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Clam s: 

1. A mammalian host cell engineered to express at least one nucleic acid encoding a 
fusion glyci 	ltransferase having P(1,4)-N-acetylglucosaminyltransferase III activity and the 
Golgi bomb 	• n domain of mannosidase II, in an amount sufficient to modify the 
oligosaccharides .n. the Fe region of a polypeptide produced by said host cell, wherein said 
polypeptide is sel 	ted from the group consisting of a whole antibody molecule, an antibody 
fragment, and a fu 'on protein that includes a region equivalent to the Fe region of an 
immunoglobulin. 

2. A mammal •n host cell engineered to express at least one nucleic acid encoding a 
fusion glycosyltransferase 	ving f3(1,4)-N-acetylglucosaminyltransferase III activity and the 
Golgi localization domain o 	a Golgi resident glycosyltransferase selected from the group 
consisting 	of: 	mannosidase 	I, 	13(1,2)-N-acetylglucosaminyltransferase 	I, 	13(1,2)-N- 
acetylglucosaminyltransferase II, 	d al-6 core fucosyltransferase, in an amount sufficient to 
modify the oligosaceharides in the • • region of a polypeptide produced by said host cell, wherein 
said polypeptide is selected from the g .up consisting of a whole antibody molecule, an antibody 
fragment, and a fusion protein that i eludes a region equivalent to the Fe region of an 
immunoglobulin. 

3. A mammalian host cell engine 	d to express at least one nucleic acid encoding a 
fusion glycosyltransferase having 13(1,4)-galacto 	Itransferase activity and the Golgi localization 
domain of a Golgi resident glycosyltransfera' 	selected from the group consisting of: 
mannosidase 	I, 	mannosidase 	II, 	f3(1,2)-N-a 	ylglucosaminyltransferase 	I, 	p(1,2)-N- 
acetylglucosaminyltransferase II, and al-6 core &co 	ltransferase, in an amount sufficient to 
modify the oligosaccharides in the Fc region of a polype. ide produced by said host cell, wherein 
said polypeptide is selected from the group consisting of a 	hole antibody molecule, an antibody 
fragment, and a fusion protein that includes a region 	ulvalent to the Fe region of an 
immunoglobulin. 

4. The host cell according to any one of claims 	3, wherein said polypeptide 
produced by said host cell is IgG or a fragment thereof. 

5. The host cell according to any one of claims 1-3, 	• rein said polypeptide 
produced by said host cell is IgG1 or a fragment thereof. 

6. The host cell according to any one of claims 1-3, wheret 	said polypeptide 
produced by said host cell is a fusion protein that includes a region equivalent t. the Fe region of 
a human IgG. 

7. The host cell according to any one of claims 1-3, wherein said • . lypeptide 
produced by said host cell exhibits increased Fc receptor binding affinity as a resu 	of said 
modification. 
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The host cell according to any one of claims 1-3, wherein said polypeptide 
produce. by said host cell exhibits increased effector function as a result of said modification. 

9. A host cell according to claim 1, wherein said fusion. glycosyltransferase 
comprises the ..talytic domain of f3(1,4)-N-acetylglucosaminyltransferase III. 

10. A 	ost cell according to claim 2, wherein said fusion glycosyltransferase 
comprises the catal 	'e domain of f3(1,4)-N-acetylglucosaminyltransferase III. 

11. A host - 	according to claim 10, wherein said Golgi localization domain is from 
a heterologous Golgi res • nt polypeptide. 

12. A host cell 	cording to claim 3, wherein said fusion glycosyltransferase 
comprises the catalytic domain . 	f3(1,4)-galactosyltransferase. 

13. A host cell accordin 	to claim 12, wherein said Golgi localization domain is from 
a heterologous Golgi resident glycos 	ransferase. 

14. A host cell according to 	.im 13, wherein said Golgi localization domain is the 
localization domain of mannosidase fr. 

15. A host cell according to claim 	1 or claim 13, wherein said Golgi localization 
domain is the localization domain of p(1,2)-N-ac 	Iglucosaminyltransferase I. 

