCCCGGCCGCCCCUATUG
ACCUGGCGGCGECGACCCUGGCCACAGACCUGGAGAGCGGCEEAGCCGEUGCEECUUGLEELEE
UAGCARCCUGGCGCCCCUACCUCGGAGAGAGACTGAGGAGUUCAACGATCUCCUGGACCUGGAL
UUUAULCUCUCCAAUUCGCUGACCCAUCCUCCGCAGUCAGUGGCCGCCACCGUGUCCULGUCAG
CGUCAGCCUCCUCUUCGUCGUCGCCGUCGAGCAGCGGCCCUGCCAGCGCGCCCUCCACCUGCAG
CUUCACCUAUCCGAUCCGGGCCGGGAACGACCIGGGCGUGGLGLLEEECEGCACGGECGGAGEE
CUCCUCUANGGCAGGGAGUCCGCUCCCCCUCCGACGGCUCCCUUCAACCUGGCGGACAUCAALG
ACGUGAGCCCCUCGGGCGGCUUCGUGGECCGAGCUCCUGCGGCCAGAAUUGGACCCGGUGTACAU
UCCGCCGCAGCAGCCGECAGLCGCCAGGUGGCEEGCEGAUGGGCAAGUUCGUGCUGARGGCGUCE
CUGAGCGCCCCUGGCAGCGAGUACGGCAGCCCGUCGGUCAUCAGCGUCAGCAAAGGCAGLCCTUG
ACGGCAGCCACCCOCUGEUGGUGGCECCCUACRACGGCGGEECIGCCEUGCACGUGCCCCAAGAT
CARGCAGGAGGCGGUCUCUULGUGCACCCACUUGGECECUGGACCCCCUCUCAGCAAUGGCCAL
CGGCCGGCUGCACALCGACUUCCCCCUGGGGCGGCAGCUCCCCAGCAGCACUACCCCGALCCUGE
GUCUUGAGGAAGUGCUGAGCAGCAGGCACUGUCACCCUGCCCUGCCGCUICCUCCCGECUUCCA
UCCCCACCCGGGGCCCAAUUACCCAUCCUUCCUGCCCGAUCAGAUGCAGCCGCAAGUCCCGLLE
CUCCAUUACCARGAGCUCAUGCCACCCGGUUCCUGCAUGCCAGAGCAGCCCAAGCCARAGAGEE
GAAGACGATUCCUGCCCCCGGAAAAGGACCGCCACCCACACUUGUGAUUACGCGGGCUGCGGCAA
AACCUACACARAGAGUUCCCAUCUCRAGGCACACCUGCGAACCCACACAGGUGAGARACCUUAL
CACUGUGACUGGGACGGCUGUGGAUGGAARUUCGCCCECUCAGAUGAACUGACCAGGCACUALT
GUAAACACACGGGGCACCGCCCGUUCCAGUGCCARAAAUGCGACCGAGCAUUUUCCAGGUCGEA
CCACCUCGCCUUACACAUGAAGAGGCAUUUUUAA-3!

LIN28 mRNA cds (SEQ ID NO:13)

57 AUGGGCUCCGUGUCCAACCAGCAGUUUGCAGGUGECUGCGCCARGGCGGCAGAAGAGGLGCC
CGAGGAGGCGCCGGAGGACGCEGCCTEEECEECEGACGAGCCUCAGCUGCUGCACGGUGLCGEEEC
AUCUGUARGUGGUUCAACGUGCGCAUGGGEUUCGECUUCCUGUCCAUGACCGLLCGLGLLGEES
UCGCGCUCGACCCCCCAGUGGAUGUCUUUGUGCACCAGAGUAAGCUGCACAUGGAAGGGUUCCG
GAGCUUGAAGGAGGGUGAGGCAGUGGAGUUCACCUUUAAGAAGUCAGCCAAGGGUCUGGAAUCC
AUCCGUGUCACCGGACCUGGUGGAGUAUUCUGUAUDUGGGAGUGAGARGGCEGCCARAAGGAAAGA
GCRUCCAGRAGCGCAGAUCAAAAGGAGACAGGUGCUACARACUGUGGAGGUCUAGAUCAUCAUGC
CAAGGAAUGCAAGCUGCCACCCCAGCCCAAGAAGUGCCACUUCUGCCAGAGCAUCAGCCAUATG
GUAGCCUCAUGUCCECUGA-37
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FIG. 26

cMYC mRNA cds (SEQ ID NQ:14)

