SEQUENCE LISTING
<110> CHUGAI SEIYAKU KABUSHIKI KAISHA

<120> Method for screening a candidate molecule which can form a
complex with multiple target molecules

<130> C1-A2032P

<150> JP 2020-216004
<151> 2020-12-25

<160> 124

<170> Patentln version 3.5
<210> 1

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Avi-tag sequence

<400> 1

Gly Leu Asn Asp lle Phe Glu Ala Gin Lys lle Glu Trp His Glu
1 5 10 15

<210> 2

211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> TEV protease sequence

<400> 2
Glu Asn Leu Tyr Phe GIn Gly
1 5

<210> 3
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<211> 6
<212> PRT
<213> Artificial Sequence

<220>
<223> His tag sequence

<400> 3

His His His His His His
1 5

<210> 4

<211> 38

<212> DNA

<213> Artificial Sequence

<220>
<223> Fw(GFP)

<400> 4
gtaatacgac tcactatagg gttaacttta agaaggag

<210> 5

<211> 28

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Rv(GFP)

<400> 5
tttttttaga gccagagcca gagecaga

<210> 6

<211> 41

<212> DNA

<213> Artificial Sequence

<220>
<223> reverse transcription S2_mRNA#13

28

Page 2

38



<400> 6
tttgtcceeg cegecectate gecggtgecg gtgeeggteg g

<210> 7

<211> 33

<212> DNA

<213> Artificial Sequence

<220>
<223> Fw_1for SNAP(N) prep.

<400> 7
taaggagata taaatatgga caaagactgc gaa

<210> 8

<211> 50

<212> DNA

<213> Artificial Sequence

<220>
<223> Rv_1for SNAP(N) prep.

<400> 8
agagccagag ccagagccag agccagagec ctgetggaac actgggtgat

<210> 9

<211> 52

<212> DNA

<213> Artificial Sequence

<220>
<223> Fw_2 for SNAP(N) prep.

<400> 9
ggcgtaatac gactcactat agggttaact ttaataagga gatataaata tg

<210> 10

<211> 37

<212> DNA

<213> Artificial Sequence
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<220>
<223> Rv_2 for SNAP(N) prep.

<400> 10
tttttttaga gccagagcca gagccagage cagagec

<210> 11

<211> 44

<212> DNA

<213> Artificial Sequence

<220>
<223> Fw_1for SNAP(C) prep.

<400> 11
taaggagata taaatatggt cgacgagagc tttacccgec aggt

<210> 12

<211> 51

<212> DNA

<213> Artificial Sequence

<220>
<223> Rv_1for SNAP(C) prep.

<400> 12
agagccagag ccagagccag agccagagcc attaacctcg agtttaaacg ¢

<210> 13

<211> 33

<212> DNA

<213> Artificial Sequence

<220>
<223> GGSS-primer_F

<400> 13
tggtggcage agcagcaagg gcgaggaact gtt

<210> 14
<211> 34
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<212> DNA
<213> Artificial Sequence

<220>
<223> GGSS-primer_R

<400> 14
ctgctgctge caccatgatg gtgatgatgg tgac 34

<210> 15

<211> 852

<212> DNA

<213> Artificial Sequence

<220>
<223> GFP1-9

<400> 15
catatgggtg gcaccagcag caagggcgag gaactgttca ccggtgtggt tccgatectg 60

gtggagetgg acggcegatgt taacggtcac aaatttageg tgegtggtga gggegaaggt 120
gacgcgacca tcggcaagct gaccctgaaa ttcattagea ccaccggtaa actgeeggtg 180
ccgtggecega cectggttac caccctgace tacggtgtge aggegtttag cegttatccg 240
gaccacatga agcgtcacga ttictttaaa agcgegatge cggagggcta cgticaagaa 300
cgtaccatta gcttcaagga cgatggcaag tataaaaccc gtgeggtggt taaatttgag 360
ggcgataccc tggttaaccg tatcgagcetg aagggtaccg acticaaaga agatggcaac 420
attctgggtc acaagctgga atacaacttt aacagccaca acgtgtatat caccgcggac 480
aagcagaaaa acggcattaa agcgaacttc accgtgcgtc acaacgttga ggacggtage 540
gttcaactgg cggatcacta ccagcaaaac accccgattg gtgatggtac ccgtggcage 600
ggtagcattg aaggtcgtca tagcggcage ggtageecgg tgetgetgee ggacaaccac 660
tatctgagca cccagaccgt tetgagcaaa gatccgaacg aggegggeac tegtggcage 720

ggtagcatcg aaggtcgtca cageggcage ggtageegtg accacatggt getgcacgaa 780
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tacgttaacg cggcgggcat cacccacggt atggacgaac tgtataaagg cagcggegge 840

acctaaggat cc 852

<210> 16

<211> 109

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Tag insert sequence

<400> 16
ccatgggtct gaacgacatc ttcgaggcgc aaaaaattga gtggcacgag gagaacctgt 60

acttccaggg tcaccatcat caccatcata tgcgtaaggg cgaggaact 109
<210> 17

<211> 203

<212> DNA

<213> Atrtificial Sequence

<220>
<223> GFP10-11

<400> 17
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tggacctgcc 60

ggacgaccac tacctgtcta cccagaccat cctgctgaaa gacctgaacg aaaaacgtga 120
ccacatggtt ctgctggaat acgttaccge ggecgggtate accgacgcegt ctggetetgg 180
ctetggetct ggctctaaaa aaa 203

<210> 18

<211> 140

<212> DNA

<213> Artificial Sequence

<220>
<223> GFP10
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<400> 18
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tggacctgcc 60

ggacgaccac tacctgtcta cccagaccat cctgcetgaaa gacctgaacg getctggete - 120

tggctctgge tctaaaaaaa 140

<210> 19

<211> 146

<212> DNA

<213> Artificial Sequence

<220>
<223> GFP11

<400> 19
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tggaaaaacg 60

tgatcatatg gtgctgcetgg aatatgtgac cgcggegggc attaccgatg cgtetggete 120

tggctctggce tetggctcta aaaaaa 146

<210> 20

<211> 117

<212> DNA

<213> Artificial Sequence

<220>
<223> Rapamycin-nucleic acid

<400> 20
gtaatacgac tcactatagg gttaacttta agaaggagat atacatatgc agtttatgtt 60

ttaggagatt ctgaggccga ccggcaccgg caccggegat agggcggegg ggacaaa 117

<210> 21

<211> 450

<212> DNA

<213> Artificial Sequence

<220>
<223> Hisx6-FKBP12-Link12-GFP11
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<400> 21
atgcaccacc accaccacca catgggcgtc caagtcgaaa cgatcagtce gggegatgge 60

cgtaccttcc cgaaacgcgg tcaaacgtge gtggttcatt ataccggeat getggaagat 120
ggtaaaaaat ttgatagctc tcgtgaccge aacaaaccgt ttaaattcat gctgggcaaa 180
caggaagtga ttcgtggctg ggaagaaggt gttgcacaga tgagcgtcgg tcaacgeget 240
aaactgacca tcagtccgga ttatgcgtac ggtgccacgg gecateeggg tattatcceg 300
ccgcacgcaa ccetggtcett tgacgtggaa ctgctgaaac tggaaggegg tggeggttca 360
ggcggtggct cgggtggeag tacgtccgaa aaacgcgatc acatggtict getggaatat 420
gtcacggctg cgggtatcac cgatgcttcg 450

<210> 22

<211> 390

<212> DNA

<213> Atrtificial Sequence

<220>
<223> GFP10-Link12-FRB-Hisx6

<400> 22
atggacctgc cggacaatca ctatctgagt acgcaaacga tcctgctgaa agacctgaac 60

gatgttggtg gtggtggcte tggcggtgge ageggeggtt ctgaaatgtg gcatgaaggt 120
ctggaagaag caagccgtct gtattttgge gaacgcaacg tgaaaggcat gttcgaagtt 180
ctggaaccgc tgcacgctat gatggaacgt ggcccgeaga ccctgaaaga aacgagtttt 240
aaccaagcgt atggtcgtga tctgatggaa geccaggaat ggtgecgeaa atacatgaaa 300
tccggcaatg tcaaagacct gacccaagec tgggacctgt attaccatgt ctttcgtcge 360
atctctaaac aacaccatca tcatcaccat 390

<210> 23
<211> 359
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<212> DNA
<213> Artificial Sequence

<220>
<223> SNAP(N) whole_DNA

<400> 23
ggcgtaatac gactcactat agggttaact ttaataagga gatataaata tggacaaaga 60

ctgcgaaatg aagcgcacca ccetggatag cectetggge aagetggaac tgtetgggtg 120
cgaacagggc ctgcaccgta tecatcttcct gggcaaagga acatctgeeg ccgacgecgt 180
ggaagtgcct geecccagecg cegtgetggg cggaccagag ccactgatge aggccaccge 240
ctggctcaac gectactttc accagectga ggecatcgag gagtteectg tgccageect 300
gcaccaccca gtgttccage agggctetgg ctetggcetct ggcetetggct ctaaaaaaa 359
<210> 24

<211> 404

<212> DNA

<213> Artificial Sequence

<220>
<223> SNAP(C) whole_DNA

<400> 24
ggcgtaatac gactcactat agggttaact ttaataagga gatataaata tggtcgacga 60

gagctttacc cgccaggtge tgtggaaact getgaaagtg gtgaagttcg gagaggtcat 120
cagctacagc cacctggeeg cectggeegg caateeegee gecacegeeg cegtgaaaac 180
cgccctgage ggaaateecg tgeccattct gatceectge caccgggtgg tgcagggega 240
cctggacgtg gggggctacg agggegggct cgecgtgaaa gagtggetge tggecccacga 300
gggccacaga ctgggcaagce ctgggetggg tectgcagge ggateegegt ttaaactcga 360

ggttaatggce tetggctetg getetggete tggcetctaaa aaaa 404

<210> 25
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<211> 668
<212> DNA
<213> Artificial Sequence

