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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTEFTAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPQODPGST

Figure 1: SEQ ID NO:1 — Canine TNFR p60 ECD amino acid
sequence

FNECRCTDTPPCPVPEPLGGPSVLIFPPKPKDILRITRTPEVTCVV
LDLGREDPEVOQISWEVDGKEVHTAKTQOSREQOFNGTYRVVSVLPIE
HODWLTGKEFKCRVNHIDLPSPIERTISKARGRAHKPSVYVLPPSP
KELSSSDTVSITCLIKDFYPPDIDVEWQSNGQQEPERKHRMTPPQOL
DEDGSYFLYSKLSVDKSRWOOGDPFTCAVMHETLONHYTDLSLSHS
PGK

Figure 2: SEQ ID NO:2 — Canine IgG HCA heavy chain
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PKRENGRVPRPPDCPKCPAPEMLGGPSVFIFPPKPKDTLLIARTPE
VICVVVDLDPEDPEVQISWEVDGKOMOTAKTOQPREEQENGTYRVVS
VLPIGHODWLKGKQFTCKVNNKALPSPIERTISKARGOAHQPSVYV
LPPSREELSKNTVSLTCLIKDFYPPDIDVEWQSNGQQOQEPESKYRTT

PPOLDEDGSYFLYSKLSVDKSRWORGDTEFICAVMHEALHNHYTQES
LSHSPGK

Figure 3: SEQ ID NO:3 — Canine IgG HCB heavy chain

AKECECKCNCNNCPCPGCGLLGGPSVEFIFPPKPKDILVTARTPTVT
CVVVDLDPENPEVQISWEVDSKQVOTANTQPREEQSNGTYRVVSVL
PIGHODWLSGKQFKCKVNNKALPSPIEETIISKTPGOAHQOPNVYVLP
PSRDEMSKNTVTLTCLVKDFFPPEIDVEWQSNGQOEPESKYRMTPP

QLDEDGSYFLYSKLSVDKSRWORGDTFICAVMHEALHNHYTQISLS
HSPGK

Figure 4: SEQ ID NO:4 — Canine IgG HCC heavy chain
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PRKESTCKCISPCPVPESLGGPSVFIFPPKPKDILRITRTPEITCVV
LDLGREDPEVQISWEVDGKEVHTAKTQPREQOFNSTYRVVSVLPIE
HODWLTGKEFKCRVNHIGLPSPIERTISKARGOQAHQPSVYVLPPSP
KELSSSDTVTLTCLIKDFYPPEIDVEWQSNGQPEPESKYHTTAPQL
DEDGSYFLYSKLSVDKSRWOOGDTFTCAVMHEALONHYTDLSLSHS
PGK

Figure 5: SEQ ID NO:5 — Canine IgG HCD heavy chain

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTEFTAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTFNECRCTDTPPCPVPEPLG
GPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEVDGK
EVHTAKTQSREQQFNGTYRVVSVLPIEHODWLTGKEFKCRVNHIDL
PSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIKDEY
PPDIDVEWQSNGOQEPERKHRMTPPOLDEDGSYFLYSKLSVDKSRW
QQGDPFTCAVMHETLONHY TDLSLSHSPGK* *

Figure 6: SEQ ID NO:6 — caTNFR:HCA Fc Fusion Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTFTAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKRENGRVPRPPDCPKCPA
PEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQISW
FVDGKOMOTAKTQPREEQENGTYRVVSVLPIGHODWLKGKQETCKV
NNKALPSPIERTISKARGOAHQPSVYVLPPSREELSKNTVSLTCLI
KDEFYPPDIDVEWQSNGQOQEPESKYRTTPPQLDEDGSYFLYSKLSVD
KSRWOQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 7: SEQ ID NO:7 — caTNFR:HCB Fc Fusion Polypeptide

