<110>
<120>
<130>
<160>
<170>
<210>
<211>
<212>
<213>

<400>
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SEQUENCE LISTING
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4-1BB BINDING MOLECULES
PC33845A

74
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1

6
PRT
Homo

1

Asn ser Tyr

1

<210>
<211>
<212>
<213>

<400>

17
PRT
Homo

2

Gly Ile 1le
1

Gly

<210>
<211>
<212>
<213>

<400>

11
PRT
Homo

3

Arg Lys Asn
1

<210>
<211>
<212>
<213>

<400>

119
PRT
Homo

4

Gln val Gln

1

Ser val Lys

Ala Ile Ser

35

sapien

Ala §1e ser

sapien

Pro Gly Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
5 10 15

sapien

Glu Glu Asp Gly Gly Phe Asp His
5 10

sapien

teu val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
5 10 15

val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Ser Tyr

20 25 30

Trp val Arg Gln an Pro Gly GIn Gly kgu Glu Trp Met
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Gly Gly Ile
50

Gln Gly Arg
65

Met Glu Leu

Ala Arg Lys

Thr Leu val

<210>
<211>
<212>
<213>

<400>

115

445
PRT
Homo

5

GIn val Gln

1

Ser

Ala

Gly

Gin

65

Met

Ala

Thr

Pro

val

Ile

Gly

50

Gly

Glu

Arg

Leu

Leu

130

Cys

Ser

Lys

ser

35

Ile

Arg

Leu

Lys

val

115

Ala

Leu

Gly

Ile

val

Ser

Asn

100

Thr

Pro

Thr

ser

85

Glu

val

sapien

Leu

val

20

Trp

Ile

val

Ser

Asn

100

Thr

Pro

val

Ala

val

5

ser

val

Pro

Thr

ser

85

Glu

val

Cys

Lys

Leu

Gly

Ile

70

Leu

Glu

Ser

GlIn

Cys

Arg

Gly

Ile

70

Leu

Glu

Ser

Ser

Phe

55

Thr

Arg

Asp

ser

ser

Lys

Gln

Phe

55

Thr

Arg

Asp

Ser

Tyr

Ser

pctib2011053761-seql
Gly Thr Ala Asn Tyr Ala

60

Ala Asp Glu ;gr Thr ser

Ser Glu Asp
g0

Gly Gly Phe

Gly

Ala

Ala

40

Gly

Ala

ser

Gly

Ala

120

ser

Phe

Gly

105

Ala

ser

25

Pro

Thr

ASp

Glu

Thr

Pro

val

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Phe

Thr

Ser

Glu

His

Thr Ala val

Asp His Trp

val

Gly

Gln

Asn

Ser

75

Thr

Asp

Lys

Glu

Pro

155

Thr

Page 2

Lys

Thr

Gly

Tyr

60

Thr

Ala

His

Gly

Ser

140

val

Phe

Lys

Phe

Leu

45

Ala

Ser

val

Trp

Pro

125

Thr

Thr

Pro

Gln

Thr

Tyr

Gly

Pro

Asn

30

Glu

GlIn

Thr

Tyr

Gly

ser

Ala

val

Ala

Ala
Tyr

95

Gln

Gly

15

Ser

Trp

Lys

Ala

TYr

95

Gln

val

Ala

ser

val

Phe
Tyr
80

cys

Gly

ser

Tyr

Met

Phe

TYyr

80

Cys

Gly

Phe

Leu



Gln

Ser

ser

cys

225

Phe

val

Phe

Pro

Thr

305

val

Thr

Arg

Gly

Pro

385

ser

Gln

His

Ser

Asn

Asn

210

Pro

Pro

Thr

Asn

Ser

Lys

Glu

Phe

370

Glu

Phe

Gly

Tyr

Ser

Phe

195

Thr

Pro

Pro

Cys

Trp

Glu

val

Asn

Gly

Glu

355

Tyr

Asn

Phe

Asn

Thr

Gly

Gly

Lys

Cys

Lys

val

260

Tyr

Glu

His

Lys

Gln

340

Met

Pro

Asn

Leu

val

420

Gln

165

Leu

Thr

val

Pro

Pro

245

val

val

Gln

Gln

Gly

Pro

Thr

Ser

TYyr

TYyr

405

Phe

Lys

Tyr

Gln

Asp

Ala

230

LyS

val

Asp

Phe

ASp

Leu

Arg

Lys

Asp

Lys

390

ser

Ser

ser

ser

Thr

Lys

Pro

Asp

Asp

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile

375

Thr

Lys

Cys

Leu

pctib2011053761-seq]