16. A host cell according to claim 11 o 	claim 13, wherein said Golgi localization 
domain is the localization domain of p(1,2)-&-acetylgli osaminyltransferase IL 

17. A host cell according to claim 11 or cla 	r3, wherein said Golgi localization 
domain is the localization domain of mannosidasel. 

18. A host cell according to claim 11 or claim 13, 	herein said Golgi localization 
domain is the localization domain of al-6 core fucosyltransferase. 

19. A host cell according to claim 8, wherein said inc used effector function is 
increased Pc-mediated cellular cytotoxicity. 

20. A host cell according to claim 8, wherein said increaser 	hector function is 
increased binding to FIK cells. 

21. A host cell according to claim 8, wherein said increased effe 	rr function is 
increased binding to macrophages. 

22. A host cell according to claim 8, wherein said increased effector 	., ction is 
increased binding to polymorphonuclear cells. 
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3. 	A host cell according to claim 8, wherein said increased effector function is 
increasbinding to monocytes. 

24: 	A host cell according to claim 8, wherein said increased effector function is 
increased dire 	signaling inducing apoptosis. 

25. A 	.st cell according to claim 8, wherein said increased effector function is 
increased dendritic c 	1 maturation. 

26. A host 	1 according to claim 8, wherein said increased effector function is 
increased T cell priming. 

27. A host cell a 	ording to claim 7, wherein said Fe receptor is Fcy activating 
receptor. 

28. A host cell accordin• to claim 7, wherein said Fc receptor is FcyRIIIA receptor. 

29. A host cell according t.. y one of claims 1-3, wherein said host cell is a CHO 
cell, a BHK cell, a NSO cell, a SP210 ce 	a YO myeloma cell, a P3X63 mouse myeloma cell, a 
PER cell, a PER.C6 cell or a hybridoma ce 

30. The host cell of any one of elm 	1-3, wherein said polypeptide produced by said 
host cell is an anti-CD20 antibody. 

31. The host cell of claim 30, wherein sat. .n i-CD20 antibody is IDEC-C2B8, 

32. The host cell of any one of claims 1-3, wt rein said polypeptide produced by said 
host cell is the chimeric anti-human renal cell carcinoma in  in= oclonal antibody 0110250. 

33. The host cell of any one of claims 1-3, further ..mprising at least one transfected 
nucleic acid encoding an antibody molecule, an antibody fra 	ent, or a fusion protein that 
includes a region equivalent to the Fc region of an immunoglobuli 

34. The host cell of any one of claims 1-3, wherein sai • at least one nucleic acid 
encoding a fusion glycosyltransferase is operably linked to a constitutiv 	remoter element 

35. The host cell of claim 33, wherein said at least one trap ected nucleic acid 
encodes an anti-CD20 antibody, the chimeric anti-human ncuroblastoma m • oclonal antibody 
chCE7, the chimeric anti-human renal cell carcinoma monoclonal antibody chG 	0, the chimeric 
anti-human colon, lung, and breast carcinoma monoclonal antibody ING-1, the h. 	anized anti- 
human 17-1A antigen monoclonal antibody 3622W94, the humanized anti-hum.. colorectal 
tumor antibody A33, the anti-human melanoma antibody directed against GD3 gang! 	ide R24, 
the chimeric anti-human squamous-cell carcinoma monoclonal antibody SF-25, an an --human 
EGFR antibody, an anti-human EGFRvIII antibody, an anti-human PSMA antibody, a. anti- 
human PSCA antibody, an anti-human CD22 antibody, an anti-human CD30 antibody, an 	ti- 
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human 	D33 antibody, an anti-human CD38 antibody, an anti-human CD40 antibody, an anti- 
human 	1145 antibody, an anti-human CD52 antibody, an anti-human CD138 antibody, an anti- 
human 	k • -DR variant antibody, an anti-human EpCAM antibody, an anti-human CEA 
antibody, an nti-human MUCI antibody, an anti-human MUCI core protein antibody, an anti- 
human abenan 	glycosylated MUCI antibody, an antibody against human fibronectin variants 
containing the E i'.-B domain, or an anti-human HER2/neu antibody. 