<220>
<223> SNAP(full) whole_DNA

<400> 25
ggcgtaatac gactcactat agggttaact ttaataagga gatataaata tggacaaaga 60

ctgcgaaatg aagcgcacca ccetggatag cectetgggce aagetggaac tgtetgggtg 120
cgaacagggc ctgcaccgta tcatcttcct gggcaaagga acatctgeeg ccgacgeegt 180
ggaagtgcct gecccagecg cegtgetggg cggaccagag ceactgatge aggecacege 240
ctggctcaac gectactttc accagectga ggecatcgag gagtteectg tgccageect 300
gcaccaccca gtgttccage aggagagctt tacccgecag gtgetgtgga aactgctgaa 360
agtggtgaag ttcggagagg tcatcageta cagecacctg gecgecctgg ccggcaatce 420
cgccgecacce gecgeegtga aaaccgecct gageggaaat ceegtgecca tictgatcce 480
ctgccaccgg gtggtgcagg gegacctgga cgtggggggce tacgagggeg ggetcgeegt 540
gaaagagtgg ctgctggcee acgagggeca cagactggge aagectggge tgggtectge 600
aggcggatce gegtttaaac tcgaggttaa tggetetgge tetggctetg getetggete 660
taaaaaaa 668

<210> 26

<211> 19%4

<212> DNA

<213> Artificial Sequence

<220>
<223> UbNter_ DNA

<400> 26
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tgatgcagat 60

cttcgtgaag accctgaccg gcaagaccge cactctggag gtggagecca gtgacaccat 120
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cgaaaatgtg aaggccaaga tccaagataa agaaggcatc cceggctetg getetggete 180
tggctctaaa aaaa 194

<210> 27

<211> 209

<212> DNA

<213> Atrtificial Sequence

<220>
<223> UbCter_DNA

<400> 27
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tgggcatccc 60

ccecegaccag cagaggcetea tetttgcagg caageagcetg gaagatggec geactetttc 120
tgactacaac atccagaaag agtcgaccct gcacctggtc ctgegectga ggggtggegg 180
ctetggcetet ggctetggct ctaaaaaaa 209

<210> 28

<211> 332

<212> DNA

<213> Artificial Sequence

<220>
<223> Ubl13A full_DNA

<400> 28
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tgatgcagat 60

cttcgtgaag accctgaccg gcaagaccge cactctggag gtggagecca gtgacaccat 120
cgaaaatgtg aaggccaaga tccaagataa agaaggcatc cceggcetctg getetggcat 180
cceeeccgac cagcagaggc teatetttge aggcaageag ctggaagatg gecgeactet 240
ttctgactac aacatccaga aagagtcgac cctgcacctg gtectgegece tgaggggtgg 300

cggctetggc tetggetetg getctaaaaa aa 332
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<210> 29

<211> 182

<212> RNA

<213> Atrtificial Sequence

<220>
<223> GFP10-11

<400> 29
ggguuaacuu uaagaaggag auauacauau ggaccugecg gacgaccacu accugucuac 60

ccagaccauc cugcugaaag accugaacga aaaacgugac cacaugguuc ugcuggaaua 120
cguuaccgeg geggguauca ccgacgeguc uggeucugge ucuggeucug geucuaaaaa 180

aa 182

<210> 30

<211> 119

<212> RNA

<213> Artificial Sequence

<220>
<223> GFP10

<400> 30
ggguuaacuu uaagaaggag auauacauau ggaccugecg gacgaccacu accugucuac 60

ccagaccauc cugcugaaag accugaacgg Cucuggeucu ggcucuggeu cuaaaaaaa 119

<210> 31

<211> 125

<212> RNA

<213> Atrtificial Sequence

<220>
<223> GFP11

<400> 31
ggguuaacuu uaagaaggag auauacauau ggaaaaacgu gaucauaugg ugcugcugga 60

auaugugacc gcggegggea uuaccgauge gucuggeucu ggeucuggeu cuggeucuaa 120
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aaaaa 125

<210> 32

<211> 99

<212> RNA

<213> Atrtificial Sequence

<220>
<223> Rapamycin-nucleic acid

<400> 32
ggguuaacuu uaagaaggag auauacauau gcaguuuaug uuuuaggaga uucugaggcc 60

gaccggcacc ggcaccggeg auagggegge ggggacaaa 99
<210> 33

<211> 338

<212> RNA

<213> Artificial Sequence

<220>
<223> SNAP(N) whole_mRNA

<400> 33
ggguuaacuu Uaauaaggag auauaaauau ggacaaagac ugcgaaauga agcgcaccac 60

ccuggauagc ccucugggcea ageuggaacu gucuggguge gaacagggec ugcaccguau 120
caucuuccug ggcaaaggaa caucugecge cgacgecgug gaagugecug ccccageege 180
cgugeugggce ggaccagage cacugaugea ggecaccgee uggeucaacg ccuacuuuca 240
ccagccugag gecaucgagg aguucccugu gecageecug caccacccag uguuccagca 300
gggcucuggc ucuggeucug gecucuggeuc uaaaaaaa 338

<210> 34

<211> 383

<212> RNA
<213> Atrtificial Sequence

Page 13



<220>
<223> SNAP(C) whole_mRNA

<400> 34
ggguuaacuu Uaauaaggag auauaaauau ggucgacgag agcuuuaccc gccaggugcu 60

guggaaacug cugaaagugg ugaaguucgg agaggucauc agcuacagcc accuggeege 120
ccuggecgge aauccegecg ccaccgecge cgugaaaacce geeccugageg gaaauccegu 180
gcccauucug aucceccugee accggguggu gcagggegac cuggacgugg ggggeuacga 240
gggcgggeuc gecgugaaag aguggeugeu ggeecacgag ggecacagac ugggcaagee 300
ugggeugggu ccugcaggeg gauccgeguu uaaacucgag guuaauggeu cuggeucugg 360
cucuggcucu ggcucuaaaa aaa 383

<210> 35

<211> 647

<212> RNA

<213> Artificial Sequence

<220>
<223> SNAP(full) whole_mRNA

<400> 35
ggguuaacuu uaauaaggag auauaaauau ggacaaagac ugcgaaauga agcgcaccac 60

ccuggauage ccucugggea agcuggaacu gucuggguge gaacagggee ugcaccguau 120
caucuuccug ggcaaaggaa caucugccge cgacgecgug gaagugecug ccccageege 180
cgugeuggge ggaccagagce cacugaugcea ggecaccgee uggeucaacg ccuacuuuca 240
ccagccugag gecaucgagg aguucccugu gecageccug caccacceag uguuccagea 300
ggagagcuuu acccgecagg ugcuguggaa acugcugaaa guggugaagu ucggagaggu 360
caucagcuac agccaccugg ccgeccugge cggcaaucce geegeeaceg cegecgugaa 420

aaccgcccug ageggaaauc ccgugeccau Ucugauceee ugecaccggg uggugeaggg 480

cgaccuggac guggggggeu acgagggegg geucgecgug aaagagugge ugcuggecca 540
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cgagggccac agacugggca agccugggeu ggguccugea ggeggauceg cguuuaaacu 600
cgagguuaau ggcucuggeu cuggeucugg cucuggcucu aaaaaaa 647

<210> 36

<211> 173

<212> RNA

<213> Atrtificial Sequence

<220>
<223> UbNter mRNA

<400> 36
ggguuaacuu uaagaaggag auauacauau gaugcagauc uucgugaaga cccugaccgg 60

caagaccgcc acucuggagg uggagceccag ugacaccauc gaaaauguga aggccaagau 120
cCaagauaaa gaaggcaucc ccggeucugg cucuggeucu ggcucuaaaa aaa 173
<210> 37

<211> 188

<212> RNA

<213> Artificial Sequence

<220>
<223> UbCter mRNA

<400> 37
ggguuaacuu Uaagaaggag auauacauau gggcauccee cccgaccage agaggeucau 60

cuuugcaggc aagcagcugg aagauggecg cacucuuucu gacuacaaca uccagaaaga 120
gucgacccug caccuggucc ugcgecugag ggguggegge ucuggeucug geucuggeuc 180
uaaaaaaa 188

<210> 38

<211> 311

<212> RNA
<213> Artificial Sequence
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<220>
<223> UDbl13A ful_mRNA

<400> 38
ggguuaacuu uaagaaggag auauacauau gaugcagauc uucgugaaga cccugaccgg 60

caagaccgcc acucuggagg uggageccag ugacaccauc gaaaauguga aggccaagau 120
ccaagauaaa gaaggcaucc ccggeucugg cucuggeauc cccecegace agcagaggeu 180

caucuuugca ggcaagcagc uggaagaugg ccgcacucuu ucugacuaca acauccagaa 240
agagucgacc cugcaccugg uccugegecu gaggggugge ggeucuggeu cuggeucugg 300
cucuaaaaaa a 311

<210> 39

<211> 51

<212> PRT

<213> Artificial Sequence

<220>
<223> GFP10-GFP11-GS4

<400> 39
Met Asp Leu Pro Asp Asp His Tyr Leu Ser Thr GIn Thr lle Leu Leu
1 5 10 15

Lys Asp Leu Asn Glu Lys Arg Asp His Met Val Leu Leu Glu Tyr Val
20 25 30

Thr Ala Ala Gly lle Thr Asp Ala Ser Gly Ser Gly Ser Gly Ser Gly
35 40 45

Ser Lys Lys
50

<210> 40
<211> 30
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<212> PRT
<213> Artificial Sequence

<220>
<223> GFP10-GS4

<400> 40

Met Asp Leu Pro Asp Asp His Tyr Leu Ser Thr GIn Thr lle Leu Leu
1 5 10 15

Lys Asp Leu Asn Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
20 25 30

<210> 41

<211> 32

<212> PRT

<213> Artificial Sequence

<220>
<223> GFP11-GS4

<400> 41

Met Glu Lys Arg Asp His Met Val Leu Leu Glu Tyr Val Thr Ala Ala
1 5 10 15

Gly lle Thr Asp Ala Ser Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
20 25 30

