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SEQUENCE LISTING

<110> Daiichi sankyo Company, Limited
<120> Anti B7-H3 antibody
<130> DSPCT-FP1214

<150> 3P 2011-097645
<151> 2011-04-25

<150> US 61/478878
<151> 2011-04-25

<160> 97
<170> PatentIn version 3.4

<210> 1

<211> 46

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 1
ctatagggag acccaagctg gctagcatgc tgcgtcggcg gggcag 46

<210> 2

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 2
aacgggccct ctagactcga gcggccgctc aggctatttc ttgtccatca tcttctttge 60

tgtcag , 66

<210> 3

<211> 21

<212> DNA

<213> Artificial sequence

<220>
<223> PCR primer

<400> 3
cgcaaatggg cggtaggcgt g 21

<210> 4

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 4
tagaaggcac agtcgagg 18
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<210>
<211>
<212>
<213>

<400>

b)
P
H

6

34
RT
omo

Met Leu Arg
1

Ala

val

Cys

Leu

65

Glu

Pro

Arg

Phe

Pro

145

val

Phe

Ser

Arg

Pro
225

Leu

Pro

cys

50

Ile

Gly

ASp

val

Gly

Ser

Thr

Trp

Gln

val

210

val

Gly

Glu

35

Ser

Trp

GIn

Leu

Ala

115

Ser

Met

Ile

Gln

Met

195

val

Leu

sapiens

Arg

Ala

20

Asp

Phe

Gln

Asp

Leu

100

AsSp

Ala

Thr

Thr

AsSp

Ala

Leu

Gln

Arg
5
Leu
Pro
Ser
Leu
Gln
85
Ala
Glu

Ala

Leu

Asn
Gly

Gln
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Gly

Trp

val

Pro

Thr

70

Gly

GlIn

Gly

val

Glu

150

Ser

Gln

Glu

Ala

Asp

Ser

Phe

val

Glu

55

Asp

ser

Gly

Ser

Ser

135

Pro

Ser

Gly

Glin

Asn

215

Ala

Pro

Cys

Ala

40

Pro

Thr

Ala

Asn

Phe

120

Leu

Asn

Tyr

val

Gly

200

Gly

His

Gly

Leu

25

Leu

Gly

Lys

TYyr

Ala

105

Thr

Gln

Lys

GlIn

Pro

185

Leu

Thr

ser

Met

10

Thr

val

pPhe

GIn

Ala

90

Ser

Cys

val

Asp

Phe

Tyr

Ser

Gly

Gly

Gly

Ser

Leu

75

Asn

Leu

Phe

Ala

Leu

155

Tyr

Thr

Asp

Ser

val
235

pPage 3

val

Ala

Thr

Leu

60

val

Arg

Arg

val

Ala

140

Arg

Pro

Gly

val

Cys

Thr

His

Leu

Asp

45

Ala

His

Thr

Leu

Ser

125

Pro

Pro

Glu

Asn

His

205

Leu

Ile

val

Glu

30

Ala

Gln

Ser

Ala

Gln

110

Ile

Tyr

Gly

Ala

val

190

Ser

val

Thr

Gly

15

val

Thr

Leu

Phe

Leu

95

Arg

Arg

Ser

Asp

Glu

175

Thr

Ile

Arg

Pro

Ala

Gln

Leu

Asn

Ala

80

Phe

val

Asp

Lys

Thr

160

val

Thr

Leu

Asn

Gln
240



Arg

val

Glu

Asp

ser

305

Gly

ser

ser

Pro

Ser

385

Gly

GlIn

Asn

Ala

Glu

465

Leu

Glu

Ser

Ala

Pro

Thr

290

Ala

Asn

Phe

Leu

Asn

370

Tyr

val

Gly

Gly

His

450

Ala

val

Glu

Pro

Leu

Gly

LyS

Tyr

Ala

Thr

Gln

355

Lys

Arg

Pro

Leu

Thr

435

Gly

Leu

Ala

Glu

Thr

val

260

Phe

GIn

Ala

ser

cys

340

val

Asp

Gly

Leu

Phe

420

Tyr

sSer

Trp

Leu

Asn
500

Ser

Leu

Asn

Leu

325

Phe

Ala

Leu

Tyr

Thr

405

Asp

Ser

val

val

Ala

485

Ala
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Ala val Glu val Gin val Pro Glu Asp

Thr

Leu

val

310

Arg

val

Ala

Arg

Pro

390

Gly

val

Cys

Thr

Thr

470

Phe

Gly

Asp

Ala

His

295

Thr

Leu

ser

Pro

Pro

375

Glu

Asn

His

Leu

Ile

455

val

val

Ala

Ala

GlIn

280

Ser

Ala

GIn

Ile

Tyr

360

Gly

Ala

val

Ser

val

440

Thr

Gly

Cys

Glu

Thr

265

Leu

Phe

Leu

Arg

Arg

Ser

Asp

Glu

Thr

val

425

Arg

Gly

Leu

Trp

505

250

Leu

Asn

Thr

Phe

val

330

Asp

Lys

Thr

val

Thr

410

Leu

Asn

Gin

Ser

Arg

Leu

Glu

Pro

315

Arg

Phe

Pro

val

Phe

395

Ser

Arg

Pro

Pro

val

475

Lys

Asp
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Cys

Ile

Gly

300

Asp

val

Gly

Ser

Thr

380

Trp

Gln

val

val

Met

460

Cys

Ile

Gly

ser

Trp

Arg

Leu

Ala

Ser

Met

365

Ile

Gln

Met

val

Leu

445

Thr

Leu

Lys

Glu

Phe
270
GIn
Asp
Leu
Asp
Ala
350
Thr
Thr
Asp
Ala
Leu
430
Gln
Phe

Ile

Gln

LIXT

Pro

255

Ser

Leu

Gln

Ala

Glu

335

Ala

Leu

cys

Gly

Asn

415

Gly

GlIn

Pro

Ala

ser

© 495

Glu

val

Pro

Thr

Gly

Gln

320

Gly

val

Glu

Ser

Gln

400

Glu

Ala

Asp

Pro

Leu

480

cys

Gly
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Ser Lys Thr Ala Leu Gln Pro Leu Lys His Ser Asp Ser Lys Glu Asp

515

520

Asp Gly GIn Glu Ile Ala
530

<210> 7
<211> 59
<212> DNA
<213>
<220>
<223> PCR
<400> 7

primer

Artificial Sequence

525

ggggacaagt ttgtacaaaa aagcaggctt caccatgctg cgtcggcggg gcagccctg

<210> 8
<211> 43
<212> DNA
<213>

<220>
<223>

<400> 8
ggggaccact

PCR

<210> 9

<211> 948
<212> DNA
<213>

<400> 9
atgctgcgtc

ctgtggttct

ctggtgggca
gcacagctca

gagggccagg
gcacagggca
acctgcttcg
ccctactcga
gtgaccatca
gggcagggtg
ttgtttgatg
ctggtgcgca
cctatgacat
gcactgctgg
gagaatgcag

primer

ttgtacaaga

Homo sapiens

ggcggggcag
gcctcacagg
ccgatgccac
acctcatctg
accagggcag
acgcatccct
tgagcatccg
agcccageat
cgtgctccag
tgcccctgac
tgcacagcgt
accccgtgct
tccccccaga
tggccctgge
gagctgagga

Artificial Sequence

aagctgggtc

ccctggeatg
agccctggag
cctgtgectge
gcagctgaca
cgcctatgec
gaggctgcag
ggatttcggc
gaccctggag
ctaccggggc
tggcaacgtg
cctgegggtg
gcagcaggat
ggccctgtgg
tttcgtgtge
ccaggatggg

ggctatttct

ggtgtgcatg
gtccaggtcc
tccttctecec
gataccaaac
aaccgcacgg
cgcgtgegtg
agcgctgecg
cccaacaagg
taccctgagg
accacgtcgc
gtgctgogtg
gcgcacggct
gtgaccgtgg
tggagaaaga
gagggagaag

page 5

tgt

tgggtgcagc
ctgaagaccc
ctgagcctgg
agctggtgca
ccctcttecce
tggcggacga
tcagcctgea
acctgcggcec
ctgaggtgtt
agatggccaa
cgaatggcac
ctgtcaccat
ggctgtctgt
tcaaacagag

gctccaagac

cctgggagcea
agtggtggca
cttcagcctg
cagctttgct
ggacctgctg
gggcagcttc
ggtggccget
aggggacacg
ctggcaggat
cgagcagggc
ctacagctgc
cacagggcag
ctgtctcatt
ctgtgaggag
agccctgceag

59

43

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
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cctctgaaac actctgacag caaagaagat gatggacaag aaatagcc

<210>
<211>
<212>
<213>

<400>

10
316
PRT
Homo

10

Met Leu Arg

1

Ala

val

cys

Leu

65

Glu

Pro

Arg

Phe

Pro

145

val

Phe

Ser

Arg

Pro
225

Leu

Pro

Cys

50

Ile

Gly

Asp

val

Gly

Ser

Thr

Trp

Gln

val

210

val

Gly

Glu

35

Ser

Trp

Gln

Leu

Ala

115

Ser

Met

Ile

Glin

Met

195

val

Leu

sapiens

Arg

Ala

20

Asp

Phe

Gin

Asp

Leu

100

Asp

Ala

Thr

Thr

Leu

GlIn

Arg
5
Leu
Pro
Ser
Leu
GIn
85
Ala
Glu
Ala
Leu
Cys
Gly
ASn

Gly

Gln

Trp

val

Pro

Thr

70

Gly

Glin

Gly

val

Glu

150

Ser

Gln

Glu

Ala

230

ser

Phe

val

Glu

55

Asp

Ser

Gly

ser

Sser

135

Pro

ser

Gly

GlIn

Asn

215

Ala

Pro

Cys

Ala

40

Pro

Thr

Ala

Asn

Phe

120

Leu

Asn

Tyr

val

Gly

200

Gly

His

Gly

Leu

25

Leu

Gly

Lys

TYyr

Ala

105

Thr

Gln

Lys

Arg

Pro

185

Leu

Thr

Gly

Met

10

Thr

val

Phe

Gln

Ala

90

ser

Cys

val

Asp

Phe

Tyr

ser

Page 6

Gly

Gly

Gly

Ser

Leu

75

Asn

Leu

Phe

Ala

Leu

155

Tyr

Thr

Asp

Ser

val
235

val

Ala

Thr

Leu

60

val

Arg

Arg

val

Ala

140

Arg

Pro

Gly

val

Cys

220

Thr

His

Leu

Asp

45

Ala

His

Thr

Leu

ser

125

Pro

Pro

Glu

Asn

His

205

Leu

Ile

val

Glu

30

Ala

Gln

Ser

Ala

GlIn

110

Ile

Tyr

Gly

Ala

val

190

ser

val

Thr

Gly

15

val

Thr

Leu

Phe

Leu

95

Arg

Arg

Ser

Asp

Glu

175

Thr

val

Arg

Gly

Ala

Gln

Leu

Asn

Ala

80

Phe

val

Asp

Lys

Thr

160

val

Thr

Leu

Asn

GlIn
240

948



Pro Met
val Cys
Lys Ile
Asp Gly Glu Gly Glu Gly ggg Lys Thr Ala Leu Gln Pro Leu Lys His

290

ser Asp

305

<210>
<211>
<212>
<213>

<220>
<223>

<400>

FP1214_sequence Listing(4312173_1).TXT

Thr Phe Pro Pro Glu Ala Leu Trp val Thr val Gly Leu Ser

245 250 255

Leu Ile Ala Leu Leu val Ala Leu Ala Phe val Cys Trp Arg

260 265 270

Lys GIn Ser Cys Glu Glu Glu Asn Ala Gly Ala Glu Asp Gln

275 280 285

300

Ser Lys Glu Asp Asp Gly GIn Glu Ile Ala
310 315

11

52

DNA

Artificial Sequence

PCR primer
11

ggggacaagt ttgtacaaaa aagcaggctt cggagccctg gaggtccagg tc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

55

DNA

Artificial Sequence

PCR primer
12

ggggacaagt ttgtacaaaa aagcaggctt cgctccctac tcgaagccca gcatg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

52

DNA

Artificial Sequence

PCR primer
13

ggggacaagt ttgtacaaaa aagcaggctt cggagccgtg gaggtccagg tc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14

55

DNA

Artificial Sequence

PCR primer
14

ggggacaagt ttgtacaaaa aagcaggctt cgctccctac tcgaagccca gcatg

Page 7

52

55

52

55
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<210> 15

<211> 54

<212> DNA

<213> Artificial Sequence
<220>

<223> PCR primer

<400> 15

ggggaccact ttgtacaaga aagctgggtc tcaggctatt tcttgtccat catc

<210> 16

<211> 43

<212> DNA

<213> Artificial Sequence
<220>

<223> PCR primer

<400> 16

gggaatgtca taggctgccc ggccacctgc aggctgacgg cag

<210> 17

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 17

gggaatgtca taggctgccc tgtggggctt ctctggggtg tg

<210> 18

<211> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 18

gggaatgtca taggctgccc ggccacctgc aggctgacgg cag

<210> 19

<211> 27

<212> DNA

<213> Artificial Sequence
<220>

<223> PCR primer

<400> 19

gggcagccta tgacattccc cccagag

<210> 20
<211> 576
<212> DNA
<213> Homo sapiens

<400> 20

pPage 8

54

43

42

43

27
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ggagccctgg aggtccaggt ccctgaagac ccagtggtgg cactggtggg caccgatgcec 60
accctgtgct gctccttctc ccctgagect ggcttcagcec tggcacagct caacctcatce 120
tggcagctga cagataccaa acagctggtg cacagctttg ctgagggcca ggaccaggge 180
agcgcectatg ccaaccgcac ggccctctte ccggacctgc tggcacaggg caacgcatcc 240
ctgaggctgc agcgegtgcg tgtggcggac gagggcagct tcacctgctt cgtgagcatc 300
cgggatttcg gcagcgctgc cgtcagcctg caggtggccg ggcagcectat gacattcccce 360
ccagaggccc tgtgggtgac cgtggggctg tctgtctgtc tcattgcact gctggtggcec 420
ctggctttcg tgtgctggag aaagatcaaa cagagctgtg aggaggagaa tgcaggagcet 480
gaggaccagg atggggaggg agaaggctcc aagacagccc tgcagcctct gaaacactct 540
gacagcaaag aagatgatgg acaagaaata gcctga 576
<210> 21
<211> 191
<212> PRT
<213> Homo sapiens
<400> 21
Gly Ala Leu Glu val Gln val pro Glu Asp Pro val val Ala Leu val
1 5 10 15
Gly Thr Asp Ala Thr Leu Cys Cys Ser Phe Ser Pro Glu Pro Gly Phe
20 25 30
Ser Leu Ala GIn Leu Asn Leu Ile Trp GIn Leu Thr Asp Thr Lys GIn
35 40 45
Leu val His Ser Phe Ala Glu Gly GIn Asp GlIn Gly Ser Ala Tyr Ala
50 55 60
Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala GIn Gly Asn Ala Ser ‘
65 70 75 80
Leu Arg Leu Gln Arg val Arg val Ala Asp Glu Gly Ser Phe Thr Cys
85 90 95
Phe val Ser Ile Arg Asp Phe Gly Ser Ala Ala val Ser Leu Gln val
100 : 105 110
Ala Gly Gln Pro Met Thr Phe Pro Pro Glu Ala Leu Trp val Thr val
115 120 125
Gly Leu Ser val Cys Leu Ile Ala Leu Leu val Ala Leu Ala Phe val
130 135 140
Cys Trp Arg Lys Ile Lys GIn Ser Cys Glu Glu Glu Asn Ala Gly Ala
145 150 155 160

Page 9



Glu Asp GIn Asp %%g Glu Gly Glu Gly S

170

Leu Lys His Ser Asp Ser Lys Glu Asp Asp Gly
180 185

<210>
<211>
<212>
<213> Homo

<400> 22
gctccctact

22
552
DNA

acggtgacca
gatgggcagg
ggcttgtttg
tgcctggtgce
cagagaagcc
gggctgtctg
atcaaacaga
ggctccaaga
gaaatagcct
S0
<212>
<213>