36. 	A me • od for producing a polypeptide in a mammalian host cell, comprising: 

a 	culturing 	mammalian host cell engineered to express at least one nucleic acid 
encoding a fusion glycosy 	ansferase having [3(1 ,4)-N-acetylglucosaminyltransferase III activity 
and the Golgi localization • omain of mannosidase H, under conditions which permit the 
production of a polypeptide se tied from the group consisting of a whole antibody molecule, an 
antibody fragment, and a fusion 	rotein that includes a region equivalent to the Fc region of an 
immunoglobulin, wherein said fns .n glycosyltransferase is expressed in an amount sufficient to 
modify the oligosaccharides in the •. region of said polypeptide produced by said host cell; and 

b. 	isolating said polypeptid 

37. 	A method for producing a po 	• eptide in a mammalian host cell, comprising: 

a. culturing a mammalian host ce i engineered to express at least one nucleic acid 
encoding a fusion glycosyltransferase having 13(1, 	N-acetylglucosaminyltransferase HI activity 
and the Golgi localization domain of a Golgi re 'dent glycosyltransferase selected from the 
group 	consisting of: 	mannosidase 	I, 	¢(1,2)-N-a• tylglueosaminyltransferase 	I, 	13(1,2)-N- 
acetylglucosaminyltransferase II, and al-6 core fuc 	ltransferase, under conditions which 
permit the production of a polypeptide selected from tlr 	T roup consisting of a whole antibody 
molecule, an antibody fragment, and a fusion protein that i 	ludes a region equivalent to the Fe 
region of an immunoglobulin, wherein said fusion glycosyltransferase is expressed in an amount 
sufficient to modify the oligosaccharides in the Fc region of s 'd polypeptide produced by said 
host cell; and 

b. isolating said polypeptide. 

38. 	A method for producing a polypeptide in a mammalian ho 	cell, comprising: 

a. 	culturing a mammalian host cell engineered to express at le 	one nucleic acid 
encoding a fusion glycosyltransferase having ¢(1,4)-galactosyltransferase acti • 'ty and the Golgi 
localization domain of a Golgi resident glycosyltransferase selected from the gro • consisting of: 
mannosidase 	I, 	mannosidase 	II, 	p(1,2)-N-acetylglucosaminyltransferase 	13(1,2)-N- 
acetyiglucosaminyltransferase II, and al-6 core fucosyltransferase, under condi • oas which 
permit the production of a polypeptide selected from the group consisting of a whop 	ntibody 
molecule, an antibody fragment, and a fusion protein that includes a region equivalent t. the Fc 
region of an immunoglobulin, wherein said fusion glycosyltransferase is expressed in an 	ount 
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afflict 	t to modify the oligosaccharides in the Pc region of said polypeptide produced by said 
host eel , and 

b. 	isolating said polypeptide. 

39. method according to claim 36, wherein said fusion glycosyltransferase 
comprises the cat 	is domain of 13(1,4)-N-acetylglueosaminyltransferase III. 

40. A me .od according to claim 37, wherein said fusion glycosyltransferase 
comprises the catalytic ..main of (3(1,4)-N-acetylglucosaminyltransferase III. 

41. A method ac ording to claim 40, wherein said Golgi localization domain is from a 
heterologous Golgi resident p 	ypeptide. 

42. A method according to claim 38, wherein said fusion glycosyltransferase 
comprises the catalytic domain of I 	,4)-galactosyltransferase, 

43. A method according to 	. im 42, wherein said Golgi localization domain is from a 
heterologous Golgi resident polypeptide. 

44. A method according to clai 	43, wherein said Golgi localization domain is the 
localization domain of mannosidase II. 

45. A method according to claim 41 . 	claim 43, wherein said Golgi localization 
domain is the localization domain of 13(1,2)-N-acety 	ucosaminyltransferase I. 