S5AUGGAUUUTUUUCGGGUAGUGGAARACCAGCAGCCUCCCGCGACGAUGCCCCUCARACGUUAGC
UUCACCAACAGGAACUAUGACCUCGACUACGACUCGGUGCAGCCGUAUUUCTUACTUGCGACGAGS
AGGAGAACUUCUACCAGCAGCAGCAGCAGAGCGAGCUGCAGCCCCLGGCGCCCAGCGAGGAUAU
CUGGAAGARAUUCGAGCUGCUGCCCACCCCGCCCCUGUCCCCUAGCCGCCGLUCCLEGELUCUGT
UCGCCCUCCUACGUUGCGGUCACACCCUNCUCCCUUCGEGGAGACAACGACGGCELUGGLGEEA
GCUUCUCCACGGCCGEACCAGCUGCAGAUGGUGACCGAGCUGCUGGGAGGAGACAUGGUGAACCA
GAGUUUCAUCUGCGACCCGGACGACGAGACCUUCAUCAAARACAUCAUCAUCCAGGACUGUAUG
UGGAGCGGCUUCUCGGCCELCECCAAGCUCGUCUCAGAGAAGCUGGCCUCCUACCAGGLUGLGC
GCAAAGACAGCGGIAGCCCGRAACCCLGCCLGUGECCACAGCGUCUGCUCCACCUCCAGCUUGUA
CCUGCAGGAUCUGAGCGCCECCGCCUCAGAGUGCAUCGACCCCUCGGUGGUCUUCCCIUACCCU
CUCAACGACAGCAGCUCGCCCAAGUCCUGCGLCUCGCAAGACUCCAGCLCCULCUCUCCEUCCY
CGGAUUCUCUGCUCUCCUCGACGGAGUCCUCCCCGCAGGGCAGCCCCGAGCCCCUGGUGCUCCA
UGAGGAGACACCGCCCACCACCAGCAGCGACUCUGAGGAGGAACARGAAGAUGAGGAAGAARTC
GAUGUUGUUUCUGUGGAAAAGAGGCAGGCUCCUGGCAARAGGICAGAGUCUGGAUCACCTUUCUG
CUGGAGGCCACAGCAAACCUCCUCACAGCCCACUGGUCCUCAAGAGGUGCCACGUCUCCACACA
UCAGCACAACUACGCAGCGCCUCCCUCCACUCGGAAGGACUAUCCUGCUGCCAAGAGGGUCAAG
UUGGACAGUGUCAGAGUCCUGAGACAGAUCAGCAACAACCGAARAAUGCACCAGCCCCAGRUCCY
CGGACACCGAGGAGAAUGUCAAGAGGCGAACARCACAACCUCUUGGAGCGCCAGAGGAGGAACGA
GCUARRACGGAGCUUUUUUGCCCUGCGUGACCAGAUCCCGGAGUUGGAAAACAAUGALAAGGCC
CCCRAGGUAGUUAUCCUUAAAAAAGCCACAGCAUACAUCCUGUCCCUCCAAGCAGACGAGCARR
AGCUCAUUUCUGAAGAGGACUUGUUGCGCARACGACGAGRACAGUTCAAACACAARCUUGAACA
GCUACGGAACUCUUGCUGCGUAA 3!

NANOG mRNA cds (SEQ ID KNO:15)

57~
AUGAGUGUGGAUCCAGCUUGUCCCCAAAGCUUGCCUUGCUUUGAAGCAUCCGACUGUAAAGARU
CUUCACCUAUGCCUGUGAUUUGUGGGCCUGRAGARANCTAUCCAUCCUUGCAAAUGUCUUCUGC
UGAGAUGCCUCACACAGAGACUGUCUCUCCUCUUCCUUCCUCCAUGGAUCUGCUUATUCAGGAL
AGCCCUGATUCUUCCACCAGUCCCARAGGCARACARACCCACUUCUGCAGAGAATUAGUGIUCGCAA
AAAAGGAAGACAAGGUCCCGGUCARGAAACAGAAGACCAGAACUGUGUUCUCUUCCACCTAGCY
GUGUGUACUCAAUGAUAGATUUCAGAGACAGARATUACCUCAGCCUCCAGCAGAUGCAAGAACUC
UCCAACAUCCUGAACCUCAGCUACAAACAGGUGAAGACCUGGUUCCAGAACCAGAGARAUGAART
CURAGAGGUGGCAGAARAACAACUGGCCCGAAGAAUAGCAAUGGUGUGACGCAGRAGGCTCUCAGC
ACCUACCUACCCCAGCCUCUACUCUJCCUACCACCAGGGAUGCCUGGUCAACCLGACUGGGRAC
CUUCCAAUGUGGAGCAACCAGACCUGGAACAAUUCAACCUGGAGCAACCAGACCCAGRACAUCC
AGUCCUGGAGCAACCACUCCUGGARCACUCAGACCUGCUGCACCCAAUCCUGGRACAAUCAGEE
CUGGAACAGUCCCUUCUAUAACUGUGGAGAGGAAUCUCUGCAGUCCUGCAUGCACUUCCAGCCA
AAJUCUCCUGCCAGUGACUUGGAGGCUGCCUUGGAAGCUGCUGGGEAAGGCCUUAAUGUAAUAC
AGCAGACCACUAGGUAUUUUAGUACUCCACARACCAUGGAUUUATUCCUAAACUACUCCAUGAA
CAUGCAACCUGAAGACGUGUGA-3
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FIG. 27