<400>

23
183
PRT
Homo

23

sapiens

cgaagcccag
tcacgtgctc
gtgtgcccct
atgtgcacag
gcaaccccgt
ccacagggca
tctgtctcat
gctgtgagga

cagccctgeca

ga

sapiens

catgaccctg
cagctaccag
gactggcaac
catcctgcgg
gctgcageag
gcctatgaca
tgcactgctg
ggagaatgca

gcctctgaaa

gagcccaaca
ggctaccctg
gtgaccacgt
gtggtgctgg
gatgcgcaca
ttccccccag
gtggccctgg
ggagctgagg

cactctgaca

Gln Glu Ile
190

aggacctgcg
aggctgaggt
cgcagatggc
gtgcaaatgg
gctctgtcac
aggccctgtg
ctttcgtgtg
accaggatgg

gcaaagaaga

FP1214_Sequence Listing(4312173_1).TXT
er Lys Thr Ala Leu Gln Pro

175

Ala

gccaggggac
gttctggcag
caacgagcag
cacctacagc
catcacaccc
ggtgaccgtg
ctggagaaag
ggagggagaa
tgatggacaa

60
120
180
240
300
360
420
480
540
552

Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu Pro Asn Leu

1 5 10

Lys Asp

15

Gln
30

Thr
25

Arg Pro Gly Asp Thr val Thr Ile Ser Ser Tyr Gly Tyr

20

cys

val Thr

45

Gin Gln

40

Ala Glu val Phe Pro Leu

35

Pro Glu Trp Asp Gly Gly

Gln Phe

60

GIn Ala Glu

55

Gly Asn val Thr Thr ser Met Asn Gly Leu

50

Asp

Ala Thr

75

sSer
80

val His Ser Ile Leu val val Leu Gly Asn Gly Tyr

65

Arg
70

ser val

95

Gln Ala His

90

Asn Pro val Leu GlIn ser

85

Cys Leu val Arg Asp

Thr Phe

110

Thr GIn Pro

105

~Thr Ile Thr Pro Gln Ser Pro Gly Met Pro

100

Arg

Page 10
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pro Glu Ala Leu Trp val Thr val Gly Leu Ser val Cys Leu ITe Ala
115 120 125

Leu Leu val Ala Leu Ala Phe val Cys Trp Arg Lys Ile Lys Gln Ser
130 135 140

Cys Glu Glu Glu Asn Ala Gly Ala Glu Asp GIn Asp Gly Glu Gly Glu
145 150 155 160

Gly Ser Lys Thr Ala Leu GIn Pro Leu Lys His Ser Asp Ser Lys Glu
165 170 175

Asp Asp Gly GIn Glu Ile Ala
180

<210> 24

<211> 576

<212> DNA

<213> Homo sapiens

<400> 24
ggagccgtgg aggtccaggt ccctgaggac ccggtggtgg ccctagtggg caccgatgec

accctgcget gctccttctce ccccgagect ggcttcagec tggcacagct caacctcatc
tggcagctga cagacaccaa acagctggtg cacagtttca ccgaaggccg ggaccagggce
agcgcctatg ccaaccgcac ggecctcttc ccggacctgce tggcacaagg caatgcatcc
ctgaggctgc agcgcgtgcg tgtggcggac gagggcagct tcacctgctt cgtgagcatc
cgggatttcg gcagcgctgc cgtcagcctg caggtggccg ggcagcctat gacattcccc
ccagaggccc tgtgggtgac cgtggggctg tctgtctgtc tcattgcact gctggtggec
ctggctttcg tgtgctggag aaagatcaaa cagagctgtg aggaggagaa tgcaggagct
gaggaccagg atggggaggg agaaggctcc aagacagccc tgcagcctct gaaacactct
gacagcaaag aagatgatgg acaagaaata gcctga

<210> 25

<211> 191

<212> PRT

<213> Homo sapiens

<400> 25

Gly Ala val Glu val GIn val Pro Glu Asp Pro val val Ala Leu val

1 5 10 15

Gly Thr Asp éla Thr Leu Arg Cys ggr Phe Ser Pro Glu ;ro Gly Phe
0

Ser Leu Ala Gln Leu Asn Leu Ile Trp Gln Leu Thr Asp Thr Lys Gln
35 40 45

pPage 11

60
120
180
240
300
360
420
480
540
576



val His

50

Leu

Asn Thr

65

Arg

Leu Arg Leu

phe val ser

Gin
115

Ala Gly

Gly Leu Ser

130

Cys
145

Trp Arg

Glu Asp Gln

Leu Lys His

<210>
<211>
<212>
<213> Homo

<400> 26
gctccctact

26
534
DNA

acggtgacca
gatgggcagg
ggcttgtttg
tgcctggtgce
cagcctatga
attgcactgc
gaggagaatg
cagcctctga
<210>
<211>
<212>
<213>

<400>

27
177
PRT
Homo

27

Ser Phe

Ala Leu

Phe

FP1214_Sequence Listing(4312173_1).TXT

Pro Asp

70

Gln Arg

85

Ile
100

Arg

Pro Met

val Cys

Lys Ile

Asp

ser
180

sapiens

cgaagcccag
tcacgtgctc
gtgtgcccct
atgtgcacag
gcaaccccgt
cattcccccc
tggtggcect
caggagctga

aacactctga

sapiens

val

Asp

Thr

Leu

Lys

Glu

ser

Arg val

Phe Gly

Phe Pro

120

Ile Ala

135

GIn Ser

Gly Glu

Lys Glu

catgaccctg
cagctaccgg
gactggcaac
cgtcctgegg
gctgcagcag
agaggccctg
ggctttcgtg
ggaccaggat

cagcaaagaa

Ala
75

Leu Leu

Ala Asp Glu

90

Ser Ala Ala

105

Pro Glu Ala

Leu Leu val

Glu
155

Cys Glu

Gly Ser

170

Lys

Asp Gly

gagcccaaca
ggctaccctg
gtgaccacgt
gtggtgctgg
gatgcgcacg
tgggtgaccg
tgctggagaa
ggggagggag
gatgatggac

Page 12

Thr Glu Gly Arg Asp GlIn Gly Ser Ala
55 60

Gln Gly Asn

Gly Ser Phe

Leu
110

val ser

Leu Trp val

Ala Ala

140

Leu

Glu Asn Ala

Thr Ala Leu

Ile
190

GIn Glu

aggacctgcg
aggctgaggt
cgcagatggc
gtgcgaatgg
gctctgtcac
tggggctgtc
agatcaaaca
aaggctccaa

aagaaatagc

Tyr Ala

Ala Ser

80

Thr
95

Cys
Gln val
Thr val
val

Phe

Ala
160

Gly

Gln
175

Pro

Ala

gccaggggac
gttctggcag

caacgagcag
cacctacagc
catcacaggg
tgtctgtctc
gagctgtgag
gacagccctg

ctga

60
120
180
240
300
360
420
480
534



Ala Pro Tyr

Arg Pro Gly

Ala
35

Pro Glu

Asn val

50

Gly

val His Ser

65

Cys Leu val

Thr Ile Thr

val

Thr

val
130

Phe Cys

Gly Ala Glu

Gln Pro Leu

Ala

28
1188
DNA

<210>
<211>
<212>
<213> Homo

<400> 28
gcteccctact

acggtgacca
gatgggcagg
ggcttgtttg
tgcctggtge
cagagaagcc

gtgggcaccg

ser Lys
5

Asp Thr

20

Glu val

Thr Thr

val Leu

val

Phe

Ser

Arg

FP1214_sSequence Listing(4312173_1).TXT

Thr Ile

Gln
40

Trp

GIn
55

Met

val val

70

Asn

Arg
85

GIn

ser

Trp

Arg

Gln

ASp

His
165

Lys

sapiens

cgaagcccag
tcacgtgctc
gtgtgcccect
atgtgcacag
gcaaccccgt
ccacaggagc

atgccaccct

Pro

Pro

val

Lys

val Leu

Met Thr

Leu

cys
120

Ile
135

Lys

Gly Glu

Asp Ser

catgaccctg
cagctaccag
gactggcaac
catcctgcegg
gctgcagceag
cgtggaggtc
gcgctgetece

Thr
25

Cys ser

Asp Gly Gln

Ala Asn Glu

Ala
75

Leu Gly

Glin
90

Gln Asp

Phe
105

Pro Pro

Ile Ala Leu

Gln Ser Cys

Gly Glu

Glu
170

Lys

gagcccaaca
ggctaccctg
gtgaccacgt
gtggtgctgg
gatgcgcaca
caggtccctg

ttctccececg

Page 13

Pro Ser Met Thr Leu Glu Pro Asn Lys égp

ser Tyr Arg

30

val
45

Gly Pro

Gln Gly Leu

60

Asn Gly Thr

Ala His Gly

Ala Leu

110

Glu

val Ala

125

Leu

Glu Glu Glu

140

Ser Lys Thr

Asp Gly GlIn

aggacctgcg
aggctgaggt
cgcagatggc
gtgcaaatgg
gctctgtcac
aggacccggt
agcctggcett

Leu
Gly Tyr
Leu Thr
Phe Asp

ser
80

Tyr

Ser val

95

Trp val

Leu Ala

Asn Ala

Ala Leu

160

Glu Ile

175

gccaggggac
gttctggcag

caacgagcag
cacctacagc
catcacaccc
ggtggcccta

cagcctggca

60
120
180
240
300
360
420



cagctcaacc
ggccgggacc
caaggcaatg
tgcttcgtga
tactcgaagc
accatcacgt
cagggtgtgc
tttgatgtgc
gtgcgcaacc
atgacattcc
ctgctggtgg
aatgcaggag
ctgaaacact
D 1iie
<212>
<213>
<400>

29
395
PRT
Homo
29

Ala Pro Tyr
1
Arg Pro Gly

Ala
35

Pro Glu

Asn val

Gly
50

val His Ser

65

Cys Leu val

Thr Ile Thr

Pro Glu Asp

Ser Phe

Cys
130

tcatctggca
agggcagcgc
catccctgag
gcatccggga
ccagcatgac
gctccagcta
ccctgactgg
acagcgtcct
ccgtgctgeca
ccccagaggc
ccctggettt
ctgaggacca

ctgacagcaa

sapiens
Ser Lys
5

Asp Thr

20

Glu val

Thr Thr

ITe Leu

Asn

Arg
85

Pro Gln

100

Pro val

Ser Pro

val

Phe

Ser

Arg

70

Pro

Arg

val

Glu

gctgacagac
ctatgccaac
gctgcagegce
tttcggcagce
cctggagecc
ccggggcetac
caacgtgacc
gcgggtggty
gcaggatgcg
cctgtgggtg
cgtgtgctgg
ggatggggag
agaagatgat

Pro Ser Met Thr Leu

Thr Ile

Gln
40

Trp

Gln
55

Met
val val
val Leu
Pro

Ser

Leu
120

Ala

Pro Gly

135

accaaacagc
cgcacggccc
gtgcgtgtgg
gctgccgtca
aacaaggacc
cctgaggctg
acgtcgcaga
ctgggtgcga
cacggctctg
accgtggggc
agaaagatca
ggagaaggct
ggacaagaaa

Glu
10

Thr Ser

25

Cys

Asp Gly GIn

Ala Asn Glu

Ala
75

Leu Gly

Gln
90

GlIn Asp

Thr Ala

105

Gly

val Gly Thr

Phe Ser Leu

Page 14

tggtgcacag
tcttcccgga
cggacgaggg
gcctgcaggt
tgcggccagg
aggtgttctg
tggccaacga
atggcaccta
tcaccatcac
tgtctgtctg
aacagagctg
ccaagacagc

tagcctga

Pro Asn Lys

Glin
30

ser Tyr

val
45

Gly Pro

Gin
60

Gly Leu

Asn Gly Thr

Ala His Ser

val
110

val Glu

Ala Thr

125

Asp

Ala GIn Leu

140

FP1214_Sequence Listing(4312173_1).TXT

tttcaccgaa
cctgctggea
cagcttcacc
ggccgctecc
ggacacggtg
gcaggatggg
gcagggcttg
cagctgectg
agggcagcct
tctcattgca
tgaggaggag
cctgcagcect

Asp Leu

15

Gly Tyr

Leu Thr

Phe Asp

Ser

Tyr
80

Ser val

95

GIn val

Leu

Arg

Asn Leu

480
540
600
660
720
780
840
900
960
1020
1080
1140
1188
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Ile Trp GIn Leu Thr Asp Thr Lys GIn Leu val His Ser Phe Thr Glu
145 150 155 160

Gly Arg Asp GIn Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro
165 170 175

Asp Leu Leu Ala GIn Gly Asn Ala Ser Leu Arg Leu Gln Arg val Arg
180 185 190

val Ala Asp Glu Gly Ser Phe Thr Cys Phe val Ser Ile Arg Asp Phe
195 200 205

Gly Sser Ala Ala val Ser Leu GIn val Ala Ala Pro Tyr Ser Lys Pro
210 215 220

Ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr val
225 230 235 240

Thr Ile Thr Cys Ser Ser Tyr Arg Gly Tyr Pro Glu Ala Glu val Phe
245 250 255

Trp Gln Asp Gly GIn Gly val Pro Leu Thr Gly Asn val Thr Thr Ser
260 265 270

GIn Met Ala Asn Glu GIn Gly Leu Phe Asp val His Ser val Leu Arg
275 280 285

val val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu val Arg Asn Pro
290 295 300

val Leu GIn GIn Asp Ala His Gly Ser val Thr Ile Thr G1va1n Pro
305 310 315 320

Met Thr Phe Pro Pro Glu Ala Leu Trp val Thr val Gly Leu Ser val
325 330 335

Cys Leu Ile Ala Leu Leu val Ala Leu Ala Phe val Cys Trp Arg Lys
340 345 350

ITe Lys Gln Ser Cys Glu Glu Glu Asn Ala Gly Ala Glu Asp GIn Asp
355 360 365

Gly Glu Gly Glu Gly Ser Lys Thr Ala Leu Gln Pro Leu Lys His Ser
370 375 380

Asp Ser Lys Glu Asp Asp Gly GIn Glu Ile Ala
385 390 395

<210> 30
<211> 873
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<212> DNA
<213> Homo sapiens
<400> 30
ggagccgtgg aggtccaggt ccctgaggac ccggtggtgg ccctagtggg caccgatgcec 60
accctgcgcet gctccttctce ccccgagect ggcttcagcc tggcacagct caacctcatce 120
tggcagctga cagacaccaa acagctggtg cacagtttca ccgaaggccg ggaccagggce 180
agcgcctatg ccaaccgcac ggccctcttc ccggacctgce tggcacaagg caatgcatcc 240
ctgaggctgc agcgcgtgcg tgtggcggac gagggcagct tcacctgctt cgtgagcatc 300
cgggatttcg gcagcgctge cgtcagcctg caggtggeccg ctccctactc gaagcccage 360
atgaccctgg agcccaacaa ggacctgcgg ccaggggaca cggtgaccat cacgtgctcc 420
agctaccggg gctaccctga ggctgaggtg ttctggcagg atgggcaggg tgtgcccctg 480
actggcaacg tgaccacgtc gcagatggcc aacgagcagg gcttgtttga tgtgcacagce 540
gtcctgcggg tggtgctggg tgcgaatggc acctacaget gectggtgcg caaccccgtg 600
ctgcagcagg atgcgcacgg ctctgtcacc atcacagggc agcctatgac attcccccca 660
gaggccctgt gggtgaccgt ggggctgtct gtctgtctca ttgcactgct ggtggccctg 720
gctttcgtgt gctggagaaa gatcaaacag agctgtgagg aggagaatgc aggagctgag 780
gaccaggatg gggagggaga aggctccaag acagccctgc agcctctgaa acactctgac 840
agcaaagaag atgatggaca agaaatagcc tga 873
<210> 31
<211> 290
<212> PRT
<213> Homo sapiens
<400> 31
Gly Ala val Glu val GIn val Pro Glu Asp Pro val val Ala Leu val
1 5 10 15
Gly Thr Asp Ala Thr Leu Arg Cys Ser Phe Ser Pro Glu Pro Gly Phe
20 25 30
Ser Leu Ala GIn Leu Asn Leu Ile Trp Gln Leu Thr Asp Thr Lys Gln
35 40 45
teu val His Ser Phe Thr Glu Gly Arg Asp GIn Gly Ser Ala Tyr Ala
50 55 60
Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala GIin Gly Asn Ala Ser
65 70 75 80
Leu Arg Leu GIn Arg val Arg val Ala Asp Glu Gly Ser Phe Thr Cys
85 90 95
Phe val ser Ile Arg Asp Phe Gly Ser Ala Ala val Ser Leu Gln val
100 105 110
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Ala