<210> 42

<211> 103

<212> PRT

<213> Artificial Sequence

<220>
<223> splitSNAP (N)-GS5

<400> 42

Met Asp Lys Asp Cys Glu Met Lys Arg Thr Thr Leu Asp Ser Pro Leu
Page 17



1 5 10 15

Gly Lys Leu Glu Leu Ser Gly Cys Glu GIn Gly Leu His Arg lle lle
20 25 30

Phe Leu Gly Lys Gly Thr Ser Ala Ala Asp Ala Val Glu Val Pro Ala
35 40 45

Pro Ala Ala Val Leu Gly Gly Pro Glu Pro Leu Met GIn Ala Thr Ala
50 55 60

Trp Leu Asn Ala Tyr Phe His GIn Pro Glu Ala lle Glu Glu Phe Pro
65 70 75 80

Val Pro Ala Leu His His Pro Val Phe GIn GIn Gly Ser Gly Ser Gly

85 90 95
Ser Gly Ser Gly Ser Lys Lys
100
<210> 43
<211> 118
<212> PRT

<213> Artificial Sequence

<220>
<223> SNAP (C)-GS5

<400> 43
Met Val Asp Glu Ser Phe Thr Arg GIn Val Leu Trp Lys Leu Leu Lys
1 5 10 15

Val Val Lys Phe Gly Glu Val lle Ser Tyr Ser His Leu Ala Ala Leu
20 25 30
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Ala Gly Asn Pro Ala Ala Thr Ala Ala Val Lys Thr Ala Leu Ser Gly
35 40 45

Asn Pro Val Pro lle Leu lle Pro Cys His Arg Val Val GIn Gly Asp
50 55 60

Leu Asp Val Gly Gly Tyr Glu Gly Gly Leu Ala Val Lys Glu Trp Leu
65 70 75 80

Leu Ala His Glu Gly His Arg Leu Gly Lys Pro Gly Leu Gly Pro Ala
85 90 95

Gly Gly Ser Ala Phe Lys Leu Glu Val Asn Gly Ser Gly Ser Gly Ser

100 105 110
Gly Ser Gly Ser Lys Lys
115
<210> 44
<211> 206
<212> PRT

<213> Artificial Sequence

<220>
<223> SNAP (full)-GS5

<400> 44
Met Asp Lys Asp Cys Glu Met Lys Arg Thr Thr Leu Asp Ser Pro Leu
1 5 10 15

Gly Lys Leu Glu Leu Ser Gly Cys Glu GIn Gly Leu His Arg lle lle
20 25 30

Phe Leu Gly Lys Gly Thr Ser Ala Ala Asp Ala Val Glu Val Pro Ala
35 40 45
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Pro Ala Ala Val Leu Gly Gly Pro Glu Pro Leu Met GIn Ala Thr Ala
50 55 60

Trp Leu Asn Ala Tyr Phe His GIn Pro Glu Ala lle Glu Glu Phe Pro
65 70 75 80

Val Pro Ala Leu His His Pro Val Phe GIn GIn Glu Ser Phe Thr Arg
85 90 95

Gln Val Leu Trp Lys Leu Leu Lys Val Val Lys Phe Gly Glu Val lle
100 105 110

Ser Tyr Ser His Leu Ala Ala Leu Ala Gly Asn Pro Ala Ala Thr Ala
115 120 125

Ala Val Lys Thr Ala Leu Ser Gly Asn Pro Val Pro lle Leu lle Pro
130 135 140

Cys His Arg Val Val GIn Gly Asp Leu Asp Val Gly Gly Tyr Glu Gly
145 150 155 160

Gly Leu Ala Val Lys Glu Trp Leu Leu Ala His Glu Gly His Arg Leu
165 170 175

Gly Lys Pro Gly Leu Gly Pro Ala Gly Gly Ser Ala Phe Lys Leu Glu
180 185 190

Val Asn Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
195 200 205

<210> 45

<211> 48

<212> PRT

<213> Artificial Sequence
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<220>
<223> splitUb (N)-GS4

<400> 45

Met Met GIn lle Phe Val Lys Thr Leu Thr Gly Lys Thr Ala Thr Leu
1 5 10 15

Glu Val Glu Pro Ser Asp Thr lle Glu Asn Val Lys Ala Lys lle GIn
20 25 30

Asp Lys Glu Gly lle Pro Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
35 40 45

<210> 46

<211> 53

<212> PRT

<213> Artificial Sequence

<220>
<223> splitUb (C)-GS4

<400> 46
Met Gly lle Pro Pro Asp GIn GIn Arg Leu lle Phe Ala Gly Lys GIn
1 5 10 15

Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lle GIn Lys Glu Ser
20 25 30

Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Gly Ser Gly Ser Gly
35 40 45

Ser Gly Ser Lys Lys
50

<210> 47
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<211> %4
<212> PRT
<213> Artificial Sequence

<220>
<223> splitUb (N-C)-GS4

<400> 47

Met Met GIn lle Phe Val Lys Thr Leu Thr Gly Lys Thr Ala Thr Leu
1 5 10 15

Glu Val Glu Pro Ser Asp Thr lle Glu Asn Val Lys Ala Lys lle GIn
20 25 30

Asp Lys Glu Gly lle Pro Gly Ser Gly Ser Gly lle Pro Pro Asp GIn
35 40 45

GIn Arg Leu lle Phe Ala Gly Lys GIn Leu Glu Asp Gly Arg Thr Leu
50 55 60

Ser Asp Tyr Asn lle GIn Lys Glu Ser Thr Leu His Leu Val Leu Arg
65 70 75 80

Leu Arg Gly Gly Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
85 90

<210> 48

<211> 233

<212> PRT

<213> Artificial Sequence

<220>
<223> Avi-Tev-His-GFP1-9

<400> 48

Met Gly Leu Asn Asp lle Phe Glu Ala GIn Lys lle Glu Trp His Glu
1 5 10 15
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Glu Asn Leu Tyr Phe Gln Gly His His His His His His Gly Gly Ser
20 25 30

Ser Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro lle Leu Val
35 40 45

Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val Arg Gly Glu
50 55 60

Gly Glu Gly Asp Ala Thr lle Gly Lys Leu Thr Leu Lys Phe lle Ser
65 70 75 80

Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Leu
85 90 95

Thr Tyr Gly Val GIn Ala Phe Ser Arg Tyr Pro Asp His Met Lys Arg
100 105 110

His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val GIn Glu Arg
115 120 125

Thr lle Ser Phe Lys Asp Asp Gly Lys Tyr Lys Thr Arg Ala Val Val
130 135 140

Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lle Glu Leu Lys Gly Thr
145 150 155 160

Asp Phe Lys Glu Asp Gly Asn lle Leu Gly His Lys Leu Glu Tyr Asn
165 170 175

Phe Asn Ser His Asn Val Tyr lle Thr Ala Asp Lys GIn Lys Asn Gly
180 185 190
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lle Lys Ala Asn Phe Thr Val Arg His Asn Val Glu Asp Gly Ser Val
195 200 205

GIn Leu Ala Asp His Tyr GIn GIn Asn Thr Pro lle Gly Asp Gly Thr
210 215 220

Arg Gly Ser Gly Ser lle Glu Gly Arg
225 230

<210> 49

<211> 320

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Kpep-UbNter_DNA

<400> 49
gtaatacgac tcactatagg gttaacttta agaaggagat atacatatga aagtgagcgc 60

gctgaaagaa aacgtgagcg ccctgaaaga aaaagtgage gegcetgaccg aaaaagtgag 120
cgcgcetgaaa gagaaagtga gegegetgaa agaaggctcet ggetetggcet ctggcetetat 180
gcagatcttc gtgaagaccc tgaccggcaa gaccgcecact ctggaggtgg ageccagtga 240
caccatcgaa aatgtgaagg ccaagatcca agataaagaa ggcatcceeg getetggcte 300
tggctctgge tctaaaaaaa 320

<210> 50

<211> 320

<212> DNA

<213> Artificial Sequence

<220>
<223> Epep-UbNter_DNA

<400> 50
gtaatacgac tcactatagg gttaacttta agaaggagat atacatatga aagtgagcgc 60
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gctggaaaac gaagtgageg cgctggaaaa agaagtgagc gtgctggaaa aagaagtgag 120
cgcgcetggaa aaagaagtge gegegetgga aaaaggctct ggctetggct ctggetctat 180
gcagatcttc gtgaagaccc tgaccggcaa gaccgcecact ctggaggtgg ageccagtga 240
caccatcgaa aatgtgaagg ccaagatcca agataaagaa ggcatcceeg getetggcte 300
tggctctgge tctaaaaaaa 320

<210> 51

<211> 338

<212> DNA

<213> Artificial Sequence

<220>
<223> Epep-UbCter_DNA

<400> 51
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tgggcatccc 60

cccegaccag cagaggctca tetttgcagg caageagcetg gaagatggec geactetttc 120
tgactacaac atccagaaag agtcgaccct gcacctggtc ctgegectga ggggtggegg 180
ctetggcetet ggctetggct ctaaagtgag cgegetggaa aacgaagtga gegegetgga 240
aaaagaagtg agcgtgctgg aaaaagaagt gagcgcegcetg gaaaaagaag tgegegeget 300
ggaaaaaggc tctggcetctg gcetetggcte taaaaaaa 338

<210> 52

<211> 302

<212> RNA

<213> Artificial Sequence

<220>
<223> Kpep-UbNter_mRNA

<400> 52
ggguuaacuu uaagaaggag auauacauau gaaagugagc gcgcugaaag aaaacgugag 60
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cgcccugaaa gaaaaaguga gegegeugac cgaaaaagug agegegeuga aagagaaagu 120
gagcgegeug aaagaaggeu cuggeucugg cucuggeucu augcagaucu ucgugaagac 180
ccugaccggce aagaccgeca cucuggaggu ggageccagu gacaccaucg aaaaugugaa 240
ggccaagauc caagauaaag aaggcaucce cggeucugge ucuggeucug geucuaaaaa 300
aa 302

<210> 53

<211> 302

<212> RNA

<213> Artificial Sequence

<220>
<223> Epep-UbNter_mRNA

<400> 53
ggguuaacuu uaagaaggag auauacauau gaaagugagc gcgcuggaaa acgaagugag 60

cgcgcuggaa aaagaaguga gcgugcugga aaaagaagug agcgcgeugg aaaaagaagu 120
gcgegegeug gaaaaaggeu cuggeucugg cucuggeucu augcagaucu ucgugaagac 180

ccugaccggce aagaccgeca cucuggaggu ggageccagu gacaccaucg aaaaugugaa 240

ggccaagauc caagauaaag aaggcaucce cggeucugge ucuggeucug geucuaaaaa 300

aa 302

<210> 54

<211> 317

<212> RNA

<213> Atrtificial Sequence

<220>
<223> Epep-UbCter_mRNA

<400> 54
ggguuaacuu Uaagaaggag auauacauau gggcauccee cccgaccage agaggeucau 60

cuuugcaggc aagcagcugg aagauggecg cacucuuucu gacuacaaca uccagaaaga 120
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gucgacccug caccuggucc ugcgecugag ggguggegge ucuggeucug geucuggeuc 180
uaaagugagc gcgcuggaaa acgaagugag cgcgcuggaa aaagaaguga gegugcugga 240
aaaagaagug agcgcgeugg aaaaagaagu gcgegegeug gaaaaaggeu cuggeucugg 300
cucuggcucu aaaaaaa 317