170

Leu Ser ser val val Thr

Tyr

200

Thr

Pro

Thr

val

val

280

ser

Leu

Ala

Pro

GIn

360

Ala

Thr

Leu

Ser

Ser

185

Thr

val

val

Leu

Ser

265

Glu

Thr

Asn

Pro

Gln

345

val

val

Pro

Thr

val

425

Leu

cys

Glu

Ala

Met

250

His

val

Phe

Gly

Ile

330

val

Ser

Glu

Pro

val

410

Met

ser

Asn

Arg

Gly

Ile

Glu

His

Arg

Lys

315

Glu

Tyr

Leu

Trp

Met

395

Asp

His

Pro

Page 3

val

Lys

220

Pro

Ser

Asp

Asn

val

300

Glu

Lys

Thr

Thr

Glu

380

Leu

Lys

Glu

Gly

Ser

Arg

Pro

Ala

285

val

Tyr

Thr

Leu

Cys

365

ser

Asp

ser

Ala

Lys

val

190

His

cys

val

Thr

Glu

270

Lys

ser

Lys

Ile

Pro

350

Leu

Asn

Ser

Arg

Leu
430

175

Pro

Lys

val

Phe

Pro

255

val

Thr

val

cys

Ser

335

Pro

val

Gly

Asp

Ser

Pro

Glu

Leu

240

Glu

Gln

Lys

Leu

Lys

320

Lys

ser

Lys

GIn

Gly

Gln

Asn



<210>
<211>
<212>
<213>

<400>
ser Gly
1

<210>
<211>
<212>
<213>

<400>

ASp Asp
1

<210>
<211>
<212>
<213>

<400>

GIn Thr
1

435

11
PRT
Homo
6

Asp

PRT
Homo

7

ser

PRT
Homo

8
Trp

<210> 9

<211>
<212>
<213>

<400>

Asp Ile

1

Thr Ala

Ser Trp

AsSp Asp
50

Asn Ser
65

Asp Glu

val Phe

107
PRT
Homo

9
Glu
Arg
TYyr
35
sSer
Gly

Ala

Gly

sapien

Asn

Leu
5

sapien

Ash

Arg
5

sapien

Asp

Gly
5

sapien

Leu

Ile

20

Gln

Asn

Asn

Asp

Gly

Thr

5

ser

Gln

Arg

Thr

TYr
85

Gly

Gly

Pro

Thr

Gln

Cys

Lys

Pro

Ala

70

TYyr

Thr

Asp Tyr Tyr Ala Ser
10

Ser

Leu

Pro

Ser

Pro

Ser

55

Thr

Cys

Lys

pctib2011053761-seq]l

440

His

Pro

Gly

Gly

40

Gly

Leu

GIn

Leu

Phe

Ser

Asp

25

Gln

Ile

Thr

Thr

Thr

val
10

val

10

Asn

Ala

Pro

Ile

Trp

90

val

Page 4

ser

Leu

Pro

Glu

sSer

75

Asp

Leu

val

Gly

val

Arg

60

Gly

Gly

445

Ala

ASp

Leu

45

Phe

Thr

Thr

Pro

Tyr

30

val

ser

Gln

Leu

Gly

15

Tyr

Ile

Gly

Ala

His
95

Gln

Ala

Tyr

Ser

Glu

80

Phe



<210>
<211>
<212>
<213>

<400>

10
213
PRT
Homo

10

Asp Ile Glu

1

Thr

Ser

Asp

Asn

65

Asp

val

Ala

Asn

val

145

Glu

Ser

Ser

Pro

Ala

Trp

Asp

50

ser

Glu

Phe

Pro

Lys

Thr

Thr

Tyr

Cys

Thr
210

<210>
<211>

Arg

Tyr

35

Ser

Gly

Ala

Gly

ser

115

Ala

val

Thr

Leu

Gin

195

Glu

11
357

100

sapien

Leu

Ile

20

GlIn

Asn

Asn

Asp

Thr

Ala

Thr

ser

180

val

Cys

Thr

5

Ser

GlIn

Arg

Thr

Tyr

85

Gly

Thr

Leu

Trp

Pro

165

Leu

Thr

ser

GlIn

Cys

Lys

Pro

Ala

70

Tyr

Thr

Leu

val

Lys

ser

Thr

His

Pro

Ser

Pro

Ser

55

Thr

Cys

Lys

Phe

Lys

Pro

Glu

pctib2011053761-seql

Pro

Gly

Gly

40

Gly

Leu

GIn

Leu

Pro

120

Leu

Asp

Gln

Glu

Gly

105

ser

AsSp

25

Gln

Ile

Thr

Thr

Thr

105

Pro

Ile

Ser

ser

GIn

185

Ser

val

10

Asn

Ala

Pro

Ile

Trp

90

val

ser

ser

Ser

Asn

170

Trp

Thr

sSer

Leu

Pro

Glu

ser

75

Asp

Leu

Ser

Asp

Pro

155

Asn

Lys

val

Page 5

val

Gly

val

Arg

60

Gly

Gly

Gly

Glu

Phe

140

val

Lys

Ser

Glu

Ala

ASp

Leu

45

Phe

Thr

Thr

Gln

Glu

125

Tyr

Lys

Tyr

His

Lys

Pro

Tyr

30

val

ser

Gln

Leu

Pro

110

Leu

Pro

Ala

Ala

Arg

Thr

Gly

15

Tyr

Ile

Gly

Ala

His

95

Lys

Gln

Gly

Gly

Ala

175

Ser

val

GlIn

Ala

Tyr

Ser

Glu

80

Phe

Ala

Ala

Ala

val

160

Ser

Tyr

Ala



<212>
<213>

<400> 11
caggtgcaat

DNA

agctgcaaag
cctgggcagg
gcgcagaagt
atggaactga

gaggaggatg

<210> 12

<211> 321
<212> DNA
<213>

<400> 12
gatatcgaac

tcgtgtagcg
caggcgccag
tttagcggat
gacgaagcgg
ggcacgaagt
<210> 13

<211>
<212>
<213>

<400> 13
caggtgcaat

DNA

agctgcaaag
cctgggcagg
gcgcagaagt
atggaactga
gaggaggatg
tccaccaagyg
acagcggccc
aactcaggcg
ctctactccc
acctgcaacg
tgttgtgtcg

ttccccccaa

1335

Homo sapien

tggttcagtc
cctccggagg
gtctcgagtg
ttcagggccg
gcagcctgeg
gtggttttga

Homo sapien

tgacccagcec
gcgataatct
ttcttgtgat
ccaacagcgg
attattattg
taaccgttct

Homo sapien

tggttcagtc
cctccggagg
gtctcgagtg
ttcagggccy
gcagcctgeg
gtggttttga
gcccateggt
tgggctgect
ctctgaccag
tcagcagegt
tagatcacaa
agtgcccacc

aacccaagga

pctib2011053761-seql

tggcgcggaa
cacttttaat
gatgggcggt
ggtgaccatt
tagcgaagat
tcattggggc

gccttcagtg
tggtgattat
ttatgatgat
caacaccgcg
ccagacttgg
t

tggcgcggaa
cacttttaat
gatgggcggt
ggtgaccatt
tagcgaagat
tcattggggc
cttcccectg
ggtcaaggac
cggcgtgcac
agtgaccgtg
gcccagceaac
gtgcccagea

caccctcatg

gtgaaaaaac
tcttatgcta
atcattccgg
accgcggatg
acggccgtgt

caaggcaccc

agcgttgeac
tatgcttctt
tctaatcgtc
accctgacca

gatggtactc

gtgaaaaaac
tcttatgcta
atcattccgg
accgcggatg
acggccgtgt
caaggcaccc
gcgcectget
tacttccccg
accttcccgg
ccctecagea
accaaggtgg
ccacctgtgg

atctcccgga

Page 6

cgggcagcag
tttcttgggt
gttttggcac
aaagcaccag

attattgcgce
tggtgacggt

caggtcagac
ggtaccagca
cctcaggceat
ttagcggceac
ttcattttgt

cgggcagcag
tttcttgggt
gttttggcac
aaagcaccag
attattgcgce
tggtgacggt
ccaggagceac
aaccggtgac
ctgtcctaca
acttcggcac
acaagacagt
caggaccgtc

cccctgaggt

cgtgaaagtg
gcgccaagec
tgcgaattac
caccgegtat
gcgtaagaat

tagctca

cgcgegtatc
gaaacccggyg
cccggaacgce

tcaggcggaa

gtttggcggc

cgtgaaagtg
gcgccaagcec
tgcgaattac
caccgcgtat
gcgtaagaat
tagctcagcc
ctccgagagc
ggtgtcgtgg
gtcctcagga
ccagacctac
tgagcgcaaa
agtcttectce
cacgtgcgtg