46. A method according to claim 41 or ch. . 43, wherein said Golgi localization 
domain is the localization domain of mannosidase I, 

47. A method according to claim 41 or claim 4 	wherein said Golgi localization 
domain is the localization domain of 13(1,2)-N-acetylglucosamin transferase II. 

48. A method according to claim 41 or claim 43, wh ein said Golgi localization 
domain is the localization domain of aI-6 core fucosyliransferase. 

49. A method according to any one of claims 36-38, wherei 	said polypeptide has 
increased effector function as a result of said modification. 

50. A method according to claim 49, wherein said increased ef ctor function is 
increased Pc-mediated cellular cytotoxicity. 

51. A method according to claim 49, wherein said increased effector 	ction is 
increased binding to NK cells. 
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2. 	A method according to claim 49, wherein said increased effector function is 
increase. ..nding to macrophages. 

53. A method according to claim 49, wherein said increased effector function is 
increased bind 	to monocytes. 

54. A 	•ethod according to claim 49, wherein said increased effector function is 
increased binding to 'olymorphonuclear cells. 

55. A metho• 	ccording to claim 49, wherein said increased effector function is direct 
signaling inducing apopto ' 

56. A method ace. ding to claim 49, wherein said increased effector function is 
increased dendritic cell =Wrath . 

57. A method accordin . to claim 49, wherein said increased effector function is 
increased T cell priming. 

58. A method according to 	one of claims 36-38, wherein said polypeptide 
produced by said host cell exhibits increa 	d Fc receptor binding affinity as a result of said 
modification. 

59. A method according to claim 	wherein said Fe receptor is Fe activating 
receptor. 

60. A method according to claim 58, wherei 	said Fe receptor is FeyRIIIA receptor. 

61. A method according to any one of clai 	s 36-38, wherein said polypeptide 
produced by said host cell has an increased proportion of *sected oligosaccharides in the Fc 
region of said polypeptide. 

62. A method according to any one of claims 36- 	wherein said polypeptide 
produced by said host cell has an increased proportion of nonfucosy ted oligosaccharides in the 
Fc region of said polypeptide. 

63. A method according to claim 62, wherein said nonfucosy ted oligosaccharides 
are hybrid. 

64. A method according to claim 62, wherein said nonfueosylated 	igosaccharides 
are complex. 

65. A method according to any one of claims 36-38, wherein said polypeptide 
produced by said host cell has an increased 	proportion 	of bisected, nonfu ,sylated 
oligosaccharides in the Fe region of said polypeptide. 
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46. A method according to claim 65, wherein said bisected, nonfucosylated 
oligosac• ar des are hybrid. 

67.  A method according to claim 65, wherein said bisected, nonfucosylated 
oligosacchan s are complex. 

68.  A 	'ethod according to claim 65, wherein at least 20% of the oligosaccharides in 
the Fc region of sal. Oolypeptide are bisected, nonfucosylated. 

69.  A metho 	according to claim 65, wherein at least 25% of the oligosaccharides in 
the Fc region of said poly. ptide are bisected, nonfucosylated. 

70.  A method ace. tling to claim 65, wherein at least 30% of the oligosaccharides in 
the Fc region of said polypcpti 	are bisected, nonfucosylated. 

71.  A method accordm: o claim 65, wherein at least 35% of the oligosaccharides in 
the Fe region of said polypeptide are 	'seated, nonfucosylated. 
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Claims: 

1. A mammalian host cell engineered to express at least one nucleic acid encoding a 
fusion glycosyltransferase having fi(1,4)-N-acetylglucosaminyltransferase III activity in an 
amount sufficient to modify the oligosaccharides in the Fc region of a polypeptide produced by 
said host cell, wherein said fusion glycosyltransferase comprises the catalytic domain of /3(1,4)- 
N-acetylglucosaminyltransferase III and the Golgi localization domain of mannosidase II, 
wherein said polypeptide produced by said host cell is selected from the group consisting of a 
whole antibody molecule, an antibody fragment, and a fusion protein that includes a region 
equivalent to the Fc region of an immunoglobulin, and wherein said polypeptide produced by 
said host cell exhibits increased Fc receptor binding affinity or increased effector function as a 
result of said modification. 