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTEFTAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTAKECECKCNCNNCPCPGCG
LLGGPSVFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQISWEV
DSKOQVOTANTQPREEQSNGTYRVVSVLPIGHODWLSGKQFKCKVNN
KALPSPIEEIISKTPGQAHQPNVYVLPPSRDEMSKNTVTLTCLVKD
FEPPEIDVEWQSNGOOEPESKYRMTPPOQLDEDGSYFLYSKLSVDKS
RWORGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 8: SEQ ID NO:8 — caTNFR:HCC Fc Fusion Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTEFTAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKESTCKCISPCPVPESLG
GPSVFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEVDGK
EVHTAKTQPREQQFNSTYRVVSVLPIEHODWLTGKEFKCRVNHIGL
PSPIERTISKARGQAHQPSVYVLPPSPKELSSSDTVTILTCLIKDEY
PPEIDVEWQSNGOPEPESKYHTTAPQLDEDGSYFLYSKLSVDKSRW
QOGDTFTCAVMHEALQONHY TDLSLSHSPGK* *

Figure 9: SEQ ID NO:9 — caTNFR:HCD Fc Fusion Polypeptide

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTFNECRCTDTPPCPVPEPLG
GPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEVDGK
EVHTAKTOQSREQQFAGTYRVVSVLPIEHODWLTGKEFKCRVNHIDL
PSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIKDEY
PPDIDVEWQSNGOQEPERKHRMTPPQOLDEDGSYFLYSKLSVDKSRW
QQGDPFTCAVMHETLONHY TDLSLSHSPGK* *

Figure 10: SEQ ID NO:10 — caTNFR:HCA Aglycosyl Fc Fusion
Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTEFTAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKRENGRVPRPPDCPKCPA
PEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQISW
FVDGKOMOTAKTQPREEQFAGTYRVVSVLPIGHQDWLKGKQFTCKV
NNKALPSPIERTISKARGOAHQPSVYVLPPSREELSKNTVSLTCLI
KDFYPPDIDVEWQSNGQOQEPESKYRTTPPOQLDEDGSYFLYSKLSVD
KSRWOQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 11: SEQ ID NO:11 — caTNFR:HCB Aglycosyl Fc Fusion
Polypeptide

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTAKECECKCNCNNCPCPGCG
LLGGPSVFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQISWEV
DSKOQVOTANTOQPREEQSAGTYRVVSVLPIGHODWLSGKQFKCKVNN
KALPSPIEEIISKTPGQAHQPNVYVLPPSRDEMSKNTVTLTCLVKD
FEPPEIDVEWQSNGOOEPESKYRMTPPQLDEDGSYFLYSKLSVDKS
RWOQRGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 12: SEQ ID NO:12 — caTNFR:HCC Aglycosyl Fc Fusion
Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKESTCKCISPCPVPESLG
GPSVFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEVDGK
EVHTAKTQPREQQFASTYRVVSVLPIEHODWLTGKEFKCRVNHIGL
PSPIERTISKARGQAHQPSVYVLPPSPKELSSSDTVTLTCLIKDEY
PPEIDVEWQSNGOPEPESKYHTTAPQLDEDGSYFLYSKLSVDKSRW
QOGDTFTCAVMHEALONHYTDLSLSHSPGK* *

Figure 13: SEQ ID NO:13 — caTNFR:HCD Aglycosyl Fc Fusion
Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YFDORTOMCCSMCPPGSHARLEFCTKTSNTVCARCENSTY TOQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLFPAVPSPPAEGLSTGD

Figure 14: SEQ ID NO:14 — Canine TNFR p80 signal
sequence and ECD

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDENECRCTDTPPCPVPE
PLGGPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEV
DGKEVHTAKTQSREQQFNGTYRVVSVLPIEHODWLTGKE FKCRVNH
IDLPSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIK
DFYPPDIDVEWQOSNGQQEPERKHRMTPPQLDEDGSYFLYSKLSVDK
SRWQOGDPFTCAVMHETLONHYTDLSLSHSPGK* *

Figure 15: SEQ ID NO:15 — caTNFrecp80-HCA Fusion
Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YFDORTOMCCSMCPPGSHARLEFCTKTSNTVCARCENSTY TOQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEFPAVPSPPAEGLSTGDPKRENGRVPRPPDCPK
CPAPEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQ
ISWEVDGKOMOTAKTOQPREEQFNGTYRVVSVLPIGHOQDWLKGKQET
CKVNNKALPSPIERTISKARGOAHOPSVYVLPPSREELSKNTVSLT
CLIKDEFYPPDIDVEWQSNGOQEPESKYRTTPPOQLDEDGSYEFLYSKL
SVDKSRWQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 16: SEQ ID NO:16 — caTNFrecp80-HCB Fusion
Polypeptide