Leu

TYyr

145

Thr

ASp

Ser

val

val

225

Ala

Ala

Leu

Ile

Gly

val

cys

Thr

210

Thr

Phe

Gly

Gin

Ala
290

<210>
<211>
<212>
<213>

<400>

Pro

115

Pro

Glu

Asn

His

Leu

195

Ile

val

val

Ala

Pro

275

32
909
DNA
Homo

32

Tyr Ser

Gly Asp
Ala Glu

Thr
165

val

Ser val

180

val Arg

Thr Gly
Gly Leu
Cys Trp

Glu
260

Asp

Leu Lys

sapiens

FP1214_Sequence Listing(4312173_1)

Lys Pro Ser Met Thr Leu Glu Pro Asn

Thr

val

150

Thr

Leu

Asn

Gln

Ser

230

Arg

Gln

His

val

135

Phe

Ser

Arg

Pro

Pro

215

val

Lys

Asp

Ser

120

Thr

Trp

Gln

val

val

200

Met

Cys

Ile

Gly

Asp

Ile

Gln

Met

val

185

Leu

Thr

Leu

Lys

Glu

265

Ser

Thr

Asp

Ala

170

Leu

Gln

Phe

Ile

Gin

250

Gly

Lys

cys

Gly

Asn

Gly

GlIn

Pro

Ala

235

Ser

Glu

Glu

Ser

140

Gln

Glu

Ala

Asp

Pro

220

Leu

Cys

Gly

Asp

125

Ser

Gly

GlIn

Asn

Ala

205

Glu

Leu

Glu

Ser

ASp

Tyr

val

Gly

His

Ala

val

Glu

Lys

Gly

LOXT

Lys

Arg

Pro

Leu

175

Thr

Gly

Leu

Ala

Glu

255

Thr

GlIn

Asp

Gly

Leu

160

Phe

Tyr

Ser

Trp

Leu

240

Asn

Ala

Glu

atgcggctgg
caggagaagg
gaaggaagcc
accgtggtga
cggaaccgag

ttcaacgtca

gcagtcctgg
aagtcagagc
gttttgattt
cctaccacat
ccctgatgtc

ccccccagga

actgctcttc
gatggtaggc
aaatgatgtt
cccacagaac
accggccggce

cgagcagaag

ctgctcttca
agcgacgtgg
tacgtatatt
agctccttgg
atgctgcggg
tttcactgcc

Page 17

gcagccttcg
agctcagctg
ggcaaaccag
aaaacgtgga
gcgacttctc

tggtgttgag

agctgatact
cgcttgeect
tgagtcgaaa
cagccgctac
cctgcgettg

ccaatccctg

60
120
180
240
300
360



ggattccagg
cccgtegtcea
ataaacggct
gaccaggctc
agcgtgctga
cttctgcagce
aagatcacag
gctgtcctgt
tgcctccaac
cacgtttga

<210>
<211>
<212>
<213>
<400>

33
302
PRT
Homo

33

Met Arg Leu
1

Arg Ala Asp

Glu Leu

35

val

val
50

Asp Tyr

Tyr His Ile

65

Arg Asn Arg

Ser Leu Arg

val
115

Cys Leu

val Thr

130

Glu

Ala His

145

Pro

aggttttgag
gcgececccca
accccaggec
tgcagaatga
ggatcgcacg
agaacctgac
agaatccagt
gcctgettgt

acagctatgc

sapiens

Gly Ser

Thr Gln

20

ser Cys

val

Tyr

Pro Gln

Pro

Glu

Ala

Trp

Asn

FP1214_Sequence Listing(4312173_1).TXT

cgttgaggtt
cagcccctec
caacgtgtac
caccgtcttc
gacccccagce
tgtcggcage
cagtaccggc
ggtcgtggcg
aggtgcctgg

Gly Leu

Glu

Lys

Pro
40

Cys

Gin Thr

55

Ser Ser

70

Ala Leu

85

Leu Phe

100

Leu Ser

His

Leu

Ser Pro

Met

Asn

Gln

val

Ser

Ser Pro

Thr

val

Leu
120

Ser

Ala Ala

135

Gln Asp

150

acactgcatg
caggatgagc
tggatcaata
ttgaacatgc
gtgaacattg
cagacaggaa
gagaaaaacg
gtggccatag
gctgtgagtc

Phe
10

Leu Leu

val Ala

25

Arg

Glu Gly Ser

Ser Glu Ser

Glu Asn

75

Leu

Ala Gly Met

90

Pro GIn

105

Asp

Gly Phe Gln

Asn Phe Ser

Thr
155

Glu Leu

page 18

tggcagcaaa
tcaccttcac
agacggacaa
ggggcttgta
gctgctgcat
atgacatcgg
cggccacgtg
gctgggtgtg
cggagacaga

Leu Phe

Met val

30

Phe
45

Arg

Lys Thr

60

val Asp

Leu Arg
Glu Gln

val
125

Glu

val
140

Pro

Phe Thr

Ser

Gly

Asp

val

Ser

Gly

Lys

Leu

val

cys

cttcagcgtg
gtgtacatcc
cagcctgctg
tgacgtggtc
agagaacgtg
agagagagac
gagcatcctg
cagggaccga

gctcactggce

Ser Leu

15

ser Asp

Leu Asn
val Thr

Tyr
80

Arg

Asp Phe

95

Phe

Ser val

val Ser

Thr Ser

160

420
480
540
600
660
720
780
840
900
909



Ile Asn

Asn Ser Leu

Met Arg

ser
210

Pro

Asn Leu Thr

225

Lys Ile Thr

Trp Ser

Ile Gly Trp

275

Ala Trp

290

<210>
<211>
<212>
<213> Homo

<400> 34
atgaggatat

34
873
DNA

gtcacggttc
aaattcccag
gataagaaca
tacagacaga
atcacagatg
gccgactaca
attttggttg
cccaaggccg
accaccaatt
acaacaacta
acagctgaat

ttggtaattc

Gly

Ile

Ala

Pro
165

Tyr

Leu
180

Asp
Leu Tyr
Ile

Asn

val Gly

Gln

Asp

Gly

Ser

FP1214_Sequence Listing(4312173_1).TXT

Ala Leu

val
200

val

cys

Thr

230

Glu Asn

245

Leu Ala

260

val Cys

val ser

sapiens

ttgctgtctt
ccaaggacct
tagaaaaaca
ttattcaatt
gggcccgget
tgaaattgca
agcgaattac
tggatccagt
aagtcatctg
ccaagagaga
atgagatttt
tggtcatccc

tgggagccat

Pro

val

Arg

Pro

val Ser

Leu Cys

Asp Arg

Glu Thr

295

tatattcatg
atatgtggta
attagacctg
tgtgcatgga
gttgaaggac
ggatgcaggg
tgtgaaagtc
cacctctgaa
gacaagcagt
ggagaagctt
ctactgcact
agaactacct

cttattatgc

Thr

170

Gln
185

Asn Asp

Ser val Leu

ITe Glu Asn

Gly Asn Asp

Glu

Leu val

265

Cys Leu GIn

Glu Leu Thr

acctactggc
gagtatggta
gctgcactaa
gaggaagacc
cagctctccc
gtgtaccgct
aatgccccat
catgaactga
gaccatcaag
ttcaatgtga
tttaggagat
ctggcacatc

cttggtgtag

rPage 19

Arg Pro Asn val Tyr Trp Ile Asn LysS

Phe
190

Thr val

Ile Ala

205

Arg

val
220

Leu Leu

Ile Gly Glu

Lys Asn Ala

Ala
270

val val

ser
285

His Tyr

Gly His val

300

atttgctgaa
gcaatatgac
ttgtctattg
tgaaggttca
tgggaaatgc
gcatgatcag
acaacaaaat
catgtcaggc
tcctgagtgg
ccagcacact
tagatcctga
ctccaaatga

cactgacatt

Thr
175

Asp

Leu Asn

Arg Thr

GIn Gln

Arg
240

Ala Thr

255

val Ala

Ala Gly

cgcatttact
aattgaatgc
ggaaatggag
gcatagtagc
tgcacttcag
ctatggtggt
caaccaaaga
tgagggctac
taagaccacc
gagaatcaac
ggaaaaccat
aaggactcac

catcttccgt

60

120

180
240
300
360
420
480
540
600
660
720
780
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ttaagaaaag ggagaatgat ggatgtgaaa aaatgtggca tccaagatac aaactcaaag 840

aagcaaagtg atacacattt ggaggagacg taa 873
<210> 35

<211> 290

<212> PRT

<213> Homo sapiens

<400> 35

Met Arg Ile Phe Ala val Phe Ile Phe Met Thr Tyr Trp His Leu Leu

1 5 10 15

Asn Ala phe ;hr val Thr val Pro Lys Asp Leu Tyr val ¥g1 Glu Tyr
0 25

Gly Ser Asn Met Thr Ile Glu g%s Lys Phe Pro val G}u Lys GIn Leu
35 4

Asp Leu Ala Ala Leu Ile g§1 Tyr Trp Glu Met ggu Asp Lys Asn Ile
50

ITe GIn Phe val His Gly Glu Glu Asp Leu Lys val Gln His Ser Ser
65 70 75 80

Tyr Arg GIn Arg Ala Arg Leu Leu Lys Asp Gln Leu Ser Leu g;y Asn
85 90

Ala Ala Leu GIn Ile Thr Asp val Lys Leu Gln Asp Ala Gly val Tyr
100 105 110

Arg Cys Met Ile Ser Tyr Gly Gly Ala Asp Tyr Lys Arg Ile Thr val
115 120 125

Lys val Asn Ala Pro Tyr Asn Lys Ile Asn Gln Arg Ile Leu val val
130 135 140

Asp Pro val Thr Ser Glu His Glu Leu Thr Cys GIn Ala Glu Gly Tyr
145 150 155 160

Pro Lys Ala Glu val Ile Trp Thr Ser Ser Asp His GlIn val Leu Ser
165 170 175

Gly Lys Thr Thr Thr Thr Asn Ser Lys Arg Glu Glu Lys Leu Phe Asn
180 185 190

val Thr ser Thr teu Arg ITe Asn Thr Thr Thr Asn Glu Ile Phe Tyr
195 200 205

Cys Thr phe Arg Arg Leu Asp Pro Glu Glu Asn His Thr Ala Glu Leu
210 215 220
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val Ile Pro
225 230 235

Leu val Ile

245

Phe Ile Phe

260

GlIn
275

Gly Ile

Glu Thr
290

<210> 36

<211> 909
<212> DNA
<213> Homo

<400> 36
atgcggctgg gcagtcctgg

caggagaagg aagtcagagc

gaaggaagcc

sapiens

actgctcttc ctgctcttca

agcgacgtgg
tacgtatatt

gatggtaggc
gttttgattt aaatgatgtt
cctaccacat agctccttgg
atgctgcggg

tttcactgcc

accgtggtga cccacagaac

cggaaccgag ccctgatgtc accggecgge

ttcaacgtca ccccccagga cgagcagaag

ggattccagg aggttttgag cgttgaggtt acactgcatg

cccgtcgtca gcgcccccca cagcccctcee caggatgagce

ataaacggct accccaggcc caacgtgtac tggatcaata

gaccaggctc tgcagaatga caccgtcttc ttgaacatgce

agcgtgctga ggatcgcacg gacccccagce gtgaacattg

cttctgcagc agaacctgac tgtcggcagc cagacaggaa

aagatcacag agaatccagt cagtaccggc gagaaaaacg

ggtcgtggcg gtggccatag

aggtgcctgg

gctgtcctgt gecctgettgt

tgcctccaac acagctatgce gctgtgagtc

cacgtttga

<210> 37

<211> 302

<212> PRT

<213> Homo sapiens

<400> 37

Glu Leu Pro Leu Ala His Pro Pro Asn Glu Arg

Arg Leu Arg Lys Gly Arg Met Met Asp val Lys
265 270

Asp Thr Asn Ser 5%8 Lys GIn Ser Asp Thr His

285

gcagccttceg
agctcagctg
ggcaaaccag
aaaacgtgga
gcgacttctc
tggtgttgag

tggcagcaaa

tcaccttcac

agacggacaa

ggggcttgta
gctgctgeat
atgacatcgg
cggccacgtg
gctgggtgtg
cggagacaga

Thr His
240

255

Leu Gly Ala Ile Leu Leu ggg Leu Gly val Ala Leu Thr

Lys Cys

Leu Glu

agctgatact
cgcttgcect
tgagtcgaaa
cagccgctac
cctgegettg
ccaatccctg
cttcagcgtg
gtgtacatcc
cagcctgctg
tgacgtggtc
agagaacgtg
agagagagac
gagcatcctg
cagggaccga

gctcactggc

get Arg Leu Gly Ser Pro Gly Leu Leu Phe Leu Leu Phe Ser Ser Leu
5 10
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Arg Ala Asp ;gr Gln Glu Lys Glu §a1 Arg Ala Met val ggy ser Asp
5

val Glu %gu Ser Cys Ala Cys 250 Glu Gly Ser Arg P?e Asp Leu Asn
4

Asp §81 Tyr val Tyr Trp g}n Thr Ser Glu Ser gys Thr val val Thr
0

Tyr His Ile Pro Gln Asn Ser Ser Leu Glu Asn val Asp Ser Arg Tyr
65 70 75 80

Arg Asn Arg Ala Lgu Met Ser Pro Ala Ggy Met Leu Arg Gly gsp Phe
8 9 5

Ser Leu Arg Leu Phe Asn val Thr Pro Gln Asp Glu Gln Lys Phe His
100 105 110

Cys Leu val Leu Ser GIn Ser Leu Gly Phe GIn Glu val Leu Ser val
115 120 125

Glu val Thr Leu His val Ala Ala Asn pPhe Ser val Pro val val Ser
130 135 140

Ala Pro His Ser Pro Ser GIn Asp Glu Leu Thr Phe Thr Cys Thr Ser
145 150 155 160

ITe Asn Gly Tyr Pro Arg Pro Asn val Tyr Trp Ile Asn Lys Thr Asp
165 170 175

Asn Ser Leu Leu Asp GlIn Ala Leu Gln Asn Asp Thr val Phe Leu Asn
180 185 190

Met Arg Gly Leu Tyr Asp val val Ser val Leu Arg Ile Ala Arg Thr
195 200 205

Pro Ser Val Asn Ile Gly Cys Cys Ile Glu Asn val Leu Leu Gln GIn
210 215 220

Asn Leu Thr val Gly Ser GIn Thr Gly Asn Asp ITe Gly Glu Arg Asp
225 230 235 240

Lys Ile Thr Glu Asn Pro val Ser Thr Gly Glu Lys Ash Ala Ala Thr
245 250 255

Trp Ser Ile Leu Ala val Leu Cys Leu Leu val val val Ala val Ala
260 265 270

Ile Gly Trp val Cys Arg Asp Arg Cys Leu GlIn His Ser Tyr Ala Gly
275 280 285
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Ala Trp Ala val Ser Pro Glu Thr Glu Leu Thr
290 295
<210> 38
<211> 867
<212> DNA
<213> Homo sapiens
<400> 38
atgggccaca cacggaggca gggaacatca ccatccaagt
cagctcttgg tgctggetgg tctttctcac ttctgttcag
gaagtgaaag aagtggcaac gctgtcctgt ggtcacaatg
caaactcgca tctactggca aaaggagaag aaaatggtgc
atgaatatat ggcccgagta caagaaccgg accatctttg
attgtgatcc tggctctgcg cccatctgac gagggcacat
tatgaaaaag acgctttcaa gcgggaacac ctggctgaag
gacttcccta cacctagtat atctgacttt gaaattccaa
atttgctcaa cctctggagg ttttccagag cctcacctct
gaattaaatg ccatcaacac aacagtttcc caagatcctg
agcagcaaac tggatttcaa tatgacaacc aaccacagct
ggacatttaa gagtgaatca gaccttcaac tggaatacaa
gataacctgc tcccatcctg ggccattacc ttaatctcag
tgctgectga cctactgctt tgccccaaga tgcagagaga
agaagggaaa gtgtacgccc tgtatag
<210> 39
<211> 288
<212> PRT
<213> Homo sapiens
<400> 39
Met Gly His Thr Arg Arg Gln Gly Thr Ser Pro
1 5 10
Leu Asn Phe Phe GIn Leu Leu val Leu Ala Gly
20 25
ser Gly val Ile His val Thr Lys Glu val Lys
35 40
Ser Cys Gly His Asn val ser val Glu Glu Leu
50 55
Tyr Trp Gln Lys Glu Lys Lys Met val Leu Thr
65 70 75

pPage 23

Gly His val
300

gtccatacct
gtgttatcca
tttctgttga
tgactatgat
atatcactaa
acgagtgtgt
tgacgttatc
cttctaatat
cctggttgga
aaactgagct
tcatgtgtct
ccaagcaaga

taaatggaat

gaaggaggaa

ser Lys Cys

His
30

Leu Ser

val Ala

45

Glu

Ala Gln Thr

60

Met Met Ser

caatttcttt
cgtgaccaag
agagctggca
gtctggggac
taacctctcc
tgttctgaag
agtcaaagct
tagaaggata
aaatggagaa
ctatgctgtt
catcaagtat
gcattttcct
ttttgtgata
tgagagattg