2. A mammalian host cell engineered to express at least one nucleic acid encoding a 
fusion glycosyltransferase having i3(1,4)-N-acetylglucosaminyltransferase III activity in an 
amount sufficient to modify the oligosaccharides in the Fc region of a polypeptide produced by 
said host cell, wherein said fusion glycosyltransferase comprises the catalytic domain of /3(1,4)- 
N-acetylglucosaminyltransferase III and the Golgi localization domain of a Golgi resident 
glycosyltransferase 	selected 	from 	the 	group 	consisting 	of: 	mannosidase 	I, 	/3(1,2)-N- 
acetylglucosaminyltransferase 	I, 	0(1,2)-N-acetylglucosaminyltransferase 	II, 	and 	al-6 	core 
fucosyltransferase, wherein said polypeptide produced by said host cell is selected from the 
group consisting of a whole antibody molecule, an antibody fragment, and a fusion protein that 
includes a region equivalent to the Fc region of an immunoglobulin, and wherein said 
polypeptide produced by said host cell exhibits increased Fc receptor binding affinity or 
increased effector function as a result of said modification. 

3. The host cell according to claim 1 or claim 2, wherein said polypeptide produced 
by said host cell is IgG or a fragment thereof. 

4. The host cell according to claim 1 or claim 2, wherein said polypeptide produced 
by said host cell is IgG1 or a fragment thereof. 

5. The host cell according to claim 1 or claim 2, wherein said polypeptide produced 
by said host cell is a fusion protein that includes a region equivalent to the Fc region of a human 
IgG. 

6. The host cell according to claim 1 or claim 2, wherein said polypeptide produced 
by said host cell exhibits increased Fc receptor binding affinity as a result of said modification. 

7. The host cell according to claim 1 or claim 2, wherein said polypeptide produced 
by said host cell exhibits increased effector function as a result of said modification. 

8. A host cell according to claim 2, wherein said Golgi localization domain is from a 
heterologous Golgi resident polypeptide. 

9. A host cell according to claim 2, wherein said Golgi localization domain is the 
localization domain of (3(1,2)-N-acetylglucosaminyltransferase I. 
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10. A host cell according to claim 2, wherein said Golgi localization domain is the 
localization domain of )3(1,2)-N-acetylglucosaminyltransferase II. 

11. A host cell according to claim 2, wherein said Golgi localization domain is the 
localization domain of mannosidase I. 

12. A host cell according to claim 2, wherein said Golgi localization domain is the 
localization domain of al-6 core fucosyltransferase. 

13. A host cell according to claim 7, wherein said increased effector function is 
increased Fc-mediated cellular cytotoxicity. 

14. A host cell according to claim 7, wherein said increased effector function is 
increased binding to NK cells. 

15. A host cell according to claim 7, wherein said increased effector function is 
increased binding to macrophages. 

16. A host cell according to claim 7, wherein said increased effector function is 
increased binding to polymorphonuclear cells. 

17. A host cell according to claim 7, wherein said increased effector function is 
increased binding to monocytes. 

18. A host cell according to claim 7, wherein said increased effector function is 
increased direct signaling inducing apoptosis. 

19. A host cell according to claim 7, wherein said increased effector function is 
increased dendritic cell maturation. 

20. A host cell according to claim 7, wherein said increased effector function is 
increased T cell priming. 

21. A host cell according to claim 6, wherein said Fc receptor is Fcy activating 
receptor. 

22. A host cell according to claim 6, wherein said Fc receptor is FcyRIIIA receptor. 

23. A host cell according to claim 1 or claim 2, wherein said host cell is a CHO cell, a 
BHK cell, a NSO cell, a SP2/0 cell, a YO myeloma cell, a P3X63 mouse myeloma cell, a PER 
cell, a PER.C6 cell or a hybridoma cell. 

