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RNA Quantity | Tapestation
input | (ng/ul) (bp)
(ng)
i 10 12 398
ii 10 11.2 414
iii 10 28.2 406
iv 10 28.5 399
Fig. 13
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Protocol | PCR cycles
Method Input
Directional RNA-Seq Kits Te : r:RPI:IJA time for 10ng
yp (hours)* input
Single- -
ssPrep stranded 1-20ng 2 9
L Double- .
commercial kit 1 stranded 1-100ng 5 9-10
s Double- Upto -
commercial kit 2 stranded 100ng 5 >15
commercial kit 3 Double- 10 100ng | ~6.5 15
stranded
Fig. 23
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. Type of Prep . Uniquely mapped| Average mapped
Kit Method Sample Yield Input Reads reads length
) ssPrep-1 378 ng 12,821,116 11,558,853 145
ssPrep Single-stranded
ssPrep-2 370 ng 13,332,866 11,963,648 145
o dsPrep-1 386 ng 15,247,791 14,059,492 149
Commercial kit Double-stranded
dsPrep-2 432 ng 15,716,512 14,488,921 149
Fig. 24
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PCT/US2020/026421

Librar Total ERCC Incorrect Correct Percent Correct
Y reads Strand Strand Strand
ssPrep 349499 1845 347654 99.47
ssPrep 348261 2199 346062 99.37
dsPrep 384339 858 383481 99.78
dsPrep 389578 764 388814 99.80
Fig. 27
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