60
120
180
240
300
357

60
120
180
240
300
321

60
120
180
240
300
360
420
480
540
600
660
720
780



gtggtggacg
gaggtgcata
gtcagcgtcc
gtctccaaca
ccccgagaac
gtcagcctga
agcaatgggc
tcettettec
ttctcatgct
ctgtctecgg
14

639
DNA

<210>
<211>
<212>
<213>

<400> 14
gatatcgaac

tcgtgtageg
caggcgccag
tttagcggat
gacgaagcgg
ggcacgaagt
ccctcctctg
tacccgggag
gagaccacca
ctgacgcctg
agcaccgtgg
<210> 15

<211> 6

<212> PRT
<213>

<400> 15

tgagccacga
atgccaagac
tCaccgtcgt
aaggcctccc
cacaggtgta
cctgcectggt
agccggagaa
tCtacagcaa
ccgtgatgca

gtaaa

Homo sapien

tgacccagec
gcgataatct
ttettgtgat
ccaacagcgg
attattattyg
taaccgttct
aggagcttca
cCcgtgacagt
caccctccaa
agcagtggaa

agaagacagt

Homo sapien

pctib2011053761-seq]

agaccccgag
aaagccacgg
gcaccaggac
agcccccatce
caccctgecc
caaaggctic
caactacaag
gctcaccgtg
tgaggctctg

gccttcagtg
tggtgattat
ttatgatgat
caacaccgcg
ccagacttgg
tggtcagccc
agccaacaag
ggcctggaag
acaaagcaac
gtcccacaga

ggcccctaca

ser Asp Tyr Tyr Met His
1 5

<210> 16
<211> 17
<212> PRT
<213>
<400> 16

Homo sapien

gtccagttca
gaggagcagt
tggctgaacg
gagaaaacca
ccatcccggg
taccccageg
accacacctc
gacaagagca

cacaaccact

agcgttgeac
tatgcttctt
tctaatcgtce
accctgacca
gatggtactc
aaggctgecc
gccacactgg
gcagatagca
aacaagtacg
agctacagcet

gaatgttca

Page 7

actggtacgt
tcaacagcac
gcaaggagta
tctccaaaac
aggagatgac
acatcgccgt
ccatgctgga
ggtggcagca

acacacagaa

caggtcagac
ggtaccagca
cctcaggcat
ttagcggcac
ttcattttgt
ccteggtcac
tgtgtctcat
gceeccgtceaa
cggccagcag

gccaggtcac

ggacggcgtg
gttccgtgtyg
caagtgcaag
caaagggcag
caagaaccag
ggagtgggag
ctccgacggce

ggggaacgtc
gagcctetece

cgcgcegtatc
gaaacccggg
cccggaacgce
tcaggcggaa
gtttggcggc
tctgttccca
aagtgacttc
ggcgggagtg
ctacctgagc

gcatgaaggg

840

900

960
1020
1080
1140
1200
1260
1320
1335

60
120
180
240
300
360
420
480
540
600
639



val Ile ser
1

Gly

<210>
<211>
<212>
<213>

<400>

17
10
PRT
Homo

17

Arg Leu Tyr
1

<210>
<211>
<212>
<213>

<400>
Gln val Gln

1

ser

Tyr

Ser

Lys

65

Leu

Ala

Leu

Leu

Met

val

50

Gly

Gln

Arg

val

<210>
<211>
<212>
<213>

<400>

18
118
PRT
Homo

18

Arg

His
35

Ile

Arg

Met

Leu

Thr
115

19
444
PRT
Homo

19

GIn val Gln

1

sapien

Ala

GlIn
5

sapien

Leu

Leu

20

Trp

ser

Phe

Asn

Tyr

val

val
5
ser
val
Gly
Thr
Ser
85

Ala

Ser

sapien

Leu

val
5

pctib2011053761-seq]
Gly ger Gly Ser Asn Thr I%r Tyr Ala Asp Ser Xg1 Lys

Phe Glu Gly

Glu Ser Gly

Cys Ala Ala

Arg Gin Ala
40

ser Gly Ser
55

Ile Ser Arg
70
Leu Arg Ala

GIln Phe Glu

Ser

Asp

Gly

ser

25

Pro

Asn

Asp

Glu

Phe
10

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Asp

Leu

Phe

LysS

Tyr

Ser

75

Thr

Phe

val

Thr

Gly

TYyr

60

Lys

Ala

Trp

Gln

Phe

Leu

45

Ala

Asn

val

Gly

Pro

ser

30

Glu

Asp

Thr

Tyr

Gln
110

Gly

15

Asp

Trp

Ser

Leu

Tyr

95

Gly

Gly

Tyr

val

val

Tyr

80

cys

Thr

Glu Ser Gly Gly ggy Leu val GIn Pro g}y Gly

Page 8



ser

Tyr

Ser

Lys

Leu

Ala

Leu

Leu

Cys

145

ser

Ser

Asn

AsSn

Pro

225

Pro

Thr

Asn

Leu

Met

val

50

Gly

Gln

Arg

val

Ala

130

Leu

Gly

ser

Phe

Thr

210

Pro

Pro

Cys

Trp

Arg
His
35

Ile
Arg
Met
Leu
Thr
115
Pro
val

Ala

Gly

Lys
Cys
Lys
Va]