24. The host cell of claim 1 or claim 2, wherein said polypeptide produced by said 
host cell is an anti-CD20 antibody. 

25. The host cell of claim 24, wherein said anti-CD20 antibody is IDEC-C2B8. 

26. The host cell of claim 1 or claim 2, wherein said polypeptide produced by said 
host cell is the chimeric anti-human renal cell carcinoma monoclonal antibody chG250. 
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27. 	The host cell of claim I or claim 2, further comprising at least one transfected 
nucleic acid encoding an antibody molecule, an antibody fragment, or a fusion protein that 
includes a region equivalent to the Fc region of an immunoglobulin. 

28. 	The host cell of claim 1 or claim 2, wherein said at least one nucleic acid 
encoding a fusion glycosyltransferase is operably linked to a constitutive promoter element. 

29. 	The host cell of claim 27, wherein said at least one transfected nucleic acid 
encodes an anti-CD20 antibody, the chimeric anti-human neuroblastoma monoclonal antibody 
chCE7, the chimeric anti-human renal cell carcinoma monoclonal antibody chG250, the chimeric 
anti-human colon, lung, and breast carcinoma monoclonal antibody ING-1, the humanized anti-
human 17-1A antigen monoclonal antibody 3622W94, the humanized anti-human colorectal 
tumor antibody A33, the anti-human melanoma antibody directed against GD3 ganglioside R24, 
the chimeric anti-human squamous-cell carcinoma monoclonal antibody SF-25, an anti-human 
EGFR antibody, an anti-human EGFRvIII antibody, an anti-human PSMA antibody, an anti-
human PSCA antibody, an anti-human CD22 antibody, an anti-human CD30 antibody, an anti-
human CD33 antibody, an anti-human CD38 antibody, an anti-human CD40 antibody, an anti-
human CD45 antibody, an anti-human CD52 antibody, an anti-human CD138 antibody, an anti-
human HLA-DR variant antibody, an anti-human EpCAM antibody, an anti-human CEA 
antibody, an anti-human MUC1 antibody, an anti-human MUC1 core protein antibody, an anti-
human aben-antly glycosylated MUC1 antibody, an antibody against human fibronectin variants 
containing the ED-B domain, or an anti-human HER2/neu antibody. 

30. 	A.  method for producing a polypeptide in a mammalian host cell, comprising: 

a. culturing a mammalian host cell engineered to express at least one nucleic acid 
encoding a fusion glycosyltransferase having f3(1,4)-N-acetylglucosaminyltransferase III activity 
under conditions which permit the production of a polypeptide selected from the group 
consisting of a whole antibody molecule, an antibody fragment, and a fusion protein that 
includes a region equivalent to the Fc region of an immunoglobulin, wherein said fusion 
glycosyltransferase comprises the catalytic domain of 0(1,4)-N-acetylglucosaminyltransferase III 
and the Golgi localization domain of mannosidase II, wherein said fusion glycosyltransferase is 
expressed in an amount sufficient to modify the oligosaccharides in the Fc region of said 
polypeptide produced by said host cell, wherein said polypeptide produced by said host cell 
exhibits increased Fc receptor binding affinity or increased effector function as a result of said 
modification; and 

b. isolating said polypeptide. 

31. 	A method for producing a polypeptide in a mammalian host cell, comprising: 

a. 	culturing a mammalian host cell engineered to express at least one nucleic acid 
encoding a fusion glycosyltransferase having (3(1,4)-N-acetylglucosaminyltransferase III activity 
under conditions which permit the production of a polypeptide selected from the group 
consisting of a whole antibody molecule, an antibody fragment, and a fusion protein that 
includes a region equivalent to the Fc region of an immunoglobulin, wherein said fusion 
glycosyltransferase comprises the catalytic domain of 13(1,4)-N-acetylglucosaminyltransferase III 
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and the Golgi localization domain of a Golgi resident glycosyltransferase selected from the 
group 	consisting 	of: 	mannosidase 	I, 	0(1,2)-N-acetylglucosaminyltransferase 	I, 	[3(1,2)-N- 
acetylglucosaminyltransferase 	II, 	and 	al-6 	core 	fucosyltransferase, 	wherein 	said 	fusion 
glycosyltransferase is expressed in an amount sufficient to modify the oligosaccharides in the Fc 
region of said polypeptide produced by said host cell, wherein said polypeptide produced by said 
host cell exhibits increased Fc receptor binding affinity or increased effector function as a result 
of said modification; and 

b. 	isolating said polypeptide. 