Pro
15

Tyr

Phe Cys

Thr Leu

Arg Ile

Gly Asp

80

60
120
180
240
300
360
420
480
540
600
660
720
780
840
867



Met

Asn

Thr

Glu

Pro

145

Ile

Glu

Pro

Thr

val

225

Asp

Ile

Glu

Asn

Asn

Tyr

His

130

Ser

cys

Asn

Glu

Thr

210

Asn

Asn

Phe

Arg

<210>
<211>
<212>
<213>

<400>
atggatcccc agtgcactat gggactgagt aacattctct

Ile

Leu

Glu

115

Leu

Ile

Ser

Gly

Thr

195

Asn

Gln

Leu

val

Arg

275

40
990
DNA

Trp

ser

100

cys

Ala

Ser

Thr

Glu

180

Glu

His

Thr

Leu

Ile

260

Arg

Pro

85

Ile

val

Glu

Asp

Ser

165

Glu

Leu

Ser

Phe

Pro

245

cys

Asn

Homo sapiens

40
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Glu Tyr Lys Asn Arg Thr Ile Phe Asp Ile Thr
90

val

val

val

Phe

150

Gly

Leu

Tyr

Phe

Asn

230

Ser

Cys

Glu

Ile

Leu

Thr

135

Glu

Gly

Asn

Ala

Met

215

Trp

Trp

Leu

Arg

Leu

Lys

Leu

Ile

Phe

Ala

val

200

cys

Asn

Ala

Thr

Leu
280

Ala

105

Tyr

Ser

Pro

Pro

Ile

185

Ser

Leu

Thr

Ile

Tyr

265

Arg

Leu

Glu

val

Thr

Glu

170

Asn

ser

Ile

Thr

Thr

250

Cys

Arg

Arg

Lys

Lys

Ser

155

Pro

Thr

Lys

Lys

Leu

Phe

Glu

tctggtgctg ctcctctgaa gattcaagct tatttcaatg

caatttgcaa actctcaaaa ccaaagcctg agtgagctag

gaaaacttgg ttctgaatga ggtatactta ggcaaagaga
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95

Pro Ser Asp Glu Gly

Asp Ala Phe Lys Arg
125

Ala Asp Phe Pro Thr
140

Asn Ile Arg Arg Ile
160

His Leu Ser Trp Leu

Thr val Ser Gln Asp
190

Leu Asp Phe Asn Met

Tyr Gly His Leu Arg
220

Gln Glu His pPhe Pro
240

Ile ser val Asn Gly
255

Ala Pro Arg Cys Arg

Ser val Arg Pro val
285

ttgtgatggc cttecctgctc
agactgcaga cctgccatgc
tagtattttg gcaggaccag

aatttgacag tgttcattcc

60
120
180
240



aagtatatgg
cagatcaagg
attcgcatcc
atagtaccaa
cacggttacc
gagtatgatg
atcagcttgt
gaaactgaca
cctececcag
atggttttct
aaatgtggaa
atccatatac
tcatgcgaca
<210>
<211>
<212>
<213>
<400>

41
329
PRT
Homo

41
Met Asp Pro
1

Phe

Ala Leu

Thr
35

Asn Glu

Leu Ser

50

Ser

Leu Asn Glu

65

Lys Tyr Met

Leu His Asn

His His

Glu Leu

130

FP1214_Sequence Listing(4312173_1).TXT

gccgcacaag
acaagggctt
accagatgaa
tttctaatat
cagaacctaa
gtattatgca
ctgtttcatt
agacgcggct
accacattcc
gtctaattct
ccaacacaat
ctgaaagatc

aaagtgatac

sapiens

Gln gys Th

Leu Ser GI1

20

Ala Asp Le

Glu Leu va

Le
70

val Tyr

Gly Arg Th

85

Leu GIn I1

100

Lys Pro Th

val Leu Al

ttttgattcg
gtatcaatgt
ttctgaactg
aacagaaaat
gaagatgagt
gaaatctcaa
ccctgatgtt
tttatcttca
ttggattaca
atggaaatgg
ggagagggaa
tgatgaagcc
atgtttttag

r Met Gly

y Ala Ala

u Pro Cys

1 val phe

55

u Gly Lys

r Ser Phe

Leu

Pro

25

Gln

Trp

Glu

Asp

gacagttgga
atcatccatc
tcagtgcttg
gtgtacataa
gttttgctaa
gataatgtca
acgagcaata
cctttctcta
gctgtacttc
aagaagaaga
gagagtgaac
cagcgtgttt

ser Asn

10

Leu Lys

Phe Ala
Gln Asp

Phe
75

Lys

Ser
90

Asp

ccctgagact
acaaaaagcc
ctaacttcag
atttgacctg
gaaccaagaa
cagaactgta
tgaccatctt
tagagcttga
caacagttat
agcggectcg
agaccaagaa

ttaaaagttc

ITe Leu Phe

Ala
30

Ile Gln

Ser GIn

45

Asn

Gln Glu

60

Asn

Asp Ser val

Ser Trp Thr

e Lys

r Gly

a Asn
135

Asp

Met
120

Phe

Lys
105

Ile

ser

Gly Leu

Ile

Arg

GIln Pro

Page 25

Tyr

His

Glu
140

GlIn

Gln
125

Ile

Cys
110

Met

val

tcacaatctt
cacaggaatg
tcaacctgaa
ctcatctata
ttcaactatc
cgacgtttcc
ctgtattctg
ggaccctcag
tatatgtgtg
caactcttat
aagagaaaaa

gaagacatct

val
15

Met
Tyr Phe
Asn Gln
val

Leu

Ser
80

His

Leu
95

Arg
ITe Ile
Ser

Asn

Pro Ile

300
360
420
480
540
600
660
720
780
840
900
960
990



Ser

145

His

Asn

val

AsSp

Thr

225

Pro

Ile

Lys

Arg

Glu

305

Ser

Asn

Gly

Ser

Thr

val

210

Arg

Pro

Ile

Lys

Glu

290

Arg

Cys

<210>
<211>
<212>
<213>

<400>

Ile

Tyr

Thr

Glu

195

Thr

Leu

Pro

cys

Arg

Glu

Ser

Asp

42
849
DNA

Thr

Pro

Ile

180

Leu

Ser

Leu

Asp

val

260

Pro

Ser

Asp

Lys

Glu

Glu

165

Glu

Tyr

Asn

Ser

His

245

Met

Arg

Glu

Glu

ser
325

Homo sapiens

42
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150
Pro
Tyr
Asp
Met
ser
230
Ile
val
Asn
Gln
Ala

310

Asp

Lys

Asp

val

Thr

215

Pro

Pro

Phe

Ser

Thr

295

Gln

Thr

Lys

Gly

‘ser

200

Ile

Phe

Trp

cys

Tyr

280

Lys

Arg

Ccys

Met

Ile

185

Ile

Phe

Ser

Ile

Leu

265

Lys

Lys

val

Phe

Ser

170

Met

Ser

cys

Ile

Thr

250

Ile

cys

Arg

Phe

val

Gln

Leu

Ile

Glu

235

Ala

Leu

Gly

Glu

Lys
315

Leu

Lys

Ser

Leu

220

Leu

val

Trp

Thr

300

Ser

Leu

Ser

val

205

Glu

Glu

Leu

Lys

Asn

285

Ile

Ser

Asn val Tyr Ile Asn ng Thr Cys Ser
1

Arg

Gln

190

ser

Thr

Asp

Pro

Trp

Thr

His

Lys

ser

Thr

175

Asp

Phe

Asp

Pro

Thr

255

Lys

Met

Ile

Thr

Ile

160

Lys

Asn

Pro

Lys

Gln

240

val

Lys

Glu

Pro

ser
320

atggcttccc
ggagcaattg
actgtcgcect
gacatcaaac
catgagttca

acagcagtgt

tggggcagat

cactcatcat
cagctgggaa
tttctgatat
aagaaggcaa

ttgctgatca

cctcttctgg
tggctttggt
cattggggag
cgtgatacaa
agatgagctg
agtgatagtt

agcataatta
atttcaggga
gatggaatcc
tggctgaagg
tcggagcagg
ggcaatgcct

Page 26

gcatcatcat
gacactccat
tgagctgcac
aaggtgtttt
atgaaatgtt

ctttgcggct

tattctggct
cacagtcact
ttttgaacct
aggcttggtc
cagaggccgg
gaaaaacgtg

60
120
180
240
300
360



caactca
gctaacc
gccagct
tgggcat
ctgaact
aacacat
acagaat
tgtgtct
ctaaaat
<210>
<211>
<212>
<213>
<400>
Met Ala
1

Ile Ile
Gly Arg
Gly Glu

50
ser Asp
65
His Glu
Phe Arg
Ala Ser
Lys Cys
Tyr Lys
145

Ala ser

cag
ttg
cag
ccc
ctg
act
cgg
ctt

ag

43
282
PRT
Homo

43

Ser

Leu

His

35

ASp

Ile

Phe

Gly

Leu

115

Tyr

Thr

ser

atgctggcac
agtataaaac
agaccttgcg
aagttgacca
agaatgtgac
cctgtatgat
agatcaaaag

ctttctttge

sapiens

Leu

Ala

20

Ser

Gly

val

Lys

Arg

Ile

Gly

Glu

Gly
5
Gly
Ile
Ile
Ile
Glu
85
Thr
Leu
Ile

Ala

Thr
165
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tatatcatca cttctaaagg caaggggaat

GIn

Ala

Thr

Leu

Gln

70

Gly

Ala

Lys

Thr

Phe

150

Leu

Ile

Ile

val

ser

55

Trp

Lys

val

Asn

sSer

135

Ser

Arg

ctacaaatgt
tggagccttc
gtgtgaggct
gggagccaac
catgaaggtt
tgaaaatgac
gcggagtcac
catcagctgg

Leu

Ala

Thr

40

Cys

Leu

Asp

Phe

val

120

Lys

Met

Ccys

agcatgccgg aagtgaatgt

ccccgatggt

ttctcggaag

gtgtctgtgc

attgccaaag

ctacagctgc

gcacttctgc

Phe

Leu

25

Thr

Thr

Lys

Glu

Ala

105

Gln

Gly

Pro

Glu

Trp

10

Ile

val

Phe

Glu

Leu

90

Asp

Leu

Lys

Glu

ser

Ile

Ala

Glu

Gly

75

Ser

Gin

Thr

Gly

val
155

tcccccagec

tctccaatac

tctacaatgt

caacagggga

taaactcaaa

ctctcagccc

Ile

Gly

ser

Pro

60

val

Glu

val

Asp

AsSn

140

Asn

Ala Pro Arg

170

Page 27

Ile

Phe

Ala

45

Asp

Leu

GIn

Ile

Ala

125

Ala

val

Trp

Ser

Gly

30

Gly

Ile

Gly

Asp

val

110

Gly

Asn

Asp

Phe

ggactataat
cacagtggtc
cagctttgag
tacgatcaac
tatcaaagtg
ggcttctctg
ttacctgatg

Ile Ile
15

Ile Ser
Asn Ile
Lys Leu

Leu val
80

Glu Met
95

Gly Asn
Thr Tyr
Leu Glu
Tyr Asn

160

Pro Gln
175

420
480
540
600
660
720
780
840
849



Pro Thr
Glu val

Lys val
210

Cys Met
225

Thr Glu
Lys Ala

Leu Pro

<210>
<211>
<212>
<213>

<400>
1

<210>
<211>
<212>
<213>

<400>
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Ser
195

val

Ile

ser

ser

Leu

275

44
10
PRT

val

180

Asn

Ser

Glu

Glu

Leu

260

ser

Trp

Thr

val

Asn

Ile

245

Cys

Pro

Mus musculus

44

45
14
PRT

Glu val GIn Leu §1n

Mus musculus

45

46
26
DNA

ITe val Leu Ser g]n

FP1214_Sequence Listing(4312173_1)

Ala Ser Gln

ser

Leu

230

Lys

val

Tyr

GlIn

Ser

Phe

Tyr
215
Ile
Arg

ser

Leu

Ser

Pro

Artificial Sequence

PCR primer

46

Glu

200

Asn

Ala

Arg

Ser

Met
280

Gly

Thr

aagaattcat ggaatggagt tggata

<210>
<211>
<212>
<213>

47
32
DNA

Artificial Sequence

val Asp GIn Gly Ala

185

Leu

val

Lys

Ser

Phe

265

Leu

Pro

Ile

Asn Ser

Thr Ile

Ala Thr
235

His Leu
250

Phe Ala

Lys

Glu
10

Glu
ASn
220
Gly

GIn

Ile

Asn

205

Asn

ASp

Leu

Ser

Asn

190

val

Thr

Ile

Leu

270

Leu Ser Ala Ser Pro

10

Page 28

LIXT

Phe

Thr

Tyr

Lys

Asn

255

Ala

Ser

Met

Ser

val

240

Ser

Leu

26
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<220>
<223> PCR primer
<400> 47

aagatatctc atttacccgg agtccgggag aa

<210> 48

<211> 26

<212> DNA

<213> Artificial Sequence

<220>
<223>

<400> 48

PCR primer

aagaattcat ggattttctg gtgcag

<210> 49

<211> 32

<212> DNA

<213> Artificial Sequence

<220>
<223>

<400> 49

PCR primer

aagatatctt aacactcatt cctgttgaag

<210> 50

<211> 1413

<212> DNA

<213> Mus musculus

<400> 50

atggaatgga gttggatatt tctctttctc
gtccagctgc agcagtctgg acctgagctg
tgcaaggctt ctggatacac attcactaac
gggcagggcc ttgagtggat tggatatatt
gagaagttca aaggcaaggc cacacagact
gagctcagca gcctgacctc tgaggactct
tacggtagtc ccttatacta ctttgactac
tcagccaaaa caacagcccc atcggtctat
ggctcctcgg tgactctagg atgectggtc
acctggaact ctggatccct gtccagtggt
gacctctaca ccctcagcag ctcagtgact
atcacctgca atgtggccca cccggcaage
agagggccca caatcaagcc ctgtcctcca
ggaccatccg tcttcatctt ccctccaaag

cccatagtca catgtgtggt ggtggatgtg

ctgtcaggaa ctgcaggtgt
gtaaagcctg gggcttcagt
tatgttatgc actgggtgaa
aatccttaca atgatgatgt
tcagacaaat cctccagcac
gcggtctatt actgtgcaag
tggggccaag gcaccactct
ccactggccc ctgtgtgtgg
aagggttatt tccctgagcc
gtgcacacct tcccagctgt
gtaacctcga gcacctggec
agcaccaagg tggacaagaa
tgcaaatgcc cagcacctaa
atcaaggatg tactcatgat
agcgaggatg acccagatgt

Page 29

ccactctgag
gaagatgtcc
gcagaagcct
taagtacaat
agcctacatg
atgggggtac
cacagtctcc
agatacaact
agtgaccttg
cctgcagtct
cagccagtcc
aattgagccc
cctcttgggt
ctccctgagce

ccagatcagc

32

26

32

60
120
180

240

300
360
420
480
540
600
660
720
780
840
900
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tggtttgtga acaacgtgga agtacacaca gctcagacac aaacccatag agaggattac 960
aacagtactc tccgggtggt cagtgccctc cccatccagc accaggactg gatgagtgge 1020
aaggagttca aatgcaaggt caacaacaaa gacctcccag cgcccatcga gagaaccatc 1080
tcaaaaccca aagggtcagt aagagctcca caggtatatg tcttgcctcc accagaagaa 1140
gagatgacta agaaacaggt cactctgacc tgcatggtca cagacttcat gcctgaagac 1200
atttacgtgg agtggaccaa caacgggaaa acagagctaa actacaagaa cactgaacca 1260
gtcctggact ctgatggttc ttacttcatg tacagcaagc tgagagtgga aaagaagaac 1320
tgggtggaaa gaaatagcta ctcctgttca gtggtccacg agggtctgca caatcaccac 1380
acgactaaga gcttctcccg gactccgggt aaa 1413
<210> 51
<211> 471
<212> PRT
<213> Mus musculus
<400> 51
Met Glu Trp Ser Trp Ile Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly
1 5 10 15
val His Ser Glu val GlIn Leu Gln GIn Ser Gly Pro Glu Leu val Lys
20 25 30
Pro Gly Ala Ser val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 40 45
Thr Asn Tyr val Met His Trp val Lys GlIn Lys Pro Gly GIn Gly Leu
50 55 60
Glu Trp Ile Gly Tyr Ile Asn Pro Tyr Asn Asp Asp val Lys Tyr Asn
65 70 75 80
Glu Lys Phe Lys Gly Lys Ala Thr GIn Thr Ser Asp Lys Ser Ser Ser
85 90 95
Thr Ala Tyr Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala val
100 105 110
Tyr Tyr Cys Ala Arg Trp Gly Tyr Tyr Gly Ser Pro Leu Tyr Tyr Phe
115 120 125
Asp Tyr Trp Gly GIn Gly Thr Thr Leu Thr val Ser Ser Ala Lys Thr
130 135 140
Thr Ala Pro Ser val Tyr Pro Leu Ala Pro val Cys Gly Asp Thr Thr
145 150 155 160
Gly Ser Ser val Thr Leu Gly Cys Leu val Lys Gly Tyr Phe Pro Glu
165 170 175

Page 30



Pro

Thr

val

val

225

Arg

Asn

Asp

Asp

Asn

305

Asn

Trp

Pro

Ala

385

Ile

Asn

Lys

val

Phe

Thr

210

Ala

Gly

Leu

val

val

290

val

Ser

Met

Ala

Pro

370

Gln

Tyr

Thr

Leu

Thr

Pro

195

val

His

Pro

Leu

Leu

275

ser

Glu

Thr

Ser

Pro

355

Gln

val

val

Glu

Ar
43

Leu

180

Ala

Thr

Pro

Thr

Gly

Met

Glu

val

Leu

val

Thr

Glu

Pro

420

val

Thr

val

Ser

Ala

Ile

245

Gly

Ile

Asp

His

Arg

Lys

Glu

Tyr

Leu

Glu

FP1214_Sequence Listing(4312173_1).