<210> 55

<211> 91

<212> PRT

<213> Artificial Sequence

<220>
<223> Kpep-splitUb(N)-GS4

<400> 55
Met Lys Val Ser Ala Leu Lys Glu Asn Val Ser Ala Leu Lys Glu Lys
1 5 10 15

Val Ser Ala Leu Thr Glu Lys Val Ser Ala Leu Lys Glu Lys Val Ser
20 25 30

Ala Leu Lys Glu Gly Ser Gly Ser Gly Ser Gly Ser Met GIn lle Phe
35 40 45

Val Lys Thr Leu Thr Gly Lys Thr Ala Thr Leu Glu Val Glu Pro Ser
50 55 60

Asp Thr lle Glu Asn Val Lys Ala Lys lle GIn Asp Lys Glu Gly lle
65 70 75 80

Pro Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
85 90

<210> 56
Page 27



<211> 91
<212> PRT
<213> Artificial Sequence

<220>
<223> Epep-splitUb(N)-GS4

<400> 56

Met Lys Val Ser Ala Leu Glu Asn Glu Val Ser Ala Leu Glu Lys Glu
1 5 10 15

Val Ser Val Leu Glu Lys Glu Val Ser Ala Leu Glu Lys Glu Val Arg
20 25 30

Ala Leu Glu Lys Gly Ser Gly Ser Gly Ser Gly Ser Met GIn lle Phe
35 40 45

Val Lys Thr Leu Thr Gly Lys Thr Ala Thr Leu Glu Val Glu Pro Ser
50 55 60

Asp Thr lle Glu Asn Val Lys Ala Lys lle GIn Asp Lys Glu Gly lle
65 70 75 80

Pro Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
85 90

<210> 57

<211> 96

<212> PRT

<213> Artificial Sequence

<220>
<223> Epep-splitUb(C)-GS4

<400> 57

Met Gly lle Pro Pro Asp GIn GIn Arg Leu lle Phe Ala Gly Lys GIn
1 5 10 15
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Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lle GIn Lys Glu Ser
20 25 30

Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly Gly Ser Gly Ser Gly
35 40 45

Ser Gly Ser Lys Val Ser Ala Leu Glu Asn Glu Val Ser Ala Leu Glu
50 55 60

Lys Glu Val Ser Val Leu Glu Lys Glu Val Ser Ala Leu Glu Lys Glu
65 70 75 80

Val Arg Ala Leu Glu Lys Gly Ser Gly Ser Gly Ser Gly Ser Lys Lys
85 90 95

<210> 58

<211> 533

<212> DNA

<213> Artificial Sequence

<220>
<223> Avi-His-splitNanoluc1-8

<400> 58
ccatgggcct gaacgatatt tttgaagcgc agaagattga gtggcacgaa caccatcatc 60

atcatcacgg tggtagcagce gtgttcacce tggaggactt tgttggcgat tgggaacaga 120
ccgeggegta caacctggac caggtgctgg agcaaggtgg cgttageage ctgetgcaga 180
acctggeggt gagcegttace ccgatccaac gtattgttcg tagcggegag aacgegetga 240
agatcgacat tcacgtgatc attccgtatg aaggcectgag cgcggatcag atggegcaaa 300
tcgaggaagt gttcaaggtg gtttacccgg ttgacgatca ccactttaaa gtgatcctge 360

cgtatggtac cctggtgatt gacggcgtta ccccgaacat getgaactac tteggtegtc 420
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cgtatgaagg catcgcggtt tttgatggta agaaaattac cgttaccggce accetgtgga 480

acggcaacaa gattattgac gaacgcctga ttaccccgga ctaatgagga tee 533

<210> 59

<211> 200

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Nanoluc9-10

<400> 59
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tgggcagcat 60

gctgtttcgt gtgaccatta acageggegg cggecagegge ggeggeggea geggegtgag 120
cggctggcegt ctgtttaaaa aaattagegg ttctggtict ggttctggtt ctgaaaacct 180

gtattttcag ggcaaaaaaa 200

<210> 60

<211> 137

<212> DNA

<213> Artificial Sequence

<220>
<223> Nanoluc-9

<400> 60
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tgggcagcat 60

getgtitcgt gtgaccatta acageggttc tggttctggt tetggtictg aaaacctgta 120
ttttcagggc aaaaaaa 137

<210> 61

<211> 137

<212> DNA

<213> Artificial Sequence

<220>
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<223> Nanoluc-10

<400> 61
ggcgtaatac gactcactat agggttaact ttaagaagga gatatacata tggtgagcgg 60

ctggcgtctg tttaaaaaaa ttageggttc tggttctggt tetggtictg aaaacctgta 120

ttttcagggc aaaaaaa 137

<210> 62

<211> 179

<212> RNA

<213> Artificial Sequence

<220>
<223> Nanoluc9-10

<400> 62
ggguuaacuu uaagaaggag auauacauau gggcagcaug cuguuucgug ugaccauuaa 60

cagcggegge ggeageggeg geggeggeag cggegugage ggeuggeguc uguuuaaaaa 120

aauuagcggu Ucugguucug guucugguuc ugaaaaccug uauuuucagg gcaaaaaaa 179

<210> 63

<211> 116

<212> RNA

<213> Artificial Sequence

<220>
<223> Nanoluc-9

<400> 63
ggguuaacuu uaagaaggag auauacauau gggcagcaug cuguuucgug ugaccauuaa 60

cagcgguucu gguucugguu cugguucuga aaaccuguau uuucagggca aaaaaa 116
<210> 64
<211> 116

<212> RNA
<213> Artificial Sequence
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<220>
<223> Nanoluc-10

<400> 64
ggguuaacuu uaagaaggag auauacauau ggugagcgge uggcgucugu uuaaaaaaau 60

uagcgguucu gguucugguu cugguucuga aaaccuguau uuucagggca aaaaaa 116

<210> 65

<211> 50

<212> PRT

<213> Artificial Sequence

<220>
<223> SplitNanoluc9-10-GS4-TEV

<400> 65
Met Gly Ser Met Leu Phe Arg Val Thr lle Asn Ser Gly Gly Gly Ser
1 5 10 15

Gly Gly Gly Gly Ser Gly Val Ser Gly Trp Arg Leu Phe Lys Lys lle
20 25 30

Ser Gly Ser Gly Ser Gly Ser Gly Ser Glu Asn Leu Tyr Phe Gln Gly
35 40 45

Lys Lys
50

<210> 66

<211> 29

<212> PRT

<213> Atrtificial Sequence

<220>
<223> SplitNanoluc-9-GS4-TEV

<400> 66
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Met Gly Ser Met Leu Phe Arg Val Thr lle Asn Ser Gly Ser Gly Ser
1 5 10 15

Gly Ser Gly Ser Glu Asn Leu Tyr Phe GIn Gly Lys Lys
20 25

<210> 67

<211> 29

<212> PRT

<213> Atrtificial Sequence

<220>
<223> SplitNanoluc-10-GS4-TEV

<400> 67

Met Val Ser Gly Trp Arg Leu Phe Lys Lys lle Ser Gly Ser Gly Ser
1 5 10 15

Gly Ser Gly Ser Glu Asn Leu Tyr Phe GIn Gly Lys Lys
20 25

<210> 68

<211> 28

<212> DNA

<213> Artificial Sequence

<220>
<223> Nanoluc_qPCR_Rvprimer

<400> 68
tttttttgcc ctgaaaatac aggtttic 28

<210> 69

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> Fw primer for #13Rapa_F5
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<400> 69
gatatacata tgcagtttat gtt 23

<210> 70

<211> 21

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Rv primer for #13Rapa_R4

<400> 70
ggtcggcctc agaatctect a 21

<210> 71

<211> 231

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GFP full

<400> 71
Met Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro lle Leu Val
1 5 10 15

Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val Arg Gly Glu
20 25 30

Gly Glu Gly Asp Ala Thr lle Gly Lys Leu Thr Leu Lys Phe lle Ser
35 40 45

Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Leu
50 55 60

Thr Tyr Gly Val GIn Ala Phe Ser Arg Tyr Pro Asp His Met Lys Arg
65 70 75 80
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His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val GIn Glu Arg
85 90 95

Thr lle Ser Phe Lys Asp Asp Gly Lys Tyr Lys Thr Arg Ala Val Val
100 105 110

Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lle Glu Leu Lys Gly Thr
115 120 125

Asp Phe Lys Glu Asp Gly Asn lle Leu Gly His Lys Leu Glu Tyr Asn
130 135 140

Phe Asn Ser His Asn Val Tyr lle Thr Ala Asp Lys GIn Lys Asn Gly
145 150 155 160

lle Lys Ala Asn Phe Thr Val Arg His Asn Val Glu Asp Gly Ser Val
165 170 175

Gln Leu Ala Asp His Tyr GIn GIn Asn Thr Pro lle Gly Asp Gly Asp
180 185 190

Leu Pro Asp Asp His Tyr Leu Ser Thr GIn Thr lle Leu Leu Lys Asp
195 200 205

Leu Asn Glu Lys Arg Asp His Met Val Leu Leu Glu Tyr Val Thr Ala
210 215 220

Ala Gly lle Thr Asp Ala Ser
225 230

<210> 72
<211> 191
<212> PRT
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<213> Artificial Sequence

<220>
<223> GFP1-9

<400> 72
Met Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro lle Leu Val
1 5 10 15

Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val Arg Gly Glu
20 25 30

Gly Glu Gly Asp Ala Thr lle Gly Lys Leu Thr Leu Lys Phe lle Ser
35 40 45

Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Leu
50 55 60

Thr Tyr Gly Val GIn Ala Phe Ser Arg Tyr Pro Asp His Met Lys Arg
65 70 75 80

His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val GIn Glu Arg
85 90 95

Thr lle Ser Phe Lys Asp Asp Gly Lys Tyr Lys Thr Arg Ala Val Val
100 105 110

Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lle Glu Leu Lys Gly Thr
115 120 125

Asp Phe Lys Glu Asp Gly Asn lle Leu Gly His Lys Leu Glu Tyr Asn
130 135 140

Phe Asn Ser His Asn Val Tyr lle Thr Ala Asp Lys GIn Lys Asn Gly
145 150 155 160
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lle Lys Ala Asn Phe Thr Val Arg His Asn Val Glu Asp Gly Ser Val
165 170 175

Gln Leu Ala Asp His Tyr GIn GIn Asn Thr Pro lle Gly Asp Gly
180 185 190

<210> 73

<211> 19

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GFP10

<400> 73
Asp Leu Pro Asp Asp His Tyr Leu Ser Thr GIn Thr lle Leu Leu Lys
1 5 10 15

Asp Leu Asn

<210> 74

<211> 21

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GFP11

<400> 74
Glu Lys Arg Asp His Met Val Leu Leu Glu Tyr Val Thr Ala Ala Gly
1 5 10 15

lle Thr Asp Ala Ser
20
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<210> 75

<211> 76

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Ubiquitin full

<400> 75
Met GIn lle Phe Val Lys Thr Leu Thr Gly Lys Thr Ala Thr Leu Glu
1 5 10 15

Val Glu Pro Ser Asp Thr lle Glu Asn Val Lys Ala Lys lle GIn Asp
20 25 30

Lys Glu Gly lle Pro Pro Asp GIn GIn Arg Leu lle Phe Ala Gly Lys
35 40 45

GIn Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lle GIn Lys Glu
50 55 60

Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly
65 70 75

<210> 76

<211> 37

<212> PRT

<213> Atrtificial Sequence

<220>
<223> splitUb (N)

<400> 76

Met GIn lle Phe Val Lys Thr Leu Thr Gly Lys Thr Ala Thr Leu Glu
1 5 10 15
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Val Glu Pro Ser Asp Thr lle Glu Asn Val Lys Ala Lys lle GIn Asp
20 25 30

Lys Glu Gly lle Pro
35

<210> 77

<211> 42

<212> PRT

<213> Atrtificial Sequence

<220>
<223> splitUb (C)

<400> 77

Gly lle Pro Pro Asp GIn GIn Arg Leu lle Phe Ala Gly Lys GIn Leu
1 5 10 15

Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lle GIn Lys Glu Ser Thr
20 25 30

Leu His Leu Val Leu Arg Leu Arg Gly Gly
35 40

<210> 78

<211> 170

<212> PRT

<213> Artificial Sequence

<220>
<223> Nanoluc full

<400> 78
Met Val Phe Thr Leu Glu Asp Phe Val Gly Asp Trp Glu GIn Thr Ala
1 5 10 15

Ala Tyr Asn Leu Asp GIn Val Leu Glu GIn Gly Gly Val Ser Ser Leu
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20 25 30

Leu GIn Asn Leu Ala Val Ser Val Thr Pro lle GIn Arg lle Val Arg
35 40 45

Ser Gly Glu Asn Ala Leu Lys lle Asp lle His Val lle lle Pro Tyr
50 55 60

Glu Gly Leu Ser Ala Asp GIn Met Ala GIn lle Glu Glu Val Phe Lys
65 70 75 80

Val Val Tyr Pro Val Asp Asp His His Phe Lys Val lle Leu Pro Tyr
85 90 95

Gly Thr Leu Val lle Asp Gly Val Thr Pro Asn Met Leu Asn Tyr Phe
100 105 110

Gly Arg Pro Tyr Glu Gly lle Ala Val Phe Asp Gly Lys Lys lle Thr
115 120 125

Val Thr Gly Thr Leu Trp Asn Gly Asn Lys lle lle Asp Glu Arg Leu
130 135 140

lle Thr Pro Asp Gly Ser Met Leu Phe Arg Val Thr lle Asn Ser Val
145 150 155 160

Ser Gly Trp Arg Leu Phe Lys Lys lle Ser
165 170

<210> 79

<211> 148

<212> PRT

<213> Artificial Sequence

<220>
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<223> SplitNanoluc1-8

<400> 79

Met Val Phe Thr Leu Glu Asp Phe Val Gly Asp Trp Glu GIn Thr Ala
1 5 10 15

Ala Tyr Asn Leu Asp GIn Val Leu Glu GIn Gly Gly Val Ser Ser Leu
20 25 30

Leu GIn Asn Leu Ala Val Ser Val Thr Pro lle GIn Arg lle Val Arg
35 40 45

Ser Gly Glu Asn Ala Leu Lys lle Asp lle His Val lle lle Pro Tyr
50 55 60

Glu Gly Leu Ser Ala Asp GIn Met Ala GIn lle Glu Glu Val Phe Lys
65 70 75 80

Val Val Tyr Pro Val Asp Asp His His Phe Lys Val lle Leu Pro Tyr
85 90 95

Gly Thr Leu Val lle Asp Gly Val Thr Pro Asn Met Leu Asn Tyr Phe
100 105 110

Gly Arg Pro Tyr Glu Gly lle Ala Val Phe Asp Gly Lys Lys lle Thr
115 120 125

Val Thr Gly Thr Leu Trp Asn Gly Asn Lys lle lle Asp Glu Arg Leu
130 135 140

lle Thr Pro Asp
145

<210> 80
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<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> SplitNanoluc-9

<400> 80

Gly Ser Met Leu Phe Arg Val Thr lle Asn Ser
1 5 10

<210> 81

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> SplitNanoluc-10

<400> 81
Val Ser Gly Trp Arg Leu Phe Lys Lys lle Ser
1 5 10

<210> 82

<211> 1%

<212> PRT

<213> Atrtificial Sequence

<220>
<223> SNAP (full)

<400> 82
Met Asp Lys Asp Cys Glu Met Lys Arg Thr Thr Leu Asp Ser Pro Leu
1 5 10 15

Gly Lys Leu Glu Leu Ser Gly Cys Glu GIn Gly Leu His Arg lle lle
20 25 30
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Phe Leu Gly Lys Gly Thr Ser Ala Ala Asp Ala Val Glu Val Pro Ala
35 40 45

Pro Ala Ala Val Leu Gly Gly Pro Glu Pro Leu Met GIn Ala Thr Ala
50 55 60

Trp Leu Asn Ala Tyr Phe His GIn Pro Glu Ala lle Glu Glu Phe Pro
65 70 75 80

Val Pro Ala Leu His His Pro Val Phe GIn GIn Glu Ser Phe Thr Arg
85 90 95

Gln Val Leu Trp Lys Leu Leu Lys Val Val Lys Phe Gly Glu Val lle
100 105 110

Ser Tyr Ser His Leu Ala Ala Leu Ala Gly Asn Pro Ala Ala Thr Ala
115 120 125

Ala Val Lys Thr Ala Leu Ser Gly Asn Pro Val Pro lle Leu lle Pro
130 135 140

Cys His Arg Val Val GIn Gly Asp Leu Asp Val Gly Gly Tyr Glu Gly
145 150 155 160

Gly Leu Ala Val Lys Glu Trp Leu Leu Ala His Glu Gly His Arg Leu
165 170 175

Gly Lys Pro Gly Leu Gly Pro Ala Gly Gly Ser Ala Phe Lys Leu Glu
180 185 190

Val Asn

<210> 83
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<211> 91
<212> PRT
<213> Artificial Sequence

<220>
<223> SplitSNAP (N)

<400> 83

Met Asp Lys Asp Cys Glu Met Lys Arg Thr Thr Leu Asp Ser Pro Leu
1 5 10 15

Gly Lys Leu Glu Leu Ser Gly Cys Glu GIn Gly Leu His Arg lle lle
20 25 30

Phe Leu Gly Lys Gly Thr Ser Ala Ala Asp Ala Val Glu Val Pro Ala
35 40 45

Pro Ala Ala Val Leu Gly Gly Pro Glu Pro Leu Met GIn Ala Thr Ala
50 55 60

Trp Leu Asn Ala Tyr Phe His GIn Pro Glu Ala lle Glu Glu Phe Pro
65 70 75 80

Val Pro Ala Leu His His Pro Val Phe Gin GIn
85 90

<210> 84

<211> 105

<212> PRT

<213> Artificial Sequence

<220>
<223> SplitSNAP (C)

<400> 84

Val Asp Glu Ser Phe Thr Arg GIn Val Leu Trp Lys Leu Leu Lys Val
1 5 10 15
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Val Lys Phe Gly Glu Val lle Ser Tyr Ser His Leu Ala Ala Leu Ala
20 25 30

Gly Asn Pro Ala Ala Thr Ala Ala Val Lys Thr Ala Leu Ser Gly Asn
35 40 45

Pro Val Pro lle Leu lle Pro Cys His Arg Val Val GIn Gly Asp Leu
50 55 60

Asp Val Gly Gly Tyr Glu Gly Gly Leu Ala Val Lys Glu Trp Leu Leu
65 70 75 80

Ala His Glu Gly His Arg Leu Gly Lys Pro Gly Leu Gly Pro Ala Gly
85 90 95

Gly Ser Ala Phe Lys Leu Glu Val Asn
100 105

<210> 85

<211> 173

<212> PRT

<213> Artificial Sequence

<220>
<223> Avi-His-spNluc1-8

<400> 85
Met Gly Leu Asn Asp lle Phe Glu Ala GIn Lys lle Glu Trp His Glu
1 5 10 15

His His His His His His Gly Gly Ser Ser Val Phe Thr Leu Glu Asp
20 25 30

Phe Val Gly Asp Trp Glu GIn Thr Ala Ala Tyr Asn Leu Asp GIn Val
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35 40 45