Tyr
275

Leu

20

Trp

Ser

Phe

Ash

TYyr

100

val

Cys

Lys

Leu

Leu

180

Thr

val

Pro

Pro

val

260

val

ser

val

Gly

Thr

Ser

85

Ala

Ser

Ser

Asp

Thr

165

Tyr

Gln

Asp

Ala

Lys

245

val

AsSp

Cys

Arg

Ser

Ile

70

Leu

Gln

Ser

Arg

TYyr

150

ser

Ser

Thr

Lys

Pro

230

ASp

ASp

Gly

Gln

Gly

55

ser

Arg

Phe

Ala

Ser

135

Phe

Gly

Leu

Tyr

Thr

215

Pro

Thr

val

val

pctib2011053761-seql
Ala gﬁr Gly Phe Thr pPhe

Ala

40

Ser

Arg

Ala

Glu

Ser

120

Thr

Pro

val

Ser

Thr

200

val

val

Leu

ser

Glu
280

Pro

Asnh

Asp

Glu

Ser

Glu

His

Ser

185

cys

Glu

Ala

Met

His

265

val

Gly

Thr

Asn

Asp

90

Asp

Lys

Glu

Pro

Thr

170

val

Asn

Arg

Gly

Ile

250

Glu

His

Page 9

Lys

Tyr

ser

75

Thr

Phe

Gly

Ser

val

155

Phe

val

val

Lys

Pro

235

Ser

ASp

AsSNh

Gly

Tyr

60

Lys

Ala

Trp

Pro

Thr

140

Thr

Pro

Thr

Asp

Cys

220

ser

Arg

Pro

Ala

Leu

45

Ala

Asn

val

Gly

Ser

125

Ala

val

Ala

val

His

205

cys

val

Thr

Glu

Lys
285

ser

30

Glu

Asp

Thr

Tyr

Gln

110

val

Ala

Ser

val

Pro

190

Lys

val

Phe

Pro

val

270

Thr

Asp

Trp

Ser

Leu

Tyr

95

Gly

Phe

Leu

Trp

Leu

175

Ser

Pro

Glu

Leu

Glu

255

Gln

LyS

Tyr

val

val

TYyr

80

Cys

Thr

Pro

Gly

Asn

160

Gln

Ser

Ser

Cys

Phe

240

val

Phe

Pro



Arg

val

305

Ser

Lys

Glu

Phe

Glu

385

Phe

Gly

Tyr

Glu
290
val
Asn
Gly
Glu
Tyr
370
Asn
Phe

Asn

Thr

<210>
<211>
<212>
<213>

<400>

Glu

His

Lys

Gln

Met

355

Pro

Asn

Leu

val

Gln

435

20
11
PRT
Homo

20

ier Gly Asp

<210>
<211>
<212>
<213>

<400>

21

7
PRT
Homo

21

ser Asp Ser

1

<210>
<211>
<212>
<213>

22
10
PRT
Homo

Gln Phe
GIn Asp
Gly Leu

325

Pro Arg
340

Thr Lys
Ser Asp
Tyr Lys
Tyr Ser

405

Phe Ser
420

Lys Ser

sapien

Asn Ile
5

sapien

Glu Arg
5

sapien

Asn

Trp

310

Pro

Glu

Asn

Ile

Thr

390

Lys

Cys

Leu

Gly

Pro

Ser

295

Leu

Ala

Pro

GlIn

Ala

375

Thr

Leu

ser

Ser

Ser

Ser

pctib2011053761-seq]

Thr pPhe Arg val val Ser
300

Asn

Pro

Gln

val

360

val

Pro

Thr

val

Leu
440

Lys

Gly

Ile

val

345

Ser

Glu

Pro

val

Met

425

Ser

Tyr

LyS

Glu

330

Tyr

Leu

Trp

Met

Asp

410

His

Pro

val
10

Page 10

Glu

315

Lys

Thr

Thr

Glu

Leu

395

Lys

Glu

Gly

Ser

Tyr

Thr

Leu

Cys

Ser

380

Asp

Ser

Ala

Lys

Lys

Ile

Pro

Leu

365

Asn

Ser

Arg

Leu

val

Cys

ser

Pro

350

val

Gly

Asp

Trp

His
430

Leu

Lys

Lys

335

Ser

Lys

Gln

Gly

GIn

415

Asn

Thr

val

320

Thr

Arg

Gly

Pro

ser

400

GIn

His



<400> 22

Gln Ser Trp
1

<210>
<211>
<212>
<213>

<400>

23
107
PRT
Homo

23

?sp Ile Glu

Thr

Ser

Ser

Asn

65

Asp

val

Ala

Trp

ASp

50

ser

Glu

Phe

<210>
<211>
<212>
<213>

<400>

Arg

TYr
35

Ser

Gly

Ala

Gly

24
213
PRT
Homo

24

Asp Ile Glu
1

Thr Ala Arg

ser Trp Tyr
35

Ser Asp Ser
50

Asn Ser Gly

65

Asp

Gly
5

sapien

Leu

Ile

20

Gln

Glu

Asn

Asp

Thr
5
ser
GIn
Arg
Thr
TYr
85

Gly

sapien

Leu

Ile

20

Gln

Glu

Asn

Thr

5

ser

Gln

Arg

Thr

Ser

Gln

Cys

Lys

Pro

Ala

70

Tyr

Thr

GlIn

cys

Lys

Pro

Ala
70

Ile

Pro

Ser

Pro

Ser

55

Thr

Cys

Lys

Pro

Ser

Pro

Ser

55

Thr

pctib2011053761-seql

Ser Arg val

Pro

Gly

Gly

40

Gly

Leu

GlIn

Leu

Pro
Gly
Gly
40

Gly

Leu

Ser

Asp

25

Gln

Ile

Thr

Ser

Thr
105

ser

ASp

25

Gin

Ile

Thr

10

val

10

Asn

Ala

Pro

Ile

Trp

90

val

val

10

Asn

Ala

Pro

Ile

Ser val

Ile Gly

Pro val

Glu Arg

60

Ser Gly
75
Asp Gly

Leu

Ser val

Ile Gly

Pro val

Glu Arg

60

ser Gly
75

Page 11

Ala

Ser

Leu

45

Phe

Thr

Ser

Ala

Ser

Leu

45

Phe

Thr

Pro

Ser

Gln

Ile

Pro

Ser

Gln

Gly

15

TYr

Ile

Gly

Ala

ser
95

Gly
15

Tyr
Ile

Gly

Ala

Gln

val

Tyr

Ser

Glu

80

Arg

Gln

val

Tyr

Ser

Glu
80



Asp Glu Ala

val Phe Gly

Ala ser

115

Pro

Asn Lys Ala

val Thr val

145

Glu Thr Thr

Ser Tyr Leu

Gin
195

Ser Cys

Thr Glu

210

Pro

<210>
<211>
<212>
<213> Homo

<400> 25
caggtgcaat

25
354
DNA

agctgegegy
cctgggaagg
gcggatagcg
ctgcaaatga
gctcagtttg
<210>
<211>
<212>
<213> Homo

<400> 26
gatatcgaac

26
327
DNA

tcgtgtageg
caggcgccag

tttagcggat

Asp Tyr

85

Gly Gly

val Thr

Thr Leu

Ala Trp

Thr Pro

165

Ser Leu

180

val Thr

Cys Ser

sapien

tggtggaaag
ccteccggatt
gtctcgagtg
tgaaaggccg
acagcctgeg

agggtgattt

sapien

tgacccagec
gcgataatat
ttcttgtgat

ccaacagcgg

Tyr

Thr

Leu

val

Lys

Ser

Thr

His

pctib2011053761-seq]