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEFPAVPSPPAEGLSTGDAKECECKCNCNNCPCP
GCGLLGGPSVEFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQIS
WEVDSKQVQTANTQPREEQSNGTYRVVSVLPIGHODWLSGKQFKCK
VNNKALPSPIEEIISKTPGQAHQPNVYVLPPSRDEMSKNTVTLTCL
VKDEFEFPPEIDVEWQSNGQOQEPESKYRMTPPOQLDEDGSYEFLYSKLSVY
DKSRWQRGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 17: SEQ ID NO:17 — caTNFrecp80-HCC Fc Fusion
Polypeptide



WO 2013/124666 PCT/GB2013/050433

10/21

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YFDORTOMCCSMCPPGSHARLEFCTKTSNTVCARCENSTY TOQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDPKESTCKCISPCPVPE
SLGGPSVEFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEY
DGKEVHTAKTQPREQQFNSTYRVVSVLPIEHODWLTGKE FKCRVNH
IGLPSPIERTISKARGOQAHQPSVYVLPPSPKELSSSDTVTLTCLIK
DEYPPEIDVEWQSNGQPEPESKYHTTAPQLDEDGSYFLYSKLSVDK
SRWQOGDTFTCAVMHEALONHYTDLSLSHSPGK* *

Figure 18: SEQ ID NO:18 — caTNFrecp80-HCD Fc Fusion
Polypeptide

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDENECRCTDTPPCPVPE
PLGGPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEV
DGKEVHTAKTOSREQQFAGTYRVVSVLPIEHODWLTGKE FKCRVNH
IDLPSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIK
DFYPPDIDVEWQOSNGQQEPERKHRMTPPQLDEDGSYFLYSKLSVDK
SRWQOGDPFTCAVMHETLONHYTDLSLSHSPGK* *

Figure 19: SEQ ID NO:19 — caTNFrecp80-aglycosyl HCA Fc
Fusion Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YFDORTOMCCSMCPPGSHARLEFCTKTSNTVCARCENSTY TOQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEFPAVPSPPAEGLSTGDPKRENGRVPRPPDCPK
CPAPEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQ
ISWEVDGKOMOTAKTQPREEQFAGTYRVVSVLPIGHOQDWLKGKQET
CKVNNKALPSPIERTISKARGOAHOPSVYVLPPSREELSKNTVSLT
CLIKDEFYPPDIDVEWQSNGOQEPESKYRTTPPOQLDEDGSYEFLYSKL
SVDKSRWQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 20: SEQ ID NO:20 — caTNFrecp80-aglycosyl HCB Fc
Fusion Polypeptide

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQOQOSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEFPAVPSPPAEGLSTGDAKECECKCNCNNCPCP
GCGLLGGPSVEFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQIS
WEVDSKOQVOTANTQPREEQSAGTYRVVSVLPIGHODWLSGKQFKCK
VNNKALPSPIEEIISKTPGQAHQPNVYVLPPSRDEMSKNTVTLTCL
VKDEFEFPPEIDVEWQSNGQOQEPESKYRMTPPOQLDEDGSYEFLYSKLSVY
DKSRWQRGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 21: SEQ ID NO:21 — caTNFrecp80-aglycosyl HCC Fc
Fusion Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATOQLPYVPDPELGSSCOQOSE
YEDOQRTOMCCSMCPPGSHARLEFCTKTSNTVCARCENSTY TQLWNWY
PECLSCGSRCGADQVETQACTREQONRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTQOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDPKESTCKCISPCPVPE
SLGGPSVFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEV
DGKEVHTAKTQPREQQFASTYRVVSVLPIEHODWLTGKE FKCRVNH
IGLPSPIERTISKARGOQAHQPSVYVLPPSPKELSSSDTVTLTCLIK
DFYPPEIDVEWOSNGQPEPESKYHTTAPQLDEDGSYFLYSKLSVDK
SRWQOGDTFTCAVMHEALONHYTDLSLSHSPGK* *

Figure 22: SEQ ID NO:22 —caTNFrecp80-aglycosyl HCD Fc
Fusion Polypeptide
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