Leu Glu GIn Gly Gly Val Ser Ser Leu Leu GIn Asn Leu Ala Val Ser
50 55 60

Val Thr Pro lle GIn Arg lle Val Arg Ser Gly Glu Asn Ala Leu Lys
65 70 75 80

lle Asp lle His Val lle lle Pro Tyr Glu Gly Leu Ser Ala Asp GIn
85 90 95

Met Ala GIn lle Glu Glu Val Phe Lys Val Val Tyr Pro Val Asp Asp
100 105 110

His His Phe Lys Val lle Leu Pro Tyr Gly Thr Leu Val lle Asp Gly
115 120 125

Val Thr Pro Asn Met Leu Asn Tyr Phe Gly Arg Pro Tyr Glu Gly lle
130 135 140

Ala Val Phe Asp Gly Lys Lys lle Thr Val Thr Gly Thr Leu Trp Asn
145 150 155 160

Gly Asn Lys lle lle Asp Glu Arg Leu lle Thr Pro Asp
165 170

<210> 86

<211> 150

<212> PRT

<213> Artificial Sequence

<220>
<223> Hisx6-FKBP12-Link12-GFP11

<400> 86
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Met His His His His His His Met Gly Val GIn Val Glu Thr lle Ser
1 5 10 15

Pro Gly Asp Gly Arg Thr Phe Pro Lys Arg Gly GIn Thr Cys Val Val
20 25 30

His Tyr Thr Gly Met Leu Glu Asp Gly Lys Lys Phe Asp Ser Ser Arg
35 40 45

Asp Arg Asn Lys Pro Phe Lys Phe Met Leu Gly Lys GIn Glu Val lle
50 55 60

Arg Gly Trp Glu Glu Gly Val Ala GIn Met Ser Val Gly GIn Arg Ala
65 70 75 80

Lys Leu Thr lle Ser Pro Asp Tyr Ala Tyr Gly Ala Thr Gly His Pro
85 90 95

Gly lle lle Pro Pro His Ala Thr Leu Val Phe Asp Val Glu Leu Leu
100 105 110

Lys Leu Glu Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ser Thr
115 120 125

Ser Glu Lys Arg Asp His Met Val Leu Leu Glu Tyr Val Thr Ala Ala
130 135 140

Gly lle Thr Asp Ala Ser
145 150

<210> 87

<211> 130

<212> PRT

<213> Artificial Sequence
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<220>
<223> GFP10-Link12-FRB-Hisx6

<400> 87

Met Asp Leu Pro Asp Asn His Tyr Leu Ser Thr GIn Thr lle Leu Leu
1 5 10 15

Lys Asp Leu Asn Asp Val Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly
20 25 30

Gly Ser Glu Met Trp His Glu Gly Leu Glu Glu Ala Ser Arg Leu Tyr
35 40 45

Phe Gly Glu Arg Asn Val Lys Gly Met Phe Glu Val Leu Glu Pro Leu
50 55 60

His Ala Met Met Glu Arg Gly Pro GIn Thr Leu Lys Glu Thr Ser Phe
65 70 75 80

Asn GIn Ala Tyr Gly Arg Asp Leu Met Glu Ala Gin Glu Trp Cys Arg
85 90 95

Lys Tyr Met Lys Ser Gly Asn Val Lys Asp Leu Thr GIn Ala Trp Asp
100 105 110

Leu Tyr Tyr His Val Phe Arg Arg lle Ser Lys GIn His His His His
115 120 125

His His
130

<210> 88

211> 4

<212> PRT

<213> Artificial Sequence

Page 48



<220>
<223> GS linker

<400> 88

Gly Gly Ser Ser
1

<210> 89

<211> 4

<212> PRT

<213> Artificial Sequence

<220>
<223> GS linker

<400> 89

Gly Gly Gly Ser
1

<210> 90

211> 4

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GS linker

<400> 90

Ser Gly Gly Gly
1

<210> 91

211> 4

<212> PRT

<213> Artificial Sequence

<220>
<223> GS linker
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<400> 91

Gly Ser Gly Ser
1

<210> 92

<211> 5

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GS linker

<400> 92

Gly Gly Gly Gly Ser
1 5

<210> 93

<211> 5

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GS linker

<400> 93
Ser Gly Gly Gly Gly
1 5

<210> %4

<211> 6

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GS linker

<400> 94

Page 50



Gly Gly Gly Gly Gly Ser
1 5

<210> 95

<211> 6

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GS linker

<400> 95

Ser Gly Gly Gly Gly Gly
1 5

<210> 96

211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> GS linker

<400> 96
Gly Gly Gly Gly Gly Gly Ser
1 5

<210> 97

211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> GS linker

<400> 97

Ser Gly Gly Gly Gly Gly Gly
1 5

Page 51



<210> 98

211> 17

<212> DNA

<213> Atrtificial Sequence

<220>
<223> Annealing seq. for Rapamycin-nucleic acid prep.

<400> 98
ccegteeeceg cegeect 17

<210> 99

<211> 38

<212> DNA

<213> Artificial Sequence

<220>
<223> SNAP_gPCR_Fw

<400> 99
gtaatacgac tcactatagg gttaacttta ataaggag 38

<210> 100
<211> 233
<212> PRT
<213> Atrtificial Sequence

<220>
<223> KRAS-FLAGSorHisTEV-Bio

<400> 100
Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys
1 5 10 15

Ser Ala Leu Thr lle GIn Leu lle GIn Asn His Phe Val Asp Glu Tyr
20 25 30

Asp Pro Thr lle Glu Asp Ser Tyr Arg Lys GIn Val Val lle Asp Gly
35 40 45
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Glu Thr Cys Leu Leu Asp lle Leu Asp Thr Ala Gly GIn Glu Glu Tyr
50 55 60

Ser Ala Met Arg Asp GIn Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
65 70 75 80

Val Phe Ala lle Asn Asn Thr Lys Ser Phe Glu Asp lle His His Tyr
85 90 95

Arg Glu GIn lle Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
100 105 110

Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
115 120 125

Gln Ala GIn Asp Leu Ala Arg Ser Tyr Gly lle Pro Phe lle Glu Thr
130 135 140

Ser Ala Lys Thr Arg GIn Gly Val Asp Asp Ala Phe Tyr Thr Leu Val
145 150 155 160

Arg Glu lle Arg Lys His Lys Glu Lys Met Ser Lys Asp Gly Gly Ser
165 170 175

Ser Asp Tyr Lys Asp Asp Asp Asp Lys Gly Gly Ser Ser Leu Pro Met
180 185 190

Thr Gly Gly Gly Gly Ser Ser His His His His His His Ser Ser Gly
195 200 205

Glu Asn Leu Tyr Phe Gln Gly Ser Gly Gly Gly Leu Asn Asp lle Phe
210 215 220
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Glu Ala GIn Lys lle Glu Trp His Glu
225 230

<210> 101
<211> 205
<212> PRT
<213> Atrtificial Sequence

<220>
<223> HAT-KRAS-nonbio

<400> 101
Met Lys Asp His Leu lle His Asn Val His Lys Glu Glu His Ala His
1 5 10 15

Ala His Ser Ser Gly Ser Leu Val Pro Arg Gly Ser Ser Gly Gly Ser
20 25 30

Thr Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys Ser
35 40 45

Ala Leu Thr lle GIn Leu lle GIn Asn His Phe Val Asp Glu Tyr Asp
50 55 60

Pro Thr lle Glu Asp Ser Tyr Arg Lys Gln Val Val lle Asp Gly Glu
65 70 75 80

Thr Cys Leu Leu Asp lle Leu Asp Thr Ala Gly GIn Glu Glu Tyr Ser
85 90 95

Ala Met Arg Asp GIn Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys Val
100 105 110

Phe Ala lle Asn Asn Thr Lys Ser Phe Glu Asp lle His His Tyr Arg
115 120 125
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Glu GIn lle Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val Leu
130 135 140

Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys GIn
145 150 155 160

Ala GIn Asp Leu Ala Arg Ser Tyr Gly lle Pro Phe lle Glu Thr Ser
165 170 175

Ala Lys Thr Arg GIn Gly Val Asp Asp Ala Phe Tyr Thr Leu Val Arg
180 185 190

Glu lle Arg Lys His Lys Glu Lys Met Ser Lys Asp Gly
195 200 205

<210> 102
<211> 258
<212> PRT
<213> Artificial Sequence

<220>
<223> GST-HisTEV-Bio

<400> 102
Met Ser Pro lle Leu Gly Tyr Trp Lys lle Lys Gly Leu Val GIn Pro
1 5 10 15

Thr Arg Leu Leu Leu Glu Tyr Leu Glu Glu Lys Tyr Glu Glu His Leu
20 25 30

Tyr Glu Arg Asp Glu Gly Asp Lys Trp Arg Asn Lys Lys Phe Glu Leu
35 40 45

Gly Leu Glu Phe Pro Asn Leu Pro Tyr Tyr lle Asp Gly Asp Val Lys
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50 55 60

Leu Thr GIn Ser Met Ala lle lle Arg Tyr lle Ala Asp Lys His Asn
65 70 75 80

Met Leu Gly Gly Cys Pro Lys Glu Arg Ala Glu lle Ser Met Leu Glu
85 90 95

Gly Ala Val Leu Asp lle Arg Tyr Gly Val Ser Arg lle Ala Tyr Ser
100 105 110

Lys Asp Phe Glu Thr Leu Lys Val Asp Phe Leu Ser Lys Leu Pro Glu
115 120 125

Met Leu Lys Met Phe Glu Asp Arg Leu Cys His Lys Thr Tyr Leu Asn
130 135 140

Gly Asp His Val Thr His Pro Asp Phe Met Leu Tyr Asp Ala Leu Asp
145 150 155 160

Val Val Leu Tyr Met Asp Pro Met Cys Leu Asp Ala Phe Pro Lys Leu
165 170 175

Val Cys Phe Lys Lys Arg lle Glu Ala lle Pro Gin lle Asp Lys Tyr
180 185 190

Leu Lys Ser Ser Lys Tyr lle Ala Trp Pro Leu GIn Gly Trp GIn Ala
195 200 205

Thr Phe Gly Gly Gly Asp His Pro Pro Lys Ser Asp Gly Gly Ser Ser
210 215 220

His His His His His His Ser Ser Gly Glu Asn Leu Tyr Phe GIn Gly
225 230 235 240
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Ser Gly Gly Gly Leu Asn Asp lle Phe Glu Ala GIn Lys lle Glu Trp
245 250 255