Cys

Lys Leu

Phe Pro

120

Leu

Asp

Lys Gln

Pro Glu

Glu Gly

€ggcggegge
taccttttct
ggtgagcgtt
ttttaccatt
tgcggaagat
ttggggccaa

gccttcagtg
tggttctaag
ttattctgat

caacaccgcg

Gln Ser ggp Asp Gly Ser

Thr
105

val Leu

Pro Ser Ser

Ile ser Asp

Ser Pro

155

ser

Ser Asn

170

Asn

GlIn
185

Trp Lys

Ser Thr val

ctggtgcaac
gattattata
atctctggtt
tcacgtgata
acggccgtgt
ggcaccctgg

agcgttgceac
tatgtttctt
tctgagegte

accctgacca

Page 12

Ile

Gin Pro

110

Gly

Glu
125

Glu Leu

Phe
140

Tyr Pro

val Lys Ala

Lys Tyr Ala

Ser His Arg

Glu Thr

c€gggcggcag
tgcattgggt
ctggtagcaa
attcgaaaaa
attattgcgc
tgacggttag

caggtcagac
ggtaccagca
cctcaggcat

ttagcggceac

Ser
95

Arg
Lys Ala
Gln Ala
Ala

Gly

val
160

Gly

Ala
175

Ser

ser Tyr

val Ala

cctgcgtctg
gcgccaagcec
tacctattat
caccctgtat
gcgtctttat

ctca

cgcgcegtatc
gaaacccggg
cccggaacgce

tcaggcggaa

60
120
180
240
300
354

60
120
180
240



gacgaagcgg
ggcacgaagt

<210>
<211>
<212>
<213>

<400> 27
caggtgcaat

27

DNA

agctgcgegg
cctgggaagg
gcggatageg
ctgcaaatga
gctcagtttg
accaagggcc
gcggecctgg
tcaggcgctc
tactccctca
tgcaacgtag
tgtgtcgagt
cccccaaaac
gtggacgtga
gtgcataatg
agcgtcectca
tccaacaaag
cgagaaccac
agcctgacct
aatgggcagc
ttcttcctct
tcatgctecy
tctccgggta
<210>
<211>
<212>
<213>

<400> 28
gatatcgaac

28
327
DNA

tcgtgtageg

1332

attattattg

taaccgtcct

Homo sapien

tggtggaaag
cctccggatt
gtctcgagtg
tgaaaggccg
acagcctgceg
agggtgattt
catcggtctt
gctgeetggt
tgaccagcgg
gcagcgtagt
atcacaagcc
gcccaccgtg
ccaaggacac
gccacgaaga
ccaagacaaa
ccgtegtgea
gcctcccagce
aggtgtacac
gcctggtcaa
cggagaacaa
acagcaagct
tgatgcatga

da

Homo sapien

tgacccagcec

gcgataatat

pctib2011053761-seql

ccagtcttgg gatggttcta tttctcgtat

aggtcag

€ggcggegge
taccttttct
ggtgagcgtt
ttttaccatt
tgcggaagat
ttggggccaa
ccecectggeg
caaggactac
cgtgcacacc
gaccgtgccc
cagcaacacc
cccagcacca
cctcatgatc
cccecgaggtce
gccacgggag
ccaggactgg
ccccatcgag
cctgccccca
aggcttctac
ctacaagacc
caccgtggac

ggctetgeac

gccttcagtyg
tggttctaag

ctggtgcaac
gatfattata
atctctgott
tcacgtgata
acggccgtgt
ggcaccctygg
ccctgctcca
ttccecgaac
ttcccggcetg
tccagcaact
aaggtggaca
cctgtggcag
tcccggaccc
cagttcaact
gagcagttca
ctgaacggca
aaaaccatct
tcccgggagg
cccagcgaca
acacctccca
aagagcaggt

daaccactaca

agcgttgeac

tatgtttctt
page 13

€gggcggcag
tgcattgggt
ctggtagcaa
attcgaaaaa
attattgcgc
tgacggttag
ggagcacctc
cggtgacggt
tcctacagtce
tcggcaccca
agacagttga
gaccgtcagt
ctgaggtcac
ggtacgtgga
acagcacgtt
aggagtacaa
ccaaaaccaa
agatgaccaa
tcgccgtgga
tgctggactc
ggcagcaggg

cacagaagag

caggtcagac

ggtaccagca

gtttggcggc

cctgegtctg
gcgcecaagec
tacctattat
caccctgtat
gcgtetttat
ctcagectcec
cgagagcaca
gtcgtggaac
ctcaggactc
gacctacacc
gcgcaaatgt
cttcctcttc
gtgcgtggtg
cggcgtggag
ccgtgtggtce
gtgcaaggtc
agggcagccc
gaaccaggtc
gtgggagagc
cgacggctcc
gaacgtcttc

cctctecctg

cgcgcegtatc

gaaacccggg

300
327

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1332

60
120



pctib2011053761-seq]