32. A method according to claim 31, wherein said Golgi localization domain is from a 
heterologous Golgi resident polypeptide. 

33. A method according to claim 31, wherein said Golgi localization domain is the 
localization domain of 0(1,2)-N-acetylglucosaminyltransferase I. 

34. A method according to claim 31, wherein said Golgi localization domain is the 
localization domain of mannosidase I. 

35. A method according to claim 31, wherein said Golgi localization domain is the 
localization domain ofi:3(1,2)-N-acetylglucosaminyltransferase II. 

36. A method according to claim 31, wherein said Golgi localization domain is the 
localization domain of al-6 core fucosyltransferase. 

37. A method according to claim 30 or claim 31, wherein said polypeptide produced 
by said host cell has increased effector function as a result of said modification. 

38. A method according to claim 37, wherein said increased effector function is 
increased Fc-mediated cellular cytotoxicity. 

39. A method according to claim 37, wherein said increased effector function is 
increased binding to NK cells. 

40. A method according to claim 37, wherein said increased effector function is 
increased binding to macrophages. 

41. A method according to claim 37, wherein said increased effector function is 
increased binding to monocytes. 

42. A method according to claim 37, wherein said increased effector function is 
increased binding to polymoiphonuclear cells. 

43. A method according to claim 37, wherein said increased effector function is direct 
signaling inducing apoptosis. 

44. A method according to claim 37, wherein said increased effector function is 
increased dendritic cell maturation. 



- 133 - 

45. A method according to claim 37, wherein said increased effector function is 
increased T cell priming. 

46. A method according to claim 30 or claim 31, wherein said polypeptide produced 
by said host cell exhibits increased Fc receptor binding affinity as a result of said modification. 

47. A method according to claim 46, wherein said Fc receptor is Fe activating 
receptor. 

48. A method according to claim 46 , wherein said Fe receptor is FcyRIIIA receptor. 

49. A method according to claim 30 or claim 31, wherein said polypeptide produced 
by said host cell has an increased proportion of bisected oligosaccharides in the Fc region of said 
polypeptide. 

50. A method according to claim 30 or claim 31, wherein said polypeptide produced 
by said host cell has an increased proportion of nonfucosylated oligosaccharides in the Fc region 
of said polypeptide. 

51. A method according to claim 50, wherein said nonfucosylated oligosaccharides 
are hybrid. 

52. A method according to claim 50, wherein said nonfucosylated oligosaccharides 
are complex. 

53. A method according to claim 30 or claim 31, wherein said polypeptide produced 
by said host cell has an increased proportion of bisected, nonfucosylated oligosaccharides in the 
Fc region of said polypeptide. 

54. A method 	according to 	claim 	53, 	wherein 	said 	bisected, 	nonfucosylated 
oligosaccharides are hybrid. 

55. A 	method 	according to 	claim 	53, 	wherein 	said bisected, 	nonfucosylated 
oligosaccharides are complex. 

56. A method according to claim 53, wherein at least 20% of the oligosaccharides in 
the Fc region of said polypeptide are bisected, nonfucosylated. 

57. A method according to claim 53 , wherein at least 25% of the oligosaccharides in 
the Fc region of said polypeptide are bisected, nonfucosylated. 

58. A method according to claim 53 , wherein at least 30% of the oligosaccharides in 
the Fc region of said polypeptide are bisected, nonfucosylated. 

59. A method according to claim 53, wherein at least 35% of the oligosaccharides in 
the Fc region of said polypeptide are bisected, nonfucosylated. 