Trp Asn Ser Gly Ser Leu Ser Ser

Leu

Ser

Ser

230

Lys

Pro

ser

Asp

Thr

310

val

Glu

Arg

val

Thr

390

Thr

Leu

Lys

Gln

Thr

215

Ser

Pro

Ser

Leu

Pro

295

Ala

val

Phe

Thr

Leu

375

cys

Asn

Asp

Lys

Ser

200

Trp

Thr

Cys

val

ser

280

Asp

GlIn

ser

Lys

Ile

360

Pro

Met

Asn

Ser

Asn
440

185

Asp

Pro

Lys

Pro

Phe

265

Pro

val

Thr

Ala

Cys

345

Ser

Pro

val

Gly

ASp

Trp

Leu

Ser

val

Pro

250

Ile

Ile

GIn

Gln

Leu

330

Lys

Lys

Pro

Thr

Lys

410

Gly

Tyr

GIn

Asp

Cys

Phe

val

Ile

Thr

315

Pro

val

Pro

Glu

Ser

Thr

sSer

220

Lys

Lys

Pro

Thr

Ser

300

His

Ile

Asn

Lys

Glu

380

Phe

Glu

Tyr

val Glu Arg

page 31

Leu

205

Ile

Lys

cys

Pro

Cys

285

Trp

Arg

Gln

Asn

Gly

Glu

Met

Leu

phe

Asn
445

Gly

190

sSer

Thr

Ile

Pro

Lys

val

Phe

Glu

His

Lys

Ser

Met

Pro

Asn

Met

430

Ser

val

ser

Cys

Glu

Ala

255

Ile

val

val

Asp

Gln

335

Asp

val

Thr

Glu

TYyr

415

Tyr

Tyr

His

Ser

Asn

Pro

240

Pro

Lys

val

Asn

Tyr

320

Asp

Leu

Arg

Lys

Asp

400

Lys

Ser

Ser
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Cys Ser val val His Glu Gly Leu His Asn His His Thr Thr Lys Ser

450

Phe ser Arg Thr pro Gly Lys
470

465

<210>
<211>
<212>
<213> Mus

<400> 52
atggattttc

52
705
DNA

agaggacaaa
gtcacaatga
ccaggatcct
gctcgcttca
gctgaagatg
actgggacca
ccatccagtg
taccccaaag
ctgaacagtt
acgttgacca
acatcaactt
<210>
<211>
<212>
<213>

<400>

53

235
PRT
Mus

53

Met Asp Phe Leu

1

val Ile Met Ser

Leu Ser Ala Ser

35

Ser Arg Leu Ile

50

Pro Lys Pro Trp
65

musculus

tggtgcagat
ttgttctctc
cttgcagggc
cccccaaacc
gtggcagtgg
ctgccactta
agctggagct
agcagttaac
acatcaatgt
ggactgatca
aggacgagta

cacccattgt

musculus

val Gl

5

Arg G1

Pro Gl

Tyr Me

Ile Ty

70

tttcagcttc
ccagtctcca
cagctcaaga
ctggatttat
gtctgggacc
ttactgccag
gaaacgggct
atctggaggt
caagtggaag
ggacagcaaa
tgaacgacat

caagagcttc

n Ite Phe

y Gln Ile

y Glu

t His
55

Trp

r Ala Thr

val Leu

Tyr GlIn

ctgctaatca
acaatcctgt
ctaatttaca
gccacatcca
tcttactctc
cagtggaata
gatgctgcac
gcctcagteg
attgatggca
gacagcacct
aacagctata

aacaggaatg

Ser Phe
10

Leu

Ser
25

val Thr Met

Gln

Leu
75

Ser Asn

pPage 32

460

gtgcttcagt
ctgcatctcc
tgcattggta
acctggcttc
tcacaatcag
gtaacccacc
caactgtatc
tgtgcttctt
gtgaacgaca
acagcatgag
cctgtgaggc
agtgt

Leu

Gln

Thr

Ile Ser Ala
1

Ser Pro Thr

Cys Arg Ala

45

Pro Gly Ser

Ser Gly val

cataatgtcc
aggggagaag
tcagcagaag
tggagtccct
cagagtggag
cacgttcggt
catcttccca
gaacaacttc
aaatggcgtc
cagcaccctc

cactcacaag

ser

Ile

Ser

ser

Pro
80

60
120
180
240
300
360
420
480
540
600
660
705



Ala

Ser

Asn

Arg

Gln

145

Tyr

Gln

Thr

Arg

Pro
225

Arg

Arg

Ser

Ala

130

Leu

Pro

Asn

Tyr

His

210

Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>
ccacgcgeccc tgtagcggcg cattaagc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

aaacccggga gctttttgca aaagcctagg

<210>
<211>
<212>
<213>

Phe

val

Asn

115

ASp

Thr

Lys

Gly

Ser

195

Asn

val

54
28
DNA

Ser

Glu

100

Pro

Ala

Ser

Asp

val

180

Met

ser

Lys

Gly

85

Ala

Pro

Ala

Gly

Ile

165

Leu

Ser

Tyr

ser

PCR primer

54

55
30
DNA

FP1214_Sequence Listing(4312173_1).TXT
Ser Gly Ser Gly Thr Ser Tyr Ser Leu
90

Glu

Thr

Pro

Asn

Ser

Thr

Phe
230

Asp

Phe

Thr

135

Ala

val

Ser

Thr

Cys

215

Asn

Artificial Sequence

Artificial Sequence

PCR primer

55

56
1704
DNA

Artificial Sequence

Ala

Gly

val

ser

Lys

Trp

Leu

200

Glu

Arg

Ala

105

Thr

Ser

val

Trp

Thr

185

Thr

Ala

Asn

Thr Tyr

Gly Thr

Ile Phe

val Cys

Asp Gln

Leu Thr

Thr His

Glu Cys
235

Page 33

Tyr

Lys

Pro

140

Phe

Asp

Asp

Lys

cys

Leu

125

Pro

Leu

Gly

Ser

GlIn

110

Glu

Ser

Asn

Ser

Lys

Glu

Ser

Thr

95

Gln

Leu

Ser

Asn

Glu

175

Asp

Tyr

Thr

Ile

Trp

Lys

Glu

Phe

160

Arg

Ser

Glu

ser

28

30
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gacgagcagc tgaagtccgg caccgcctcc gtggtgtgcc tgctgaataa cttctacccc 480

agagaggcca aggtgcagtg gaaggtggac aacgccctgc agtccgggaa ctcccaggag 540

agcgtgaccg agcaggacag caaggacagc acctacagcc tgagcagcac cctgaccctg 600
agcaaagccg actacgagaa gcacaaggtg tacgcctgcg aggtgaccca ccagggcectg 660
agctccecccg tcaccaagag cttcaacagg ggggagtgt 699
<210> 59

<211> 233

<212> PRT

<213> Artificial Sequence

<220>

<223> Light chain of chimeric M30

<400> 59

Met val Leu GIn Thr GIn val Phe Ile Ser Leu Leu Leu Trp Ile Ser

1 5 10 15

Gly Ala Tyr Gly GIn Ile val Leu Ser Gln Ser Pro Thr Ile Leu Ser
20 25 30

Ala ser ggo Gly Glu Lys val Zgr Met Thr Cys Arg ﬁga Ser Ser Arg

Leu Ile Tyr Met His Trp Tgr GIn GIn Lys Pro g]y Ser Ser Pro Lys
50 5 0

Pro Trp Ile Tyr Ala Thr Ser Asn Leu Ala Ser Gly val Pro Ala Arg
65 70 75 80

Phe ser Gly Ser g;y Ser Gly Thr ser g%r Ser Leu Thr Ile Sgr Arg

val Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys GIn Gln Trp Asn Ser
100 105 110

Asn Pro Pro Thr Phe Gly Thr Gly Thr Lys Leu Glu Leu Lys Arg Thr
115 120 125

val Ala Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu
130 135 140

Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro
145 150 155 160

Arg Glu Ala Lys val Gln Trp Lys val Asp Asn Ala Leu Gln Ser Gly
165 170 175

Asn Ser GIn Glu Ser val Thr Glu GlIn Asp Ser Lys Asp Ser Thr Tyr
180 185 190

Page 36
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Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His
200 205

Lys val Tyr Ala Cys Glu val Thr His Gln Gly Leu Ser Ser Pro val
210 215 220

225

<210> 60
<211> 42
<212> DNA
<213>
<220>
<223> PCR
<400> 60

primer

Artificial Sequence

Thr Lys Ser Phe Asn 958 Gly Glu Cys

aaacatatgg ccaaattgtt ctctcccagt ctccaacaat cc

<210> 61
<211> 37
<212> DNA
<213>
<220>
<223> PCR
<400> 61

primer

Artificial Sequence

aaacgtacgt ttcagctcca gcttggtccc agtaccg

<210>
<211>
<212>
<213>

<220>
<223>

<400> 62
atgaaacacc

62
DNA

gtccagctgce
tgcaaggctt
gggcagggcc
gagaagttca
gaactcagca
tacggtagtc
tcagcctcca
ggcggcacag
agctggaact

tcaggactct

1413

Heavy chain of

tgtggttctt
agcagtctgg
ctggatacac
ttgagtggat
aaggcaaggc
gcctgacctc
ccttatacta
ccaagggccc
ccgecectggg
caggcgcecct

actccctcag

Artificial Sequence

chimeric M30

cctcctgetg
acctgagctg
attcactaac
tggatatatt
cacacagact
tgaggactct
ctttgactac
aagcgtcttc
ctgcctggtc
gaccagcggc

cagcgtggtg

gtggcagctc
gtaaagcctg
tatgttatgc
aatccttaca
tcagacaaat
gcggtctatt
tggggccaag
cccctggeac
aaggactact
gtgcacacct

accgtgcect

page 37

ccagatgggt
gggcttcagt
actgggtgaa
atgatgatgt
cctccagcac
actgtgcaag
gcaccactct
cctcctccaa
tccccgaacce
tcceccgetgt

ccagcagctt

gctgagcgag
gaagatgtcc
gcagaagcct
taagtacaat
agcctacatg
atgggggtac
cacagtcagc
gagcacctct
cgtgaccgtg
cctgcagtcc

gggcacccag

42

37

60
120
180
240
300
360
420
480
540
600
660



acctacatct
cccaaatctt
ggaccctcag
cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctggact
tggcagcagg
acccagaaga
<210>
<211>
<212>
<213>

<220>
<223>

<400>

63
471
PRT

63

Met Lys His Leu
1

val Leu

Pro Gly

35

Thr Asn

50

Glu
65

Trp
Glu Lys
Ala

Thr

Tyr Tyr

ser

Ala

Tyr

Ile

Phe

Tyr

Cys

FP1214_sequence Listing(4312173_1).TXT

gcaacgtgaa
gtgacaaaac
tcttectctt
catgcgtggt
acggcgtgga
accgggtggt
agtgcaaggt
aaggccagcc
agaaccaggt
agtgggagag
ccgacggctc
gcaacgtctt

gcctctecct

Trp Ph
5

Glu val Gl

20

Ser val Ly

val Met Hi

Il

Gly
70

Tyr

Gly
85

Lys Ly

Met Glu Le

100

Ala Arg Tr

tcacaagccce
tcacacatgc
ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgggaacca
cagcctgacc
caatggccag
cttcttcctc
ctcatgctcc

gtctcccgge

Artificial Sequence

e Phe Leu Leu

n Leu Gln

S Met Ser

40

s Trp val

55

e Asn Pro

s Ala Thr

u Ser Ser

Tyr

p Gly
120

GIn

25

cys

Lys

Tyr

Gln

Leu

105

Tyr

agcaacacca
ccaccctgece
cccaaggaca
agccacgaag
gccaagacaa
accgtcctgce
gccctcccag
caggtgtaca
tgcctggtca
cccgagaaca
tacagcaagc
gtgatgcatg

aaa

Heavy chain of chimeric M30

Leu val

10

ser Gly

Lys Ala

Gln Lys

Asn Asp

75

Thr
90

Ser
Thr

Ser

Gly ser

Page 38

aggtggacaa
cagcacctga
ccctcatgat
accctgaggt
agccccggga
accaggactg
cccccatcga
ccctgeeccc
aaggcttcta
actacaagac
tcaccgtgga

aggctctgca

Ala Ala Pro

Glu Leu

30

Pro

Gly
45

Ser TYr

Pro Gly Gln

60

Asp val Lys

Asp Lys Ser

Glu Asp Ser

gagagttgag
actcctgggg
ctcccggacc
caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atcccgggag
tcccagcegac
cacccctecc
caagagcagg

caaccactac

Arg
15

Trp
ya1 Lys
Thr Phe
Leu

Gly

Asn
80

Tyr

Ser Ser

95

Ala val

110

Leu
125

Pro Tyr

Tyr Phe

720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1413



Asp

Lys

Gly

Pro

Thr

val

Asn

225

Pro

Glu

Asp

Asp

Gly

Asn

Trp

Pro

Glu

Asn
385

Tyr

130

Gly

Gly

val

Phe

val

210

val

Lys

Leu

Thr

val

290

val

Ser

Leu

Ala

Pro

370

GIn

Trp

Pro

Thr

Thr

Pro

195

Thr

Asn

Ser

Leu

Leu

275

Ser

Glu

Thr

Asn

Pro

355

Gln

val

Gly

Ser

Ala

val

180

Ala

val

His

Cys

Gly

Met

His

val

Tyr

Gly

Ile

val

ser

Gln

val

Ala

165

Ser

val

Pro

Lys

ASp

245

Gly

Ile

Glu

His

Arg

Lys

Glu

Tyr

Leu

FP1214_sequence Listing(4312173_1).7TXT

Gly Thr Thr Leu Thr val Ser Ser Ala Ser Thr

Phe

150

Leu

Trp

Leu

Ser

Pro

230

Lys

Pro

ser

Asp

Asn

310

val

Glu

Lys

Thr

Thr
390

135

Pro

Gly

Asn

GIn

Ser

215

ser

Thr

Ser

Arg

Pro

295

Ala

val

Tyr

Thr

Leu

375

Cys

Leu

Cys

Ser

Ser

200

Ser

Asn

His

val

Thr

280

Glu

Lys

ser

Lys

Ile

360

Pro

Leu

Ala

Leu

Gly

Ser

Leu

Thr

Thr

Phe

265

Pro

val

Thr

val

Cys

345

Ser

Pro

val

Pro

val

170

Ala

Gly

Gly

Lys

Cys

250

Leu

Glu

Lys

Lys

Leu

330

Lys

Lys

Ser

Lys

page 39

Ser

155

Lys

Leu

Leu

Thr

val

235

Pro

Phe

val

Phe

Pro

315

Thr

val

Ala

Arg

Gly
395

140

ser

Asp

Thr

Tyr

Gln

220

Asp

Pro

Pro

Thr

Asn

300

Arg

val

ser

Lys

Glu

380

Phe

Lys

Tyr

Ser

ser

205

Thr

Lys

Cys

Pro

Cys

285

Trp

Glu

Leu

Asn

TYyr

ser

Phe

Gly

Leu

Tyr

Arg

Pro

Lys

270

val

TYyr

Glu

His

350

GIn

Met

Pro

Thr

Pro

175

val

Ser

Ile

val

Ala

255

Pro

val

val

Gln

Gln

335

Ala

Pro

Thr

ser

Ser

160

Glu

His

Ser

Cys

Glu

240

Pro

Lys

val

Asp

Tyr

320

Asp

Leu

Arg

Lys



Ile

Thr

Lys

cys

Leu
465

Ala val

Thr Pro

Leu Thr
435

Ser val
450

Ser Leu

<210> 64
<211> 40
<212> DNA

<213>

<220>

<223>

<400> 64
aaagctgagc gaggtccagc tgcagcagtc tggacctgag

<210> 65
<211> 36
<212> DNA
<213>
<220>
<223>
<400> 65

Glu

Pro

420

val

Met

Ser

val

Asp

His

Pro

PCR primer

PCR primer

FP1214_Sequence Listing(4312173_1).7TXT
Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr
410 415