His Glu

<210> 103
<211> 258
<212> PRT
<213> Atrtificial Sequence

<220>
<223> GST-HisTEVAVvi

<400> 103
Met Ser Pro lle Leu Gly Tyr Trp Lys lle Lys Gly Leu Val GIn Pro
1 5 10 15

Thr Arg Leu Leu Leu Glu Tyr Leu Glu Glu Lys Tyr Glu Glu His Leu
20 25 30

Tyr Glu Arg Asp Glu Gly Asp Lys Trp Arg Asn Lys Lys Phe Glu Leu
35 40 45

Gly Leu Glu Phe Pro Asn Leu Pro Tyr Tyr lle Asp Gly Asp Val Lys
50 55 60

Leu Thr GIn Ser Met Ala lle lle Arg Tyr lle Ala Asp Lys His Asn
65 70 75 80

Met Leu Gly Gly Cys Pro Lys Glu Arg Ala Glu lle Ser Met Leu Glu
85 90 95

Gly Ala Val Leu Asp lle Arg Tyr Gly Val Ser Arg lle Ala Tyr Ser
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100 105 110

Lys Asp Phe Glu Thr Leu Lys Val Asp Phe Leu Ser Lys Leu Pro Glu
115 120 125

Met Leu Lys Met Phe Glu Asp Arg Leu Cys His Lys Thr Tyr Leu Asn
130 135 140

Gly Asp His Val Thr His Pro Asp Phe Met Leu Tyr Asp Ala Leu Asp
145 150 155 160

Val Val Leu Tyr Met Asp Pro Met Cys Leu Asp Ala Phe Pro Lys Leu
165 170 175

Val Cys Phe Lys Lys Arg lle Glu Ala lle Pro Gin lle Asp Lys Tyr
180 185 190

Leu Lys Ser Ser Lys Tyr lle Ala Trp Pro Leu GIn Gly Trp GIn Ala
195 200 205

Thr Phe Gly Gly Gly Asp His Pro Pro Lys Ser Asp Gly Gly Ser Ser
210 215 220

His His His His His His Ser Ser Gly Glu Asn Leu Tyr Phe Gln Gly
225 230 235 240

Ser Gly Gly Gly Leu Asn Asp lle Phe Glu Ala GIn Lys lle Glu Trp
245 250 255

His Glu

<210> 104
<211> 254
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<212> PRT
<213> Artificial Sequence

<220>
<223> GST-SrtAHis

<400> 104
Met Ser Pro lle Leu Gly Tyr Trp Lys lle Lys Gly Leu Val GIn Pro
1 5 10 15

Thr Arg Leu Leu Leu Glu Tyr Leu Glu Glu Lys Tyr Glu Glu His Leu
20 25 30

Tyr Glu Arg Asp Glu Gly Asp Lys Trp Arg Asn Lys Lys Phe Glu Leu
35 40 45

Gly Leu Glu Phe Pro Asn Leu Pro Tyr Tyr lle Asp Gly Asp Val Lys
50 55 60

Leu Thr GIn Ser Met Ala lle lle Arg Tyr lle Ala Asp Lys His Asn
65 70 75 80

Met Leu Gly Gly Cys Pro Lys Glu Arg Ala Glu lle Ser Met Leu Glu
85 90 95

Gly Ala Val Leu Asp lle Arg Tyr Gly Val Ser Arg lle Ala Tyr Ser
100 105 110

Lys Asp Phe Glu Thr Leu Lys Val Asp Phe Leu Ser Lys Leu Pro Glu
115 120 125

Met Leu Lys Met Phe Glu Asp Arg Leu Cys His Lys Thr Tyr Leu Asn
130 135 140

Gly Asp His Val Thr His Pro Asp Phe Met Leu Tyr Asp Ala Leu Asp
Page 59



145 150 155 160

Val Val Leu Tyr Met Asp Pro Met Cys Leu Asp Ala Phe Pro Lys Leu
165 170 175

Val Cys Phe Lys Lys Arg lle Glu Ala lle Pro Gin lle Asp Lys Tyr
180 185 190

Leu Lys Ser Ser Lys Tyr lle Ala Trp Pro Leu GIn Gly Trp GIn Ala
195 200 205

Thr Phe Gly Gly Gly Asp His Pro Pro Lys Ser Asp Gly Gly Ser Ser
210 215 220

Asp Tyr Lys Asp Asp Asp Asp Lys Gly Gly Ser Ser Leu Pro Met Thr
225 230 235 240

Gly Gly Gly Gly Ser Ser His His His His His His His His
245 250

<210> 105
<211> 156
<212> PRT
<213> Artificial Sequence

<220>
<223> eSrtA

<400> 105
Met Gin Ala Lys Pro GIn lle Pro Lys Asp Lys Ser Lys Val Ala Gly
1 5 10 15

Tyr lle Glu lle Pro Asp Ala Asp lle Lys Glu Pro Val Tyr Pro Gly
20 25 30
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Pro Ala Thr Arg Glu GIn Leu Asn Arg Gly Val Ser Phe Ala Glu Glu
35 40 45

Asn Glu Ser Leu Asp Asp Gln Asn lle Ser lle Ala Gly His Thr Phe
50 55 60

lle Asp Arg Pro Asn Tyr GIn Phe Thr Asn Leu Lys Ala Ala Lys Lys
65 70 75 80

Gly Ser Met Val Tyr Phe Lys Val Gly Asn Glu Thr Arg Lys Tyr Lys
85 90 95

Met Thr Ser lle Arg Asn Val Lys Pro Thr Ala Val Glu Val Leu Asp
100 105 110

Glu GIn Lys Gly Lys Asp Lys GIn Leu Thr Leu lle Thr Cys Asp Asp
115 120 125

Tyr Asn Glu Glu Thr Gly Val Trp Glu Thr Arg Lys lle Phe Val Ala
130 135 140

Thr Glu Val Lys Leu Glu His His His His His His
145 150 155

<210> 106

<211> 35

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Sor-sp11-L12

<400> 106

Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ser Thr Ser Glu Lys
1 5 10 15
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Arg Asp His Met Val Leu Leu Glu Tyr Val Thr Ala Ala Gly lle Thr
20 25 30

Asp Ala Ser
35

<210> 107

<211> 32

<212> PRT

<213> Atrtificial Sequence

<220>
<223> Sor-sp10-12

<400> 107
Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ser Met Asp Leu Pro
1 5 10 15

Asp Asp His Tyr Leu Ser Thr GIn Thr lle Leu Leu Lys Asp Leu Asn
20 25 30

<210> 108
<211> 228
<212> PRT
<213> Artificial Sequence

<220>
<223> KRAS-sp11

<400> 108
Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys
1 5 10 15

Ser Ala Leu Thr lle GIn Leu lle GIn Asn His Phe Val Asp Glu Tyr
20 25 30
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Asp Pro Thr lle Glu Asp Ser Tyr Arg Lys GIn Val Val lle Asp Gly
35 40 45

Glu Thr Cys Leu Leu Asp lle Leu Asp Thr Ala Gly GIn Glu Glu Tyr
50 55 60

Ser Ala Met Arg Asp GIn Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
65 70 75 80

Val Phe Ala lle Asn Asn Thr Lys Ser Phe Glu Asp lle His His Tyr
85 90 95

Arg Glu GIn lle Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
100 105 110

Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
115 120 125

Gln Ala GIn Asp Leu Ala Arg Ser Tyr Gly lle Pro Phe lle Glu Thr
130 135 140

Ser Ala Lys Thr Arg GIn Gly Val Asp Asp Ala Phe Tyr Thr Leu Val
145 150 155 160

Arg Glu lle Arg Lys His Lys Glu Lys Met Ser Lys Asp Gly Gly Ser
165 170 175

Ser Asp Tyr Lys Asp Asp Asp Asp Lys Gly Gly Ser Ser Leu Pro Met
180 185 190

Thr Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ser Thr Ser Glu
195 200 205

Lys Arg Asp His Met Val Leu Leu Glu Tyr Val Thr Ala Ala Gly lle
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210 215 220

Thr Asp Ala Ser
225

<210> 109
<211> 225
<212> PRT
<213> Atrtificial Sequence

<220>
<223> KRAS-sp10

<400> 109
Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys
1 5 10 15

Ser Ala Leu Thr lle GIn Leu lle GIn Asn His Phe Val Asp Glu Tyr
20 25 30

Asp Pro Thr lle Glu Asp Ser Tyr Arg Lys GIn Val Val lle Asp Gly
35 40 45

Glu Thr Cys Leu Leu Asp lle Leu Asp Thr Ala Gly GIn Glu Glu Tyr
50 55 60

Ser Ala Met Arg Asp GIn Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
65 70 75 80

Val Phe Ala lle Asn Asn Thr Lys Ser Phe Glu Asp lle His His Tyr
85 90 95

Arg Glu GIn lle Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
100 105 110
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Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
115 120 125

Gln Ala GIn Asp Leu Ala Arg Ser Tyr Gly lle Pro Phe lle Glu Thr
130 135 140

Ser Ala Lys Thr Arg Gin Gly Val Asp Asp Ala Phe Tyr Thr Leu Val
145 150 155 160

Arg Glu lle Arg Lys His Lys Glu Lys Met Ser Lys Asp Gly Gly Ser
165 170 175

Ser Asp Tyr Lys Asp Asp Asp Asp Lys Gly Gly Ser Ser Leu Pro Met
180 185 190

Thr Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ser Met Asp Leu
195 200 205

Pro Asp Asp His Tyr Leu Ser Thr GIn Thr lle Leu Leu Lys Asp Leu
210 215 220

Asn
225

<210> 110
<211> 272
<212> PRT
<213> Artificial Sequence

<220>
<223> GST-sp10

<400> 110

Met Ser Pro lle Leu Gly Tyr Trp Lys lle Lys Gly Leu Val GIn Pro
1 5 10 15
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Thr Arg Leu Leu Leu Glu Tyr Leu Glu Glu Lys Tyr Glu Glu His Leu
20 25 30