OCT4 mRNA cds (SEQ ID NO:16}

57 -
AUGGCGGGACACCUGGCUUCAGAUTTUGCCUUCUCGCCCCCUCCAGGUGGUGGAGGUGATGELGT
CAGGGGGGLCGEAGCCGGGECUGGGUUGAUCCUCGGACCUGGCUAAGCUUCCAAGGCCCUCCUGE
AGGGCCAGGAAUCGGEGCCGEGEGUUGGGCCAGGTUCUGAGGUGUGGGGGATUCCCCCAUGCCCT
CCGLCGUAUGAGUUCUGUGEEEEEAIGECEUACUGUGGGULCCAGGUUGGAGUGCGGCUALIIGT
CCCAAGGCGGCUUGGAGACCUCUCAGCCUGAGGGCGAAGCAGGAGUCGGEEGUGGAGAGCAACUL
CGAUGGGGCCUCCCCGGAGCLCUGCACCCUCACCCCUGGUGCCEUGAAGLUGGAGARGGAGAAG
CUGGAGCAMAACCCGGAGGAGUCCCAGGACAUCARAGCUCUGCAGAAAGAACTUCGAGCARUUUG
CCAAGCUCCUGAAGCAGARGAGGAUCACCCUGGGAUAUACACAGGCCGAUGUGGGGCUCACCCY
GGGGGUUCUATUUGGGAAGGUAUUCAGCCAAACGACCAUCUGCCGCUUUGAGGCUCUGCAGCUY
AGCUUCAARGAACAUGUGUAAGCUGCGGCCCUUGCUGTAGAAGUGGCUGCAGGAAGCUGACAACA
AUGAAAAUCUUCAGGAGAUAUGCAAAGCAGARACCCUCGUGCAGGUCCGAAAGAGAAAGLGAAC
CAGUAUCGAGAACCGAGUGAGAGGCAACCUGGAGAAUUUGUUCCUGCAGUGCCCGAAACCCATA
CUGCAGCAGAUCAGCCACAUCGCCCAGCAGCUUGGGCUCGAGAAGGAUGUGGUCCGAGUGUGGU
UCUGUAACCGGCGECCAGAAGGGCAAGCGAUCAAGCAGCGACUAUGCACARCGAGAGGATTUUUCGA
GGCUGCUGGGUCUCCUUUCUCAGGGGGACCAGUGUCCUUUCCUCUGGCCCCAGGGCCCCAUUUT
GGUACCCCAGGCUAUGGEAGCCCUCACUUCACUGCACUGUACTUCCUCGGICCCUUUCCCUGALG
GGGAAGCCUUUCCCCCUGUCUCUGUCACCACUCUGGGCUCUCCCAUGCAUUCARACUGA-3!

SOX2 mRNA cds (SEQ ID NO:17)

57 -
AUGUACAACAUGAUGGAGACGGAGCUGARGCCGCCGRECCCELAGCARACUUCGEEGGECGGLG
GCGGCARCUCCACCGCEECEECGGCCEECEECAACCAGAARAACAGCUCGGACCGCGUCAAGCS
GCCCAUGAAUGCCUUCAUGRUGUGGUCE COCGEECAGCGGCGCAAGATGEC CCAGGAGAACTCC
ARGAUGCACAACUCGGAGRAUCAGCAAGCGCCUGEGCECCCAGUGGAARCTTUUGUCGGAGACEE
AGRAGCGGLCGUUCAUCGACGAGGCUARGCGGCUGCGAGCGCUGCACAUGARGGAGCACCCGRR
UUAUAAATACCGGCCCCGGECEGEARAACCAAGACGCUCAUGAAGAAGEAUAAGUACACGCUGCCC
GGCGGECUGCUGGECCCCOGGOGGECARTAGTAUGGCGAGCGEEGUCGEGEUGGGECECCGECCUGSE
GCOCGGECAUGAACCAGCECAUGEACAGUUACGCGCALAUGAACGGCUGGAGCAACGGLAGCUA
CAGCAUGAUGCAGGACCAGCUGEGCUACCOGCAGCACCTGGGCCUCARUGCGCACGECGCAGLE
CAGAUGCAGCCCAUGCACCGCUACGACGUGAGCGCCCUGCAGUACRACUCCAUGACCAGCUCEC
AGACCUACAUGAACGECUCGCCCACCUACAGCAUGUCCUACUCGCAGCAGGECACCCCUGGCAY
GGCUCTUGGCUCCAUGGGUUCEEUGGEUCAAGUCCGAGGCCAGCUCCAGCCOCCCUGUGGUTALC
UCUUCCUCCCACUCCAGGECGCCCUGCCAGGCUGEGEACCUCCEGEACAUGAUCAGCAUGUAUC
UCCCCEGECECCEAGEUGCCEEAACCCEOCGCCCCCAGCAGACTUCACAUGUCCOAGCACUACCA
GAGCGGCCLGRUGCCCGECACGGECCATTARCGRCACACUGCCCCUCUCACACAUGUGA 3/
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F1G. 30

Increased Expression of Pluripotency Factors
in Reprogrammed Cells Relative to HEKn
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