Leu Asp Ser Asp Gly Ser pPhe Phe Leu Tyr
425 430

Lys Ser Arg Trp Gln Gln Gly Asn val Phe
44

445
Glu Ala Leu His Asn His Tyr Thr Gln Lys
455 460
Gly Lys
470

Artificial Sequence

Artificial Sequence

gaggtcaggc tgctgagttc catgtaggct gtgctg

<210> 66
<211> 36
<212> DNA
<213>
<220>
<223>
<400> 66

PCR primer

Artificial Sequence

cagcacagcc tacatggaac tcagcagcct gacctc

<210> 67
<211> 39
<212> DNA

<213>

<220>

<223>

<400> 67
aaagctgagc tgactgtgag agtggtgcct tggccccag

PCR primer

Artificial Sequence

Page 40

Lys

Ser

Ser

ser

40

36

36

39
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Met

Gly

Leu

Leu

Leu

65

Phe

Leu

Asn

val

Arg

Asn

Ser

Lys

Thr
225

val

Ala

ser

Ile

50

Leu

Ser

Glu

Pro

Ala

130

ser

Glu

Ser

Leu

val

210

Lys

<210>
<211>
<212>
<213>

<220>
<223>

Leu

Tyr

Pro

35

Tyr

Ile

Gly

Pro

Pro

115

Ala

Gly

Ala

Glin

Ser

195

Tyr

Ser

72
699
DNA

GlIn

Gly

20

Gly

Met

Tyr

Ser

Glu

100

Thr

Pro

Thr

Lys

Glu

180

ser

Ala

Phe

Thr

Glu

Glu

His

Ala

Gly

85

Asp

Phe

Ser

Ala

val

165

Ser

Thr

cys

Asn

FP1214_Sequence Listing(4312173_1)

GIn val Phe Ile Ser Leu Leu Leu Trp

Ile

Arg

Trp

Thr

70

Ser

Phe

Gly

val

ser

150

Gln

val

Leu

Glu

Arg

val

Ala

Tyr

55

ser

Gly

Ala

Gln

Phe

135

val

Trp

Thr

Thr

val

215

Gly

Artificial Sequence

Leu

Thr

40

Glin

Asn

Thr

val

Gly

Ile

val

Lys

Glu

Leu

200

Thr

Glu

Humanized 1ight chain of

Thr

25

Leu

Gln

Leu

Asp

Tyr

105

Thr

Phe

Cys

val

GIn

185

Ser

His

Cys

M30

10

Gln Ser

ser Cys

Lys Pro

Ala Ser

75
Phe Thr

90

Tyr Cys

Lys val

Pro Pro

Leu Leu

155

Asp Asn

Asp Ser

Lys Ala

Gin Gly

Page 42

Pro

Arg

Gly

60

Gly

Leu

Gln

Glu

Ser

140

Asn

Ala

Lys

Asp

Leu
220

Ala

Ala

45

GlIn

Ile

Thr

Gin

Ile

125

Asp

Asn

Leu

Asp

TYr

205

Ser

Thr

30

Ser

Ala

Pro

Ile

Lys

Glu

Phe

Gln

ser

190

Glu

Ser

LOXT

Ile

15

Leu

ser

Pro

Ala

Ser

95

Asn

Arg

Gln

Tyr

Ser

175

Thr

Lys

Pro

ser

Ser

Arg

Arg

Arg

80

Arg

Ser

Thr

Leu

Pro

160

Gly

Tyr

His

val



<400> 72
atggtgctgc

gagatcgtgc
ctgagctgca
caggccccca
ttttctggca
gacttcgecg
accaaggtcg
gacgagcagc
agagaggcca
agcgtgaccg
agcaaagccg
agctcccecg
<210>
<211>
<212>
<213>

<220>
<223> Huma

<400> 73

Met val Leu
1

73
233
PRT
Arti

Gly Ala Tyr

Pro
35

Leu Ser

Ile
50

Leu TYyr

Leu Ile

65

Trp

Phe Ser Gly

teu Glu Pro

Pro
115

Asn Pro

FP1214_Sequence Listing(4312173_1).TXT

agacccaggt gttcatctcc ctgctgctgt ggatctccgg

tgacccagag ccccgecacc

gagccagcag caggctgatc
gactgtggat ctacgccacc
gcggcagegg caccgactac
tgtactactg ccagcagtgg
aaatcaagcg tacggtggcc
tgaagtccgg caccgcctcc
gaaggtggac

caaggacagc

aggtgcagtg
agcaggacag
actacgagaa gcacaaggtg

tcaccaagag cttcaacagg

ficial Sequence

nized light chain of M30

Gln ghr GIn val Phe Ile

Thr
25

Gly Glu Ile val Leu

20

Thr
40

Gly Glu Arg Ala Leu

Met His Trp Tyr GlIn Gln

55

Thr
70

Tyr Ala Ser Asn Leu

Ser Gly Ser Thr

85

Gly Asp

Glu Phe Ala val

100

Asp Tyr

105

Thr Phe Gly GIn Gly Thr

ctgtctctga
tacatgcact
agcaacctgg
accctgacca
aacagcaacc
gcccectecg
gtggtgtgcc
aacgccctge
acctacagcc
tacgcctgeg

ggggagtgt

Ser Leu

10

Gln ser

ser Cys

Lys Pro

Ala Ser

75

Tyr Thr

90

Tyr Cys

Lys val

Page 43

gccctggega

ggtatcagca

ccagcggcat

tcagccgect

cccccacctt

tgttcatctt

tgctgaataa
agtccgggaa
tgagcagcac

aggtgaccca

Leu

Pro

Arg

Gly

60

Gly

Leu

Gln

Glu

Leu

Ala

Ala

45

Gln

Ile

Thr

Gln

Ile
125

Trp

Th
30

Se

r

r

Ala

Pro

Ile

Trp

110

Ly

S

cgcatatggc
gagagccacc
gaagcccggce
cceccgecaga
ggaacccgag
cggccagggce
ccccecctcec
cttctacccc
ctcccaggag
cctgaccctg

ccagggcctg

Ile
15

Ser

Leu Ser

Ser Arg

Pro Arg

Ala Arg

80

ser
95

Arg
ser

Asn

Arg Thr

60
120
180
240
300
360
420
480
540
600
660
699



FP1214_Sequence Listing(4312173_1).TXT

val Ala Ala Pro Ser val Phe Ile Phe Pro Pro
130 135

Lys Ser Gly Thr Ala Ser val val Cys Leu Leu

145 150 155

Arg Glu Ala Lys val GIn Trp Lys val Asp Asn

165 170
Asn Ser GIn Glu Ser val Thr Glu GIn Asp Ser
180 185
Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala
195 200

Lys val Tyr Ala Cys Glu val Thr His Gln Gly
210 215

Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230

<210> 74

<211> 699

<212> DNA

<213> Artificial Sequence

<220>

<223> Humanized light chain of M30

<400> 74

atggtgctgc agacccaggt gttcatctcc ctgctgctgt

cagatcgtgc tgtcccagag ccccgecacc ctgtctctga

ctgacctgca gagccagcag caggctgatc tacatgcact

agcgccccca agctgtggat ctacgccacc agcaacctgg

ttttctggea gcggcagcgg caccagctac accctgacca

gacttcgccg tgtactactg ccagcagtgg aacagcaacc

accaaggtcg aaatcaagcg tacggtggcc gccccctecg

gacgagcagc tgaagtccgg caccgcctcc gtggtgtgec

agagaggcca aggtgcagtg gaaggtggac aacgccctgc

agcgtgaccg agcaggacag caaggacagc acctacagcc

agcaaagccg actacgagaa gcacaaggtg tacgcctgeg

agctcccccg tcaccaagag cttcaacagg ggggagtgt

<210> 75

<211> 233

<212> PRT

<213> Artificial Sequence

Page 44

Ser Asp Glu
140

Asn Asn Phe

Gln

Ala Leu

ser
190

Lys Asp

Asp Tyr Glu

205

Leu Ser Ser

220

ggatctccgg
gccctggega
ggtatcagca
ccagcggceat
tctccegect
cccccacctt
tgttcatctt
tgctgaataa
agtccgggaa
tgagcagcac

aggtgaccca

GIn Leu

Pro
160

Tyr

Ser Gly

175

Thr Tyr

Lys His

Pro val

cgcatatggce
gagagccacc
gaagccegge
cccecgecaga
ggaacccgag
cggccaggge
cccecectece
cttctacccc
ctcccaggag
cctgaccctg

ccagggcctg

60
120
180
240
300
360
420
480
540
600
660
699



<220> .
<223> Humanized 1light chain of M30

<400>

75

mMet val Leu

1

Gly

Leu

Leu

Leu

65

Phe

Leu

Asn

val

Lys

145

Arg

Asn

ser

Lys

Thr
225

Ala

Ser

Ile

50

Trp

ser

Glu

Pro

Ala

130

ser

Glu

Ser

Leu

val

210

Lys

<210>
<211>
<212>

Tyr

Pro

35

Tyr

Ile

Gly

Pro

Pro

115

Ala

Gly

Ala

Gln

Ser

195

Tyr

Ser

76
699
DNA

Gln

Gly

20

Gly

Met

Tyr

Ser

Glu

100

Thr

Pro

Thr

Lys

Glu

180

Ser

Ala

Phe

Thr

5

GlIn

Glu

His

Ala

Gly

85

Asp

Phe

ser

Ala

val

165

Ser

Thr

Cys

Asn

FP1214_Sequence Listing(4312173_1).

Gln

Ile

Arg

Trp

Thr

70

Ser

Phe

Gly

val

Ser

150

Glin

val

Leu

Glu

val

val

Ala

TYyr

55

Ser

Gly

Ala

Gln

Phe

135

val

Trp

Thr

Thr

val

215

Gly

Phe

Leu

Thr

40

Gln

Asn

Thr

val

val

Lys

Glu

Leu

200

Thr

Glu

Ile

Ser

25

Leu

Gln

Leu

ser

Tyr

105

Thr

Phe

cys

val

Gln

185

Ser

His

Cys

Ser

10

GIn

Thr

LyS

Ala

Tyr

90

Tyr

Lys

Pro

Leu

Asp

Lys

Gln

Page 45

Leu

Ser

Cys

Pro

Ser

75

Thr

cys

val

Pro

Leu

155

Asn

ser

Ala

Gly

Leu

Pro

Arg

Gly

60

Gly

Leu

GlIn

Glu

Ser

140

Asn

Ala

Lys

Asp

Leu
220

Leu

Ala

Ala

45

Ser

Ile

Thr

Gln

Ile

125

Asp

Asn

Leu

Asp

Tyr

205

Ser

Trp

Thr

30

ser

Ala

Pro

Ile

Lys

Glu

Phe

Gln

Ser

190

Glu

ser

Ile

15

Leu

Ser

Pro

Ala

ser

95

Asn

Arg

Gln

Tyr

Ser

175

Thr

Lys

Pro

Ser

Ser

Arg

Lys

Arg

80

Arg

Ser

Thr

Leu

Pro

160

Gly

Tyr

His

val



FP1214_Sequence Listing(4312173_1).TXT

ggatctccgg
gccctggcga
ggtatcagca
ccagcggcat
tcagcagcct
cccccacctt
tgttcatctt
tgctgaataa
agtccgggaa
tgagcagcac

aggtgaccca

<213> Artificial Sequence

<220>

<223> Humanized light chain of M30

<400> 76

atggtgctgc agacccaggt gttcatctcc ctgctgctgt

gagatcgtgc tgacccagag ccccgccacc ctgtctctga

ctgagctgca gagccagcag ccgcctgatc tacatgcact

caggccccca gacctctgat ctacgccacc agcaacctgg

ttttctggca gcggcagcgg caccgacttc accctgacca

gacttcgccg tgtactactg ccagcagtgg aacagcaacc

accaaggtcg aaatcaagcg tacggtggcc gccccctecg

gacgagcagc tgaagtccgg caccgcctcc gtggtgtgec

agagaggcca aggtgcagtg gaaggtggac aacgccctgce

agcgtgaccg agcaggacag caaggacagc acctacagcc

agcaaagccg actacgagaa gcacaaggtg tacgcctgceg

agctcccccg tcaccaagag cttcaacagg ggggagtgt

<210> 77

<211> 233

<212> PRT

<213> Artificial Sequence

<220>

<223> Humanized light chain of M30

<400> 77

Met val Leu GIn Thr GIn val Phe Ile Ser Leu

1 5 10

Gly Ala Tyr Gly Glu Ile val Leu Thr Gln Ser

20 25
Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys
35 40

Leu Ile Tyr Met His Trp Tyr GIn GIn Lys Pro
50 55

Pro Leu Ile Tyr Ala Thr Ser Asn Leu Ala Ser

65 70 75

Phe ser Gly Ser Gly Ser Gly Thr Asp Phe Thr

85 90
Leu Glu Pro Glu Asp Phe Ala val Tyr Tyr Cys
100 105

Page 46

Leu

Pro

Arg

Gly

60

Gly

Leu

Gln

Leu

Ala

Ala

45

GIn

Ile

Thr

Gln

Trp

Thr

30

Ser

Ala

Pro

Ile

cgcatatggc
gagagccacc
gaagcccgge
ccccgecaga
ggaacccgag
cggccagggc
cceceecectec
cttctacccc
ctcccaggag
cctgaccctg

ccagggectg

Ile
15

ser

Leu Ser

Ser Arg

Pro Arg

Ala Arg

80

Ser Ser

95

Asn Ser

60
120
180
240
300
360
420
480
540
600
660
699



FP1l214_Sequence Listing(4312173_1).TXT

Asn Pro Pro Thr phe Gly GIn Gly Thr Lys val Glu Ile Lys
115 120 125
val Ala Ala Pro Ser val phe Ile Phe Pro Pro Ser Asp Glu
130 135 140

Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe

145 150 155

Arg Glu Ala Lys val GIn Trp Lys val Asp Asn Ala Leu Gln

165 170

Asn Ser GIn Glu Ser val Thr Glu GIn Asp Ser Lys Asp Ser
180 185 190

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu

195 200 205
Lys val Tyr Ala Cys Glu val Thr His GIn Gly Leu Ser Ser
210 215 220

Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230

<210> 78

<211> 699

<212> DNA

<213> Artificial Sequence

<220>

<223> Humanized light chain of M30

<400> 78

atggtgctgc agacccaggt gttcatctcc ctgctgctgt ggatctccgg

cagatcgtgc tgtcccagag ccccgccacc ctgtctctga gccctggega

ctgacctgca gagccagcag caggctgatc tacatgcact ggtatcagca

agcgccccca agccttggat ctacgccacc agcaacctgg ccagcggceat

ttttctggca gcggcagcgg caccagctac accctgacca tctcccgect

gacttcgccg tgtactactg ccagcagtgg aacagcaacc cccccacctt

accaaggtcg aaatcaagcg tacggtggcc gccccctccg tgttcatctt

gacgagcagc tgaagtccgg caccgcctcc gtggtgtgec tgctgaataa

agagaggcca aggtgcagtg gaaggtggac aacgccctgc agtccgggaa

agcgtgaccg agcaggacag caaggacagc acctacagcc tgagcagcac

agcaaagccg actacgagaa gcacaaggtg tacgcctgcg aggtgaccca

agctcccccg tcaccaagag cttcaacagg ggggagtgt

<210> 79

page 47

Arg Thr

Gln

Leu

Pro
160

Tyr

Ser Gly

175

Thr Tyr

Lys His

Pro val

cgcatatggc
gagagccacc
gaagcccggc
ccccgecaga
ggaacccgag
cggccagggc
ccececeectec
cttctacccc
ctcccaggag
cctgaccctg

ccagggcctg

60
120
180
240
300
360
420
480
540
600
660
699



<211>
<212>
<213>

<220>
<223>

<400>

233
PRT

FP1214_Sequence Listing(4312173_1) .TXT

Artificial Sequence

Humanized light chain of M30

79

Met val Leu

1

Gly

Leu

Leu

Pro

65

Phe

Leu

Asn

val

Lys

145

Arg

Asn

Ser

Lys

Thr
225

Ala

Ser

Ile

50

Trp

ser

Glu

Pro

Ala

130

Ser

Glu

Ser

Leu

val

210

Lys

Tyr

Pro

35

Tyr

Ile

Gly

Pro

Pro

115

Ala

Gly

Ala

Gln

ser

195

Tyr

Ser

Gln

Gly

20

Gly

Met

Tyr

Ser

Glu

100

Thr

Pro

Thr

Lys

Glu

180

ser

Ala

Phe

Thr GIn val phe
5

Gln

Glu

His

Ala

Gly

85

Asp

Phe

ser

Ala

val

165

Ser

Thr

cys

Asn

Ile
Arg
Trp
Thr
70

Ser
Phe
Gly
val
Ser
150
Gln
val

Leu

Glu

230

val

Ala

Tyr

55

Ser

Gly

Ala

Gln

Phe

135

val

Trp

Thr

Thr

val

215

Gly

Leu

Thr

40

Gin

Asn

Thr

val

val

Lys

Glu

Leu

200

Thr

Glu

Ile

Ser

25

Leu

Gln

Leu

Ser

Tyr

105

Thr

Phe

Cys

val

GlIn

185

Ser

His

cys

Ser Leu
10

Gln Ser
Thr Cys
Lys Pro
Ala Sser

75
Tyr Thr

90

Tyr Cys

Lys val

Pro Pro

Leu Leu

155

Asp Asn

Asp Ser

Lys Ala

Gln Gly

Page 48

Leu

Pro

Arg

Gly

60

Gly

Leu

Gln

Glu

Ser

140

Asn

Ala

Lys

Asp

Leu
220

Leu

Ala

Ala

45

Ser

Ile

Thr

Gln

Ile

125

Asp

Asn

Leu

Asp

Tyr

205

Ser

Trp

Thr

30

Ser

Ala

Pro

Ile

Trp

Lys

Glu

Phe

GlIn

Ser

190

Glu

Ser

Ile
15

Leu
ser
Pro
Ala
Ser
95

Asn
Arg
G]n
Tyr
Ser
175
Thr

Lys

Pro

Ser

Ser

Arg

Lys

Arg

80

Arg

Ser

Thr

Leu

Pro

160

Gly

Tyr

His

val



80
699
DNA

<210>
<211>
<212>
<213>

<220>
<223>

<400> 80
atggtgctgc

gagatcgtgc
ctgagctgca
caggccccca
ttttctggca
gacttcgecg
accaaggtcg
gacgagcagc
agagaggcca
agcgtgaccg
agcaaagccg
agctcccccg
<210>
<211>
<212>
<213>

<220>
<223>

<400>

81
233
PRT

81

Met val Leu
1

Gly Ala Tyr

Pro
35

Leu Ser

Ile
50

Leu Tyr

Pro Ile

65

Leu

Phe Ser Gly

FP1214_Sequence Listing(4312173_1).TXT

agacccaggt
tgacccagag
gagccagcag
gacctctgat
gcggcagegyg
tgtactactg
aaatcaagcg
tgaagtccgg
aggtgcagtg
agcaggacag
actacgagaa

tcaccaagag

Thr G
5

Gin

Gly Glu 11

20

Gly Glu Ar

Met His Tr

Th
70

Tyr Ala

Ser Gly Se

85

Artificial Sequence

gttcatctcc
cceccgecacc
ccgectgatc
ctacgccacc
caccgacttc
ccagcagtgg
tacggtggcc
caccgectcc
gaaggtggac
caaggacagc
gcacaaggtg

cttcaacagg

Artificial Sequence

Humanized 1light chain of

n val Phe

e val Leu

Thr

g Ala
40

p Tyr Gln

55

r Ser Asn

r Gly Thr

Humanized 1ight chain of M30

ctgctgctgt
ctgtctctga
tacatgcact
agcaacctgg
accctgacca
aacagcaacc
gccecectecg
gtggtgtgcc
aacgccctgce
acctacagcc
tacgcctgeg
ggggagtgt

mM30

Ile Ser

10

Leu

Thr Gln

25

Ser

Leu Ser Cys

GIn Lys Pro

Ala Ser

75

Leu

Phe Thr

90

Asp

Page 49

ggatctccgg
gccctggega
ggtatcagca
ccagcggcat
tcagccgect
cccccacctt
tgttcatctt
tgctgaataa
agtccgggaa
tgagcagcac

aggtgaccca

Leu Leu Trp

Thr
30

Pro Ala

Ala
45

Arg ser

Gly Gln Ala

60

Gly Ile Pro

Leu Thr Ile

cgcatatggc
gagagccacc
gaagcccggc
ccccgecaga
ggaacccgag
cggccagggc
ccecececctcec
cttctacccc
ctcccaggag
cctgaccctg

ccagggcctg

Ser
15

Leu Ser

Ser Arg

Pro Arg

Ala Arg

80

ser
95

Arg

60
120
180
240
300
360
420
480
540
600
660
699



Leu Glu

Asn Pro

115

Ala
130

val

Lys Ser

145

Arg Glu

Asn Ser Gln

ser
195

Ser Leu

val
210

Lys Tyr

Thr
225

Lys Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400> 82
atggtgctgce

82
699
DNA

gagatcgtgc
ctgagctgca
caggccccca
ttttctggcea
gacttcgcecg
accaaggtcg
gacgagcagc
agagaggcca
agcgtgaccg

agcaaagccg

Pro

Pro

Ala

Gly

Ala

Glu
100

ASp
Thr Phe
Pro

ser

Thr Ala

Gly

val

Ser

FP1214_Sequence Listing(4312173_1)

Gln

Phe
135

val val

150

val
165

Lys

Glu
180

Ser

Ser Thr

Ala Cys

Phe Asn

agacccaggt
tgacccagag
gagccagcag
gacctctgat
gcggcagegg
tgtactactg
aaatcaagcg
tgaagtccgg
aggtgcagtg
agcaggacag

actacgagaa

GIn

val

Leu

Glu

Arg

Trp Lys

Thr Glu

Thr Leu

200

val Thr

215

Gly Glu

Artificial Sequence

gttcatctcc
cccecgecacce
ccgectgatc
ctacgccacc
caccgactac
ccagcagtgg
tacggtggcc
caccgcctcce
gaaggtggac
caaggacagc

gcacaaggtg

Thr Lys val

Phe Pro Pro

Leu
155

Cys Leu

Asn

val

GlIn
185

Asp Ser

Ser Lys Ala

His GIn Gly

Cys

Humanized light chain of M30

ctgctgctgt
ctgtctctga
tacatgcact
agcaacctgg
accctgacca
aacagcaacc
gcccectecg
gtggtgtgcc
aacgccctge
acctacagcc

tacgcctgceg

pPage 50

Phe Ala val Tyr Tyr Cys Gln GIn Trp
105 110

Ile
125

Glu Lys

Ser Glu

140

Asp

Asn Asn Phe

Ala Leu GIn

Ser

Lys
190

Asp

Tyr Glu

205

Asp

Leu Ser Ser

220

ggatctccgg
gccctggega
ggtatcagca
ccagcggceat
tcagccgcect
cccccacctt
tgttcatctt
tgctgaataa
agtccgggaa
tgagcagcac

aggtgaccca

LTIXT
Asn Ser

Arg Thr

Gln

Leu

Pro
160

Tyr

ser
175

Gly

Thr Tyr

Lys His

Pro val

cgcatatggc
gagagccacc
gaagcccggce
ccccgecaga
ggaacccgag
cggccagggce
ccecececctec
cttctacccc
ctcccaggag
cctgaccctg

ccagggcctg

60
120
180
240
300
360
420
480
540
600
660



FP1214_sequence Listing(4312173_1).TXT
agctcccccg tcaccaagag cttcaacagg ggggagtgt 699

<210> 83

<211> 233

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanized light chain of M30

<400> 83
Met val Leu GIn Thr Gin val Phe Ile Ser Leu Leu Leu Trp Ile Ser
1 5 10 15

Gly Ala Tyr ggy Glu Ile val Leu ggr Gln Ser Pro Ala ;gr Leu Ser

Leu Ser ;ro Gly Glu Arg Ala Igr Leu Ser Cys Arg Ala Ser Ser Arg
5 45

Leu ITe Tyr Met His Trp Tyr Gln GIn Lys Pro Gly GIn Ala Pro Arg
50 55 60

Pro Leu Ile Tyr Ala Thr Ser Asn Leu Ala Ser Gly Ile Pro Ala Arg
65 70 75 80

Phe ser Gly Ser g;y Ser Gly Thr Asp Tyr Thr Leu Thr Ile Sgr Arg
90

Leu Glu Pro Glu Asp Phe Ala val Tyr Tyr Cys Gln Gln Trp Asn Ser
100 105 110

Asn Pro Pro Thr pPhe Gly Gln Gly Thr Lys val Glu Ile Lys Arg Thr
115 120 125

val Ala Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu
130 135 140

Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro
145 150 155 160

Arg Glu Ala Lys val Gln Trp Lys val Asp Asn Ala Leu GlIn Ser Gly
165 170 175

Asn Ser GIn Glu Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr
180 185 190

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His
195 200 205

Lys val Tyr Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val
210 215 220

Page 51
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<220>
<223>

<400>

FP1214_Sequence Listing(4312173_1).

Met Lys His Leu grp Phe Phe Leu
1

val Leu

Pro Gly

Thr Asn
50

Glu Trp
65

Glu Lys

Thr Ala

Tyr Tyr

Asp Tyr
130

Lys Gly
145

Gly Gly

Pro val

Thr Phe

val val
210

Asn val
225

Pro Lys

Ser

ser

35

Tyr

Met

Phe

Tyr

Cys

Trp

Pro

Thr

Thr

Pro

195

Thr

Asn

Ser

Gln

20

Ser

val

Gly

Lys

Met

100

Ala

Gly

Ser

Ala

val

180

Ala

val

His

Cys

val

val

Met

Tyr

Gly

85

Glu

Arg

Gln

val

Ala

165

Ser

val

Pro

Lys

GIn

Lys

His

Ile

70

Arg

Leu

Trp

Gly

Phe

150

Leu

Trp

Leu

ser

Pro

- 230

ASp
245

Lys

Leu

val

Trp

55

Asn

val

ser

Gly

Thr

135

Pro

Gly

Asn

Gln

Ser

215

Ser

Thr

val

Ser

40

val

Pro

Thr

Ser

Leu

Cys

Ser

Ser

200

Ser

Asn

His

Humanized heavy chain of M30

85

Leu

Gln

25

Cys

Arg

Tyr

Ile

Leu

105

Tyr

val

Ala

Leu

Leu

Thr

Thr

Leu

10

Ser

Lys

Gln

Asn

Thr

90

Arg

Gly

Thr

Pro

val

170

Ala

Gly

Gly

Lys

250

pPage 53

val

Gly

Ala

Ala

Asp

75

Ala

Ser

Ser

val

Ser

155

Lys

Leu

Leu

Thr

val

235

Pro

Ala

Ala

Ser

Pro

60

Asp

Asp

Glu

Pro

Ser

140

Ser

Asp

Thr

Tyr

Gln

220

Asp

Pro

Ala

Glu

Gly

45

Gly

val

Glu

Asp

Leu

125

Ser

Lys

Tyr

ser

Ser

205

Thr

Lys

Cys

Pro

val

30

Tyr

Gln

Lys

ser

Thr

110

TYyr

Ala

ser

Phe

Tyr

Arg

Pro

Arg
15

Lys
Thr
Gly
Tyr
Thr
95

Ala
Tyr
Ser
Thr
Pro
175
val
Ser
Ile

val

Ala

Trp

Lys

Phe

Leu

Asn

80

Ser

val

Phe

Thr

ser

160

Glu

His

Ser

cys

Glu

240

Pro



Glu

Asp

Asp

Trp

Pro

Glu

Asn

385

Ile

Thr

Lys

Cys

Leu
465

Leu

Thr

val

290

val

Ser

Leu

Ala

Pro

370

Gln

Ala

Thr

Leu

Ser

450

Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

atgaaacacc tgtggttctt cctcctgctg gtggcagctc ccagatgggt gctgagccag

Leu

Leu

275

Ser

Glu

Thr

Asn

Pro

355

Gln

val

val

Pro

Thr

435

val

Leu

86
1413
DNA

Gly
260
Met
His

val

Tyr

val

Ser

Glu

Pro

420

val

Met

ser

Gly

Ile

Glu

His

Arg

325

Lys

Glu

Tyr

Leu

Asp

His

Pro

FP1214_sequence Listing(4312173_1)