Tyr Glu Arg Asp Glu Gly Asp Lys Trp Arg Asn Lys Lys Phe Glu Leu
35 40 45

Gly Leu Glu Phe Pro Asn Leu Pro Tyr Tyr lle Asp Gly Asp Val Lys
50 55 60

Leu Thr GIn Ser Met Ala lle lle Arg Tyr lle Ala Asp Lys His Asn
65 70 75 80

Met Leu Gly Gly Cys Pro Lys Glu Arg Ala Glu lle Ser Met Leu Glu
85 90 95

Gly Ala Val Leu Asp lle Arg Tyr Gly Val Ser Arg lle Ala Tyr Ser
100 105 110

Lys Asp Phe Glu Thr Leu Lys Val Asp Phe Leu Ser Lys Leu Pro Glu
115 120 125

Met Leu Lys Met Phe Glu Asp Arg Leu Cys His Lys Thr Tyr Leu Asn
130 135 140

Gly Asp His Val Thr His Pro Asp Phe Met Leu Tyr Asp Ala Leu Asp
145 150 155 160

Val Val Leu Tyr Met Asp Pro Met Cys Leu Asp Ala Phe Pro Lys Leu
165 170 175

Val Cys Phe Lys Lys Arg lle Glu Ala lle Pro Gin lle Asp Lys Tyr
180 185 190
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Leu Lys Ser Ser Lys Tyr lle Ala Trp Pro Leu GIn Gly Trp GIn Ala
195 200 205

Thr Phe Gly Gly Gly Asp His Pro Pro Lys Ser Asp Gly Gly Ser Ser
210 215 220

Asp Tyr Lys Asp Asp Asp Asp Lys Gly Gly Ser Ser Leu Pro Met Thr
225 230 235 240

Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ser Met Asp Leu Pro
245 250 255

Asp Asp His Tyr Leu Ser Thr GIn Thr lle Leu Leu Lys Asp Leu Asn
260 265 270

<210> 111
<211> 107
<212> DNA
<213> Artificial Sequence

<220>
<223> DNA library

<220>

<221> misc_feature

<222> (50)..(52)

<223> nnn =ttt ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (53)..(55)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>
<221> misc_feature
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<222> (56)..(58)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (59)..(61)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (62)..(64)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (65)..(67)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (68)..(70)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (71)..(73)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (74)..(76)

<223> nnn = it ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
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or ggt

<400> 111
gtaatacgac tcactatagg gttaacttta ataaggagat ataaatatgn nnnnnnnnnn

nnhnNNNNNN nNnnnntagc cgaccggeac cggeaccgge aaaaaaa

<210> 112

<211> 38

<212> DNA

<213> Artificial Sequence

<220>
<223> qPCR primer_Fw

<400> 112
gtaatacgac tcactatagg gttaacttta ataaggag 38

<210> 113

<211> 31

<212> DNA

<213> Artificial Sequence

<220>
<223> qPCR primer_Rv

<400> 113
tttttttgce ggtgecggty ccggteggcet a 31

<210> 114
<211> 156
<212> PRT
<213> Artificial Sequence

<220>
<223> FKBP-HisTEVAVvi

<400> 114

Met Gly Val GIn Val Glu Thr lle Ser Pro Gly Asp Gly Arg Thr Phe
1 5 10 15
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Pro Lys Arg Gly GIn Thr Cys Val Val His Tyr Thr Gly Met Leu Glu
20 25 30

Asp Gly Lys Lys Phe Asp Ser Ser Arg Asp Arg Asn Lys Pro Phe Lys
35 40 45

Phe Met Leu Gly Lys GIn Glu Val lle Arg Gly Trp Glu Glu Gly Val
50 55 60

Ala GIn Met Ser Val Gly GIn Arg Ala Lys Leu Thr lle Ser Pro Asp
65 70 75 80

Tyr Ala Tyr Gly Ala Thr Gly His Pro Gly lle lle Pro Pro His Ala
85 90 95

Thr Leu Val Phe Asp Val Glu Leu Leu Lys Leu Glu Gly Gly Ser Ser
100 105 110

Leu Pro Met Thr Gly Gly Gly Gly Ser Ser His His His His His His
115 120 125

Ser Ser Gly Glu Asn Leu Tyr Phe GIn Gly Ser Gly Gly Gly Leu Asn
130 135 140

Asp lle Phe Glu Ala Gin Lys lle Glu Trp His Glu
145 150 155

<210> 115
<211> 156
<212> PRT
<213> Artificial Sequence

<220>
<223> FKBP-SrtAHis
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<400> 115

Met Gly Val GIn Val Glu Thr lle Ser Pro Gly Asp Gly Arg Thr Phe
1 5 10 15

Pro Lys Arg Gly GIn Thr Cys Val Val His Tyr Thr Gly Met Leu Glu
20 25 30

Asp Gly Lys Lys Phe Asp Ser Ser Arg Asp Arg Asn Lys Pro Phe Lys
35 40 45

Phe Met Leu Gly Lys GIn Glu Val lle Arg Gly Trp Glu Glu Gly Val
50 55 60

Ala GIn Met Ser Val Gly GIn Arg Ala Lys Leu Thr lle Ser Pro Asp
65 70 75 80

Tyr Ala Tyr Gly Ala Thr Gly His Pro Gly lle lle Pro Pro His Ala
85 90 95

Thr Leu Val Phe Asp Val Glu Leu Leu Lys Leu Glu Gly Gly Ser Ser
100 105 110

Leu Pro Met Thr Gly Gly Gly Gly Ser Ser His His His His His His
115 120 125

Ser Ser Gly Glu Asn Leu Tyr Phe GIn Gly Ser Gly Gly Gly Leu Asn
130 135 140

Asp lle Phe Glu Ala Gin Lys lle Glu Trp His Glu
145 150 155

<210> 116
<211> 5
<212> PRT
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<213> Artificial Sequence

<220>
<223> sortase recognition sequence

<220>
<221> misc_feature
<222> (3)..(3)

<223> Xaa can be any naturally occurring amino acid

<400> 116

Leu Pro Xaa Thr Gly
1 5

<210> 117

<211> 39

<212> DNA

<213> Artificial Sequence

<220>
<223> Fw-primer

<400> 117
gtaatacgac tcactatagg gttaacttta agaaggaga

<210> 118

<211> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> Rv-primer

<400> 118
tttgtcceeg cegecectate gecggtgecg gtgeeggteg get

<210> 119
<211> 104
<212> DNA
<213> Artificial Sequence

39

43
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<220>
<223> v9case1 lib

<220>

<221> misc_feature

<222> (50)..(52)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (53)..(55)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (56)..(58)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (59)..(61)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (62)..(64)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (65)..(67)

<223> nnn = it ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
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or ggt

<220>

<221> misc_feature

<222> (68)..(70)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<220>

<221> misc_feature

<222> (71)..(73)

<223> nnn = {tt, ttg, ctt, ctg, att, atg, gtt, gtg, tct, tcg, ccg, act,
gct, tac, cat, cag, aac, gat, gag, tgc, tgg, cgt, cgg, agt, agg,
or ggt

<400> 119
gtaatacgac tcactatagg gttaacttta ataaggagat ataaatatgn nnnnnnnnnn 60

nnnnnnnnnn nnntagccga ccggcaccgg caccggcaaa aaaa 104

<210> 120
<211> 120
<212> DNA
<213> Atrtificial Sequence

<220>
<223> v7c11D45_9 (ATG)

<220>

<221> misc_feature

<222> (50)..(52)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (53)..(55)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>
<221> misc_feature
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<222> (56)..(58)
<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or ttt

<220>

<221> misc_feature

<222> (59)..(61)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (62)..(64)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (65)..(67)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (68)..(70)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (71)..(73)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tt

<220>

<221> misc_feature

<222> (74)..(76)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<400> 120
gtaatacgac tcactatagg gttaacttta agaaggagat atacatatgn nnnnnnnnnn 60

nnnnnnnnnn nnnnnnatgc cgaccggcac cggcaccggce gatagggegg cggggacaaa 120
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<210> 121
<211> 120
<212> DNA
<213> Atrtificial Sequence

<220>
<223> v7c11D45_9 (TAG)

<220>

<221> misc_feature

<222> (50)..(52)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (53)..(55)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (56)..(58)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (59)..(61)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tt

<220>

<221> misc_feature

<222> (62)..(64)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (65)..(67)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit
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<220>

<221> misc_feature

<222> (68)..(70)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (71)..(73)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<220>

<221> misc_feature

<222> (74)..(76)

<223> nnn = aac, act, agg, agt, att, cag, cat, ccg, cgg, cgt, cta, gaa,
gct, gat, gta, tgc, tgg, or tit

<400> 121
gtaatacgac tcactatagg gttaacttta agaaggagat atacatatgn nnnnnnnnnn -~ 60

nnnhnNNNNNN nnnnnntagc cgaccggeac cggeaccgge gatagggegg cggggacaaa

<210> 122
<211> 102
<212> RNA
<213> Artificial Sequence

<220>
<223> v7c11D45_9 (ATG)

<220>

<221> misc_feature

<222> (32)..(34)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (35)..(37)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu
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<220>

<221> misc_feature

<222> (38)..(40)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (41)..(43)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (44)..(46)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (47)..(49)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (50)..(52)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (53)..(55)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (56)..(58)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<400> 122
ggguuaacuu uaagaaggag auauacauau gnnnnnnnnn nNNNNNNNNNN nnnnnnnnau 60
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gccgaccgge accggeaccg gecgauaggge ggcggggaca aa 102

<210> 123
<211> 102
<212> RNA
<213> Atrtificial Sequence

<220>
<223> v7c11D45_9 (TAG)

<220>

<221> misc_feature

<222> (32)..(34)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (35)..(37)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (38)..(40)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (41)..(43)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (44)..(46)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>
<221> misc_feature
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<222> (47)..(49)
<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (50)..(52)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (53)..(55)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<220>

<221> misc_feature

<222> (56)..(58)

<223> nnn = aac, acu, agg, agu, auu, cag, cau, ccg, cgg, cgu, cua, gaa,
gcu, ggu, gua, ugc, ugg, or uuu

<400> 123
ggguuaacuu uaagaaggag auauacauau gnnnnnnnnn nnnnnNnNNNN nnnnnnnnua 60

gccgaccggce accggeaccg gecgauagggce ggecggggaca aa 102
<210> 124

<211> 12

<212> PRT

<213> Atrtificial Sequence

<220>
<223> GS linker

<400> 124

Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ser
1 5 10
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