caggcgccag ttcttgtgat ttattctgat tctgagcgtc cctcaggcat cccggaacge

tttagcggat ccaacagcgg caacaccgcg accctgacca ttagcggcac tcaggcggaa

gacgaagcgg attattattg ccagtcttgg gatggttcta tttctcgtgt gtttggeggce

ggcacgaagt taaccgtcct aggtcag

<210>
<211>
<212>
<213>

<400>

29

6
PRT
Homo

29

Ser Thr Tyr
1

<210>
<211>
<212>
<213>

<400>

30
17
PRT
Homo

30

Lys Ile Tyr
1

Gly

<210>
<211>
<212>
<213>

<400>

31

PRT
Homo

31

érg Gly Tyr

<210>
<211>
<212>
<213>

<400>

32
116
PRT
Homo

32

GIn val Gln

1

Ser Leu Lys

Trp Ile Ser
35

Gly Lys Ile
50

sapien

Trp Ile Ser
5

sapien

Pro Gly Asp Ser Tyr Thr Asn Tyr Ser Pro Ser Phe Gln
5 10 15

sapien

Gly %Te Phe Asp Tyr

sapien

Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Glu
5 10 15

ITe Ser Cys Lys Gly Ser Gly Tyr Ser Phe Ser Thr Tyr
20 25 30

Trp val Arg Gln %St Pro Gly Lys Gly kgu Glu Trp Met

Tyr Pro Gly égp Ser Tyr Thr Asn E%r Ser Pro Ser phe

Page 14

180
240
300
327



Gln Gly Gln

65

Leu GIn Trp

Ala Arg Gly

Thr val Ser

<210>
<211>
<212>
<213>

<400>

115

33
442
PRT
Homo

33

GIn val Gln

1

Ser

Trp

Gly

Gln

65

Leu

Ala

Thr

Pro

val

145

Ala

Leu

Ile

Gln
Arg
val
30

Lys

Leu

Lys

ser

35

Ile

Gln

Trp

Gly

Ser

115

Ser

Asp

Thr

pctib2011053761-seql

val Thr Ile Ser Ala Asp Lys ;gr Ile Ser Thr

ser

Tyr
100

ser

ser
85

Gly

sapien

Leu

Ile

20

Trp

Tyr

val

ser

Tyr

100

ser

Arg

Tyr

sSer

val

5

ser

val

Pro

Thr

ser

85

Gly

Ala

Ser

Phe

Leu Lys Ala Ser Asp

90

Ile Phe Asp Tyr Trp
105

GlIn

Cys

Arg

Gly

Ile

70

Leu

Ile

Ser

Thr

Pro

150

val

Ser

Lys

Gln

Asp

55

Ser

Lys

Phe

Thr

ser

135

Glu

His

Gly

Gly

Met

40

ser

Ala

Ala

Asp

Lys

Glu

Pro

Thr

Ala

ser

25

Pro

Tyr

Asp

Ser

Tyr

Gly

ser

val

Phe

Glu

10

Gly

Gly

Thr

Lys

ASp

90

Trp

Pro

Thr

Thr

Pro
170

Page 15

Thr Ala Met Tyr

Gly GIn Gly Thr

val

Tyr

Lys

Asn

Ser

75

Thr

Gly

Ser

Ala

val

155

Ala

Lys

ser

Gly

Tyr

60

Ile

Ala

Gln

val

Ala

140

ser

val

Lys

Phe

Leu

45

Ser

Ser

Met

Gly

Phe

125

Leu

Trp

Leu

110

Pro

Ser

30

Glu

Pro

Thr

Tyr

Thr

110

Pro

Gly

Asn

Gln

Ala
Tyr

95

Leu

Gly

15

Thr

Trp

Ser

Ala

Tyr

95

Leu

Leu

Cys

ser

Ser
175

Tyr
80
Cys

val

Tyr

Met

Phe

Tyr

80

Cys

val

Ala

Leu

Gly

160

Ser



Gly

Gly

Lys

Cys

225

Lys

val

TYyr

Glu

His

305

Lys

GIn

Met

Pro

Asn

385

Leu

val

Gln

Leu

Thr

val

210

Pro

Pro

val

vai

Gln

290

Gln

Gly

Pro

Thr

ser

370

TYr

Tyr

Phe

Lys

Tyr
Gln
195
Asp
Ala
Lys
val
Asp
Phe
Asp
Leu

Arg

Asp
Lys
ser
ser

ser
435

Ser

180

Thr

Lys

Pro

AsSp

260

Gly

Asn

Trp

Pro

Glu

340

Asn

Ile

Thr

Lys

Cys

Leu

Leu

Tyr

Thr

Pro

Thr

245

val

val

ser

Leu

Ala

325

Pro

Gln

Ala

Thr

Leu

405

Ser

Ser

ser

Thr

val

val

230

Leu

sSer

Glu

Thr

ASh

310

Pro

GlIn

val

val

Pro

390

Thr

val

Leu

ser

Cys

Glu

215

Ala

Met

His

val

Phe

295

Gly

Ile

val

Ser

Glu

375

Pro

val

Met

Ser

pctib2011053761-seql

val

Asn

200

Arg

Gly

Ile

Glu

His

280

Arg

Lys

Glu

Tyr

Leu

360

Trp

Met

Asp

His

Pro
440

val Thr val Pro Ser

185

val

Lys

Pro

ser

Asp

265

Asn

val

Glu

Lys

Thr

345

Thr

Glu

Leu

Lys

Glu

425

Gly

Asp

Cys

Ser

250

Pro

Ala

val

TYyr

Thr

330

Leu

Cys

Ser

Asp

ser

410

Ala

LyS

Page 16

His

Cys

val

235

Thr

Glu

Lys

ser

Lys

315

Ile

Pro

Leu

Asn

Ser

395

Arg

Leu

Lys

val

220

Phe

Pro

val

Thr

val

300

Cys

ser

Pro

val

Gly

Asp

Trp

His

Pro

205

Glu

Leu

Glu

Gln

Lys

285

Leu

Lys

Lys

Ser

Lys

365

Gin

Gly

Gln

Asn

ser

190

Ser

Cys

Phe

val

Phe

270

Pro

Thr

val

Thr

Pro

Ser

GlIn

His
430

Asn

Asn

Pro

Pro

Thr

255

Asn

Arg

val

Ser

335

Glu

Phe

Glu

Phe

Phe

Thr

Pro

Pro

240

Cys

Trp

Glu

val

Asn

320

Gly

Glu

Tyr

Asn

Phe

400

AsSn

Thr



<210>
<211>
<212>
<213>
<400>

ser Gly
1

<210>
<211>
<212>
<213>
<400>

Gln Asp
1

<210>
<211>
<212>
<213>
<400>
Ala Thr
1

<210>
<211>
<212>
<213>

<400>

Asp Ile
1

Thr Ala
His Trp
Gln Asp

50

Asn Ser
65

Asp Glu

Ala val

34
11
PRT
Homo
34

Asp

35

7
PRT
Homo
35

Lys

36
11
PRT
Homo
36

TYr

37
108
PRT
Homo

37

Glu

Arg

Tyr

35

Lys

Gly

Ala

Phe

sapien

Ash

Ile
5

sapien

Asn

Arg
5

sapien

Thr

Gly
5

sapien

Leu

Ile

20

Gln

Asn

Asn

Asp

Thr

5

Ser

Gln

Arg

Thr

Tyr

85

Gly

Gly

Pro

Phe

GlIn

cys

Lys

Pro

Ala

70

TYyr

Gly

pctib2011053761-seq]

Asp GIn Tyr Ala His
10

Ser

Gly

Pro

Ser

Pro

Ser

55

Thr

Cys

Thr

ser

Pro

Gly

Gly

40

Gly

Leu

Ala

Lys

Leu

Ser

Asp

25

GlIn

Ile

Thr

Thr

Leu
105

Ala
10

val

10

Asn

Ala

Pro

Ile

Tyr
90

val

Ser

Ile

Pro

Glu

Ser

75

Thr

val

Gly

val

Arg

60

Gly

Gly

Thr val Leu

Page 17

Ala

Asp

val

45

Phe

Thr

Phe

Pro

Gln

30

val

Ser

Gln

Gly

Gly

15

Tyr

Ile

Gly

Ala

Ser
95

Gln

Tyr

ser

Glu

80

Leu



<210>
<211>
<212>
<213>

<400>

38
214
PRT
Homo

38

Asp Ile Glu
1

Thr

His

Gln

Asn

65

Asp

Ala

Ala

Ala

Ala

145

val

ser

Tyr

Ala

Ala

Trp

ASp

50

Ser

Glu

val

Ala

Asn

130

val

Glu

Ser

Ser

Pro
210

<210>
<211>
<212>
<213>

Arg

Tyr

35

Lys

Gly

Ala

Phe

Pro

115

Lys

Thr

Thr

Tyr

39
348
DNA
Homo

sapien

Leu

Ile

20

Gln

Asn

Asn

Asp

Ala

val

Thr

Leu

180

Gln

Glu

Thr
5

Ser
Gln
Arg
Thr

Tyr
85

'Gly

val

Thr

Ala

Thr

165

Ser

val

Cys

sapien

Gln

cys

Lys

Pro

Ala

70

Tyr

Gly

Thr

Leu

Leu

Thr

ser

Pro

Ser

Pro

Ser

55

Thr

Cys

Thr

Leu

val

135

Lys

ser

Thr

His

pctib2011053761-seq]

Pro

Gly

Gly

40

Gly

Leu

Ala

Lys

Phe

120

cys

Ala

Lys

Pro

Glu
200

Ser

Asp

25

Gln

Ile

Thr

Thr

Leu

105

Pro

Leu

Asp

Gln

Glu

185

Gly

val

10

Asn

Ala

Pro

Ile

TYyr

90

Thr

Pro

Ile

ser

Ser

170

Gln

ser

Page 18

Ser

Ile

Pro

Glu

Ser

75

Thr

val

Ser

sSer

ser

155

Asn

Trp

Thr

val

Gly

val

Arg

60

Gly

Gly

Leu

Ser

Asp

Pro

Asn

Lys

val

Ala

Asp

val

45

Phe

Thr

Phe

Gly

Glu

125

Phe

val

Lys

Ser

Glu
205

Pro

Gln

30

val

Ser

GIn

Gly

Gln

110

Glu

Tyr

Lys

Tyr

His

190

Lys

Gly

15

Tyr

Ile

Gly

Ala

ser

95

Pro

Leu

Pro

Ala

Ala

175

Arg

Thr

Gln

Ala

Tyr

Ser

Glu

80

Leu

Lys

Gln

Gly

Ser

val



<400> 39
caggtgcaat

agctgcaaag
cctgggaagg
tctccgagcet
cttcaatgga
ggtatttttg
<210>
<211>
<212>
<213>

<400> 40
gatatcgaac

40
324
DNA

tcgtgtagcg
caggcgccag
tttagcggat
gacgaagcgg
ggcggcacga
<210>
<211>
<212>
<213>

<400> 41
caggtgcaat

41
DNA

agctgcaaag
cctgggaagg
tctccgaget
cttcaatgga
ggtatttttg
ggcecategg
ctgggctgec
gctctgacca
ctcagcagceg
gtagatcaca
gagtgcccac
aaacccaagg

gtgagccacg

1326

tggttcagag
gttccggata
gtctcgagtg
ttcagggceca
gcagcctgaa

attattgggg

Homo sapien

tgacccagcec
gcgataatat
ttgttgtgat
ccaacagcgg
attattattg

agttaaccgt

Homo sapien

tggttcagag
gttccggata
gtctcgagtg
ttcagggcca
gcagcctgaa
attattgggg
tcttccecct
tggtcaagga
gcggcgtgea
tagtgaccgt
agcccagcaa
cgtgcccagce
acaccctcat

aagaccccga

pctib2011053761-seq]

cggcgcggaa gtgaaaaaac cgggcgaaag

ttccttttct
gatgggcaag
ggtgactatt
agcgagcgat

ccaaggcacc

gccttcagtg
tggtgatcag
ttatcaggat
caacaccgcg
cgctacttat

ccta

cggcgcggaa
ttecettttct
gatgggcaag
ggtgactatt
agcgagcgat
ccaaggcacc
ggcgeectgce
ctacttcccc
caccttecccg
gcecetecage
caccaaggtg
accacctgtg
gatctcccgg

ggtccagttc

acttattgga
atctatccgg
agcgcggata
acggccatgt

ctggtcaccg

agcgttgceac
tatgctcatt
aagaatcgtc
accctgacca

actggttttg

gtgaaaaaac
acttattgga
atctatccgg
agcgcggata
acggccatgt
ctggtcaccg
tccaggagca
gaaccggtga
gctgtectac
aacttcggca
gacaagacag
gcaggaccgt
acccctgagg

aactggtacg

Page 19

tttcttgggt
gtgatagcta
aaagcattag
attattgtgc

tctcctca

caggtcagac
ggtaccagca
cctcaggeat
ttagcggcac
gttctcttgc

cgggcgaaag
tttcttgggt
gtgatagcta
aaagcattag
attattgtge
tctcctcage
cctccgagag
cggtgtcgtg
agtcctcagg
cccagaccta
ttgagcgcaa
cagtcttect
tcacgtgcgt
tggacggcgt

cctgaaaatt
gcgccagatg
taccaattat
caccgcgtat

gcgtggttat

cgcgegtatce
gaaacccggg
cccggaacge
tcaggcggaa
tgtgtttggc

cctgaaaatt
gcgccagatg
taccaattat
caccgcgtat
gcgtggttat
ctccaccaag
cacagcggcc
gaactcaggc
actctactcc
cacctgcaac
atgttgtgtc
cttcceccca
ggtggtggac
ggaggtgcat

60
120
180
240
300
348

60
120
180
240
300
324

60
120
180
240
300
360
420
480
540
600
660
720
780
840



aatgccaaga
ctcaccgtcg
aaaggcctcc
ccacaggtgt
acctgectgg
cagccggaga
ctctacagea
tccgtgatge
ggtaaa

42

324
DNA

<210>
<211>
<212>
<213> Homo

<400> 42
gatatcgaac

tcgtgtageg
caggcgccag
tttagcggat
gacgaagcgg
ggcggcacga
<210>
<211>
<212>
<213>

<400>

43
116
PRT
Homo

43
Glu val GIn
1

Ser Leu Arg

Ile ser
35

Trp

Gly Lys Ile

50

Gin
65

Gly GlIn

Leu Gln Trp

caaagccacg
tgcaccagga
cagcccccat
acaccctgec
tcaaaggctt
acaactacaa
agctcaccgt

atgaggctct

sapien

tgacccagcec
gcgataatat
ttgttgtgat
ccaacagcgg
attattattg

agttaaccgt

sapien

val
5

Leu

Ile
20

Ser

Trp val

Tyr Pro

val Thr

Ser Ser

85

Gln

Ccys

Arg

Gly

Ile

70

Leu

pctib2011053761-seq]

ggaggagcag
ctggctgaac
cgagaaaacc
cccatcccgg
ctaccccagce
gaccacacct
ggacaagagc

gcacaaccac

gccttcagtg
tggtgatcag
ttatcaggat
caacaccgcg
cgctacttat

ccta

Ser Gly

Lys Gly

Gln Met

40

Asp Ser

55

Ser Ala

Lys Ala

ttcaacagca
ggcaaggagt
atctccaaaa
gaggagatga
gacatcgccg
cccatgctgg
aggtggcagc

tacacacaga

agcgttgceac
tatgctcatt
aagaatcgtc
accctgacca

actggttttg

Glu val

10

Ala

Ser
25

Gly Tyr

Pro Gly Lys

Tyr Thr Asn

ser
75

Asp Lys

Ser Asp Thr

90

Page 20

cgttccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
actccgacgg

aggggaacgt

agagcctctc

caggtcagac
ggtaccagca
cctcaggcat
ttagcggeac

gttctcttge

Lys Lys Pro

Ser Phe Ser

30

Gly Leu Glu

45

Tyr Ser Pro

60

Ser Thr

Ala Met Tyr

ggtcagegtce
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttettc
cttctcatge

cctgtetecg

cgcgegtatce
gaaacccggg
cccggaacgc
tcaggcggaa

tgtgtttggc

Gly Glu

15

Thr Tyr

Trp Met

Ser Phe

Ala Tyr

80

Tyr
95

Cys

900

960
1020
1080
1140
1200
1260
1320
1326

60
120
180
240
300
324



Ala Arg Gly

Thr val Ser

<210>
<211>
<212>
<213>

<400>

115

44
442
PRT
Homo

44

Gilu val Gln

1

ser

Trp

Gln

65

Leu

Ala

Thr

Pro

val

145

Ala

Gly

Gly

Leu

Ile

Lys

50

Gly

Gln

Arg

val

Cys

130

Lys

Leu

Leu

Thr

Arg

Ser

35

Ile

GIn

Trp

Gly

Ser

115

ser

Asp

Thr

Tyr

Gln
195

Tyr Gly Ile Phe As

100

ser

sapien

Leu

Ile

20

Trp

Tyr

val

ser

Tyr

100

Ser

Arg

Tyr

ser

Ser

180

Thr

val

5

Ser

val

Pro

Thr

Ser

85

Gly

Ala

ser

Phe

Tyr

Gln

Cys

Arg

Gly

Ile

70

Leu

Ile

ser

Thr

Pro

150

val

Ser

Thr

Ser

Lys

Gln

Asp

55

Ser

Lys

Phe

Thr

ser

135

Glu

His

Ser

cys

pctib2011053761-seq]

Gly

Gly

Met

40

ser

Ala

Ala

ASp

LyS

Glu

Pro

Thr

val

Asn
200

Ala

ser

25

Pro

Tyr

Asp

Ser

Tyr

105

Gly

ser

val

Phe

val

185

val

Glu

10

Gly

Gly

Thr

Lys

Asp

90

Trp

Pro

Thr

Thr

Pro

170

Thr

val

Tyr

Lys

Asn

ser

75

Thr

Gly

Ser

Ala

val

155

Ala

val

Lys

Ser

Gly

Tyr

60

Ile

Ala

Gln

val

Ala

140

Ser

val

Pro

Asp His Lys

Page 21

Lys

Phe

Leu

45

Ser

Ser

Met

Gly

Phe

125

Leu

Trp

Leu

ser

Pro
205

Pro

Ser

30

Glu

Pro

Thr

Tyr

Thr

110

Pro

Gly

Asn

Gln

ser

190

Ser

Gly

15

Thr

Trp

ser

Ala

Tyr

Leu

Leu

Cys

ser

Ser

175

Asn

Asn

p Tyr Trp Gly GIn Gly Thr Leu val
105 110

Glu

Tyr

Met

Phe

Tyr

80

Cys

val

Ala

Leu

Gly

Ser

Phe

Thr



Lys

Cys

225

Lys

val

Tyr

Gilu

His

305

Lys

Gin

Met

Pro

Asn

385

Leu

val

Gln

val

210

Pro

Pro

val

val

GIn

290

Gln

Gly

Pro

Thr

Ser

370

Tyr

Tyr

Phe

Lys

<210>
<211>
<212>
<213>

<400>

Asp

Ala

Lys

val

AsSp

275

Phe

ASp

Leu

Arg

355

Asp

Lys

Ser

Ser

ser

435

45
108
PRT
Homo

45

Ser Tyr Glu

Lys

Pro

Asp

ASp

Gly

Asn

Trp

Pro

Glu

340

Asn

Ile

Thr

Lys

Cys

Leu

Thr

Pro

Thr

245

val

val

ser

Leu

Ala

325

Pro

Gln

Ala

Thr

Leu

405

ser

Ser

sapien

Leu

Thr

val

val

230

Leu

ser

Glu

Thr

Asn

310

Pro

Gln

val

val

Pro

390

Thr

val

Ley

Gln

Glu

215

Ala

Met

His

val

Phe

295

Gly

Ile

val

Ser

Glu

375

Pro

val

Met

ser

Pro

pctib2011053761-seq]
Arg Lys Cys Cys ggg Glu

Gly

Ile

Glu

His

280

Arg

Lys

Glu

TYyr

Leu

360

Trp

Met

Asp

His

Pro
440

Pro

Pro

Ser

Asp

Asn

val

Glu

Lys

Thr

345

Thr

Glu

Leu

Lys

Glu

425

Gly

Ser

sSer

250

Pro

Ala

val

Tyr

Thr

330

Leu

Cys

Ser

ASp

Ser

410

Ala

Lys

val

235

Thr

Glu

LyS

Ser

Lys

315

Ile

Pro

Leu

Asn

Ser

395

Arg

Leu

Phe

Pro

val

Thr

val

300

Cys

Ser

Pro

val

Gly

Asp

Trp

His

Leu

Glu

Gln

Lys

Leu

Lys

Lys

Ser

Lys

365

GIn

Gly

Gln

Asn

Cys

Phe

val

Phe

270

Pro

Thr

val

Thr

350

Gly

Pro

ser

Gln

His
430

Pro

Pro

Thr

255

Asn

Arg

val

Ser

Phe

Glu

Phe

Pro

Pro