Pro Ser val Phe Leu Phe Pro Pro Lys

Ser

Asp

Asn

310

val

Glu

Lys

Thr

Thr

390

Glu

Leu

Lys

Glu

Arg

Pro

295

Ala

val

Tyr

Thr

Leu

375

cys

Ser

Asp

ser

Ala

455

Lys

Artificial Sequence

Humanized heavy chain of M30

86

Thr

280

Glu

Lys

Ser

Lys

Ile

360

Pro

Leu

Asn

Ser

265

Pro

val

Thr

val

Cys

345

Ser

Pro

val

Gly

Trp

His

Glu

Lys

Lys

Leu

330

Lys

Lys

ser

Lys

Gln

410

Gly

Gln

Asn

Page 54

val

Phe

Pro

315

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

Thr

Asn

300

Arg

val

Ser

Lys

Glu

380

Phe

Glu

Phe

Gly

Tyr
460

cys
285
Trp
Glu
Leu
Asn
Gly
Glu
Tyr
Asn
Phe
Asn

445

Thr

270

val

Tyr

Glu

His

Lys

350

Gln

Met

Pro

Asn

Leu

430

val

Glin

LIXT

Pro

val

val

Gln

Gln

335

Ala

Pro

Thr

Ser

Tyr

415

Tyr

Phe

Lys

Lys

val

Asp

Tyr

Asp

Leu

Arg

Lys

Lys

Ser

Ser

ser

60
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Thr

Glu

65

Glu

Thr

Tyr

Asp

LysS

145

Gly

Pro

Thr

val

Asn

225

Pro

Glu

ASp

Asp

ASn
50

Trp
Lys
Ala
Tyr
Tyr
130
Gly
Gly
val
Phe
val
210
val
Lys
Leu
Thr
val

290

val

Tyr

Ile

Phe

Tyr

cys

Trp

Pro

Thr

Thr

Pro

195

Thr

Asn

Ser

Leu

Leu

275

Ser

Glu

val

Gly

Lys

Met

100

Ala

Gly

Ser

Ala

val

180

Ala

val

His

Cys

Gly

Met

His

val

Met

Tyr

Gly

85

Glu

Arg

Gln

val

Ala

165

ser

val

Pro

Lys

245

Gly

Ile

Glu

His

FP1214_Sequence Listing(4312173_1).7XT

His Trp val Arg Gln Ala Pro Gly Gln
55 60

Ile

70

Arg

Leu

Trp

Gly

Phe

150

Leu

Trp

Leu

Ser

Pro

230

Lys

Pro

ser

Asp

Asn
310

Asn

val

Ser

Gly

Thr

135

Pro

Gly

Asn

Gln

Ser

215

Ser

Thr

Ser

Arg

Pro

295

Ala

Pro
Thr
Ser
Tyr
120
Leu
Leu
Cys
ser
Ser
200
Ser
AsSn
His
val
Thr
280

Glu

Lys

Tyr

Ile

Leu

105

Tyr

val

Ala

Leu

Leu

Thr

Thr

Phe

265

Pro

val

Thr

Asn

Thr

90

Arg

Gly

Thr

Pro

val

170

Ala

Gly

Gly

Lys

250

Leu

Glu

Lys

Lys
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Asp

75

Ala

Ser

Ser

val

ser

155

Lys

Leu

Leu

Thr

val

235

Pro

Phe

val

Phe

Pro
315

Asp

Asp

Glu

Pro

Ser

140

Ser

Asp

Thr

Tyr

Gln

220

Asp

Pro

Pro

Thr

Asn

300

Arg

val

Glu

Asp

Leu

125

ser

Lys

Tyr

Ser

Ser

205

Thr

Lys

Cys

Pro

cys

285

Trp

Glu

Lys

sSer

Thr

110

Tyr

Ala

ser

Phe

Gly

Leu

Tyr

Arg

Pro

Lys

270

val

Tyr

Glu

Gly
Tyr
Thr
95

Ala
Tyr
Ser
Thr
Pro
175
val
Ser
Ile
val
Ala
Pro
val

val

Gln

Leu

Asn

80

Ser

val

Phe

Thr

Ser

160

Glu

His

Ser

cys

Glu

240

Pro

Lys

val

Asp

Tyr
320



Asn

Trp

Pro

Glu

Asn

385

Ile

Thr

Lys

cys

Leu
465

Ser

Leu

Ala

Pro

370

Gln

Ala

Thr

Leu

Ser

450

Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Thr

Asn

Pro

355

GlIn

val

val

Pro

Thr

435

val

Leu

88
1413
DNA

Arg

Lys

Glu

val

Tyr

Ser Leu

Glu

Lys

Thr

Thr
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Tyr

Thr

Leu

375

Cys

390

Glu

Pro
420

val Asp

His

Met

Ser Pro

Glu

Leu

Lys

Glu

Ser

Asp

Ser

Ala

455

Lys

Artificial Sequence

Lys

Ile

360

Pro

Leu

Asn

Ser

Cys

345

Ser

Pro

val

Gly

Asp

Trp

His

Humanized heavy chain of M30

88

atgaaacacc
gtgcagctgg
tgcaaggcca
gggcagggcc
gagaagttca
gaactgagca
tacggcagcc

tcagcctcca

ggcggcacag

tgtggttctt
tgcagtctgg
gcggctacac
tggaatggat
agggcaaggc
gcctgeggag
ccctgtacta
ccaagggccc

ccgeccctggg

Lys val

Lys Ala
ser Arg
Lys Gly

Gln
410

Pro
Gly Ser
GIn GIn

Asn His

Ser

Lys

Glu

380

Phe

Glu

Phe

Gly

Tyr
460

Asn

Gly

Glu

Tyr

Asn

Phe

Asn

445

Thr

val val sSer val Leu Thr val Leu His

Met

Pro

Asn

Leu

430

val

GlIn

cctcctgetg
cgccgaagtg
cttcaccaac
cggctacatc
caccatcacc
cgaggacacc
cttcgactac
aagcgtcttc

ctgcctggtc

gtggcagctc
aagaaacccg
tacgtgatgc
aacccctaca
gccgacgaga
gccgtgtact
tggggccagg
ccecctggeac

aaggactact
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ccagatgggt
gcagcagcgt
actgggtgaa
acgacgacgt
gcaccagcac
actgcgccag
gcaccctggt
cctcctccaa

tccccgaacc

Gln
335

Asp

Ala Leu

Pro Arg

Thr Lys

ser Asp

400

Tyr Lys

415

Tyr Ser

Phe Ser

Lys Ser

gctgagcgag
gaaggtgtcc
acaggcccct
gaagtacaac
cgcctacatg
atggggctac
gacagtcagc
gagcacctct

cgtgaccgtg

60
120
180
240
300
360
420
480
540



agctggaact
tcaggactct
acctacatct
cccaaatctt
ggaccctcag
cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctggact
tggcagcagg
acccagaaga
<210>
<211>
<212>
<213>

<220>
<223>

<400>

89
471
PRT

89
Met Lys His
1

val

Leu Ser

Ser
35

Pro Gly

Thr Asn

50

Tyr

Glu Ile

65

Trp

Glu Lys Phe

Thr Ala Tyr

FP1214_Sequence Listing(4312173_1).TXT

caggcgccct
actccctcag
gcaacgtgaa
gtgacaaaac
tcttcectett
catgcgtggt
acggcgtgga
accgggtggt
agtgcaaggt
aaggccagcc
agaaccaggt
agtgggagag
ccgacggctc
gcaacgtctt

gcctcteect

Leu Erp Ph

Glu val GI

20

Ser val

Ly
val Met

Il
70

Gly Tyr

Gly
85

Lys Ly

Met Glu

100

Le

gaccagcggc
cagcgtggtg
tcacaagccc
tcacacatgc
ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtectc
ctccaacaaa
ccgggaacca
cagcctgacc
caatggccag
cttcttectc
ctcatgctcc

gtctcccgge

Artificial Sequence

“Humanized heavy chain of

e Phe Leu

n Leu val

Leu

Glin

gtgcacacct
accgtgccct
agcaacacca
ccaccctgcec
cccaaggaca
agccacgaag
gccaagacaa
accgtcctgce
gccctcccag
caggtgtaca
tgcctggtca
cccgagaaca
tacagcaagc
gtgatgcatg

daaa

M30

Leu val

10

ser Gly

is Trp

25

Ser Ala

40

s val Cys Lys

val Lys GIn Ala

55

e Asn Pro Asn Asp

75

Tyr

Thr Ala

90

s Ala Thr Ile

Ser Leu Ser

105

u ser Arg
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tcccegetgt
ccagcagctt
aggtggacaa
cagcacctga
ccctcatgat
accctgaggt
agccccggga
accaggactg
cccccatcga
ccctgeeccc
aaggcttcta
actacaagac
tcaccgtgga

aggctctgca

Ala Ala Pro

val
30

Ala Glu

Gly
45

ser Tyr

Pro GlIn

60

Gly

Asp val Lys

Asp Glu Ser

Thr
110

Glu Asp

cctgcagtcc
gggcacccag
gagagttgag
actcctgggg
ctceccggacc
caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atcccgggag
tcccagcgac
cacccctecc
caagagcagg

caaccactac

Arg
15

Trp
Lys Lys
Thr Phe
Gly

Leu

Asn
80

Tyr

Thr
95

Ser

Ala val

600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1413
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Tyr Tyr Cys Ala Arg Trp Gly Tyr Tyr Gly Ser Pro Leu Tyr Tyr Phe
115 120 125

Asp Tyr Trp Gly GIn Gly Thr Leu val Thr val Ser Ser Ala Ser Thr
130 135 140

Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser
145 150 155 160

Gly Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu
165 170 175

pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His
180 185 190

Thr Phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser
195 200 205

val val Thr val Pro Ser Ser Ser Leu Gly Thr GIn Thr Tyr Ile Cys
210 215 220

Asn val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys Arg val Glu
225 230 235 240

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro
245 250 255

Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys
260 265 270

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys val val val
275 280 285 ‘

Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp
290 295 300

Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr
305 310 315 320

Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His Gln Asp
325 330 335

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu
340 345 350

Pro Ala Pro Ile Glu Lys Thr Ile ser Lys Ala Lys Gly GIn Pro Arg
355 360 365

Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys
370 375 380
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Asn Gln val

385

Ile Ala val

Thr Thr Pro

Thr
435

Lys Leu

Ser val

450

Cys

Leu Ser Leu

465

<210>
<211>
<212>
<213>

<220>
<223>

<400> 90
atgaaacacc

90
1413
DNA

gtgcagctgg
tgcaaggcca
gggcagggcec
gagaagttca
gaactgagca
tacggcagcc
tcagcctcca
ggcggcacag
agctggaact
tcaggactct
acctacatct
cccaaatctt
ggaccctcag
cctgaggtca
tggtacgtgg

aacagcacgt

Ser Leu

FP1214_Sequence Listing(4312173_1).

390

Glu

Pro
420

val Asp

Met His

ser Pro

tgtggttctt
tgcagtctgg
gcggctacac
tggaatggat
agggcaaggc
gcctgeggag
ccctgtacta
ccaagggccc
ccgcectggg
caggcgccect
actccctcag
gcaacgtgaa
gtgacaaaac
tcttcctett
catgcgtggt
acggcgtgga
accgggtggt

Glu

Leu

Lys

Glu

Ser

Asp

ser

Ala

455

Lys

Artificial Sequence

cctecctgetg
cgccgaagtg
cttcaccaac
cggctacatc
cacccagacc
cgaggacacc
cttcgactac
aagcgtcttce
ctgcctggtc
gaccagcgge
cagcgtggtg
tcacaagccc
tcacacatgc
ccccccaaaa
ggtggacgtg
ggtgcataat

cagcgtcctc

Asn Gly GIn Pro
410
Ser Asp Gly Ser
425

Arg Trp GIn Gln
440

Leu His Asn His

Humanized heavy chain of M30

gtggcagctc
aagaaacccg
tacgtgatgc
aacccctaca
agcgacaaga
gccgtgtact
tggggccagg
cccctggeac
aaggactact
gtgcacacct
accgtgccct
agcaacacca
ccaccctgcee
cccaaggaca
agccacgaag
gccaagacaa

accgtcctgce

pPage 60

Thr Cys Leu val Lys ggg Phe Tyr Pro

Glu Asn Asn

Phe Phe Leu

430

Gly Asn val

445

Tyr Thr
460

ccagatgggt
gcagcagcgt
actgggtcaa
acgacgacgt
gcaccagcac
actgcgccag
gcaccctggt
cctcctccaa
tcceccgaacc
tccecgetgt
ccagcagctt
aggtggacaa
cagcacctga
ccctcatgat
accctgaggt
agccccggga

accaggactg

ser Asp

400

Tyr
415

Lys

Tyr Ser

Phe Sser

Lys Ser

gctgagcgag
gaaggtgtcc
gcaggcccct
gaagtacaac
cgcctacatg
atggggctac
caccgtcagc
gagcacctct
cgtgaccgtg
cctgcagtcc
gggcacccag
gagagttgag
actcctgggg
ctcccggacc
caagttcaac
ggagcagtac
gctgaatggc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020



aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctggact
tggcagcagg

acccagaaga

agtgcaaggt
aaggccagcc
agaaccaggt
agtgggagag
ccgacggctc
gcaacgtctt

gcctcteect

ctccaacaaa
ccgggaacca
cagcctgacc
caatggccag
cttcttcctc
ctcatgctcc

gtctcccgge

gccctcccag
caggtgtaca
tgcctggtca
cccgagaaca
tacagcaagc
gtgatgcatg

daa

cccccatecga
ccctgecccc
aaggctttta
actacaagac
tcaccgtgga
aggctctgcea
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gaaaaccatc
atcccgggag
tcccagegac
cacccctecc
caagagcagg

caaccactac

1080
1140
1200
1260
1320
1380
1413

<210>
<211>
<212>
<213>

<220>
<223>

<400>

91
471
PRT
Artificial Sequence

Humanized heavy chain of M30

91

Leu val Ala Ala Pro

10

Phe Leu Leu Arg

15

Met Lys His Leu grp Phe Trp
1

val
30

Gln Ala Glu

25

Ser Glu val Gln Leu val Ser Gly

20

val Leu Lys Lys

val Ser Ala Ser Thr Phe

40

Ser val Gly

45

Gly Sser Cys Tyr

35

Pro Lys Lys

Ala Pro GIn Gly Leu

60

Thr Asn val Met His val Lys Gln Gly

50

Tyr Trp

55

val Asn

80

Ile
70

Glu Ile Gly Asn Pro Asn Lys

65

Asp
75

Trp Tyr Tyr Asp Tyr

Thr
95

Thr Ser

90

Gly Ala Thr GIn Ser Ser

85

Glu Lys Phe Lys Lys Asp Lys

Thr Ala val

110

Glu Leu Ser Glu

105

Met L.eu Ser Ser

100

Thr Ala Tyr Arg Asp

Gly Leu Phe

125

Ala Trp Gly Tyr Ser Pro Tyr Tyr

120

Tyr Tyr Arg Tyr

Thr val Thr val Ser Ala Ser Thr

135

Gln ser

140

AsSp Tyr Gly Gly Leu

Thr Ser

160

Phe Ala Ser

150

Ser Ser

155

Lys val Pro Leu Pro Lys

145

Gly Pro Ser

Phe Pro Glu

175

val
170

Ala Leu Gly Leu

165

Gly Gly Thr Ala Cys Lys Asp Tyr
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Pro

Thr

val

Asn

225

Pro

Glu

Asp

Asp

Trp

Pro

Glu

Asn

385

Ile

Thr

Lys

val

Phe

val

210

val

Lys

Leu

Thr

val

290

val

Ser

Leu

Ala

Pro

370

Gln

Ala

Thr

Leu

Thr

Pro

195

Thr

Asn

ser

Leu

Leu

275

Ser

Glu

Thr

Asn

Pro

355

Glin

val

val

Pro

Thr
435

val

180

Ala

val

His

Cys

His

val

Tyr

val

Ser

Glu

Pro

420

val

Ser

val

Pro

Lys

245

Gly

Ile

Glu

His

Arg

325

Lys

Glu

Tyr

Leu

Asp
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Trp Asn Ser Gly Ala Leu Thr Ser Gly

Leu

Ser

Pro

230

Lys

Pro

Ser

Asp

Asn

310

val

Glu

Lys

Thr

Thr

390

Glu

Leu

Lys

Gln

Ser

215

Ser

Thr

Ser

Arg

Pro

295

Ala

val

Tyr

Thr

Leu

375

Cys

ser

Asp

ser

Ser

200

Ser

Asn

His

val

Thr

280

Glu

Lys

Ser

Lys

Ile

360

Pro

Leu

Asn

Ser

Arg

185

Ser

Leu

Thr

Thr

Phe

265

Pro

val

Thr

val

Cys

345

ser

Pro

val

Gly

Asp

Trp

Gly

Gly

Lys

Ccys

250

Leu

Glu

Lys

Lys

Leu

330

LysS

Lys

Ser

Lys

Gln

410

Gly

Gln

Page 62

Leu

Thr

val

235

Pro

Phe

val

Phe

Pro

315

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

Tyr

Gln

220

Asp

Pro

Pro

Thr

Asn

300

Arg

val

Ser

Lys

Glu

380

Phe

Glu

Phe

Gly

Ser

205

Thr

Lys

cys

Pro

Cys

285

Trp

Glu

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Asn
445

190

Leu

TYyr

Arg

Pro

Lys

270

val

Tyr

Glu

His

Lys

val

Ser

Ile

val

Ala

255

Pro

val

val

Gin

Gln

335

Ala

350 .

Gln

Met

Pro

Asn

Leu

430

val

Pro

Thr

Ser

Tyr

415

Tyr

Phe

His

ser

Cys

Glu

240

Pro

Lys

val

Asp

Tyr

320

Asp

Leu

Arg

Lys

Lys

ser

ser
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Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser
450 455 4

Leu Ser Leu Ser Pro Gly Lys
465 470

<210> 92

<211> 5

<212> PRT

<213> Mus musculus

<400> 92
Asn Tyr val Met His
1 5

<210> 93

<211> 17

<212> PRT

<213> Mus musculus

<400> 93
Iyr Ile Asn Pro gyr Asn Asp Asp val iys Tyr Asn Glu Lys ige Lys
0

Gly

<210> 94

<211> 13

<212> PRT

<213> Mus musculus

<400> 94
Trp Gly Tyr Tyr Gly Ser Pro Leu Tyr Tyr Phe Asp Tyr
1 5 10

<210> 95

<211> 10

<212> PRT

<213> Mus musculus

<400> 95
Arg Ala Ser Ser Arg Leu Ile Tyr Met His
1 5 10

<210> 96
<211> 7

<212> PRT

<213> Mus musculus
<400> 96

Ala Thr Ser Asn Leu Ala Ser
1 5
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<210>
<211>
<212>
<213>

<400>

97

9

PRT

Mus musculus

97

FP1214_Sequence Listing(4312173_1).TXT

Gln GIn Trp Asn Ser Asn Pro Pro Thr
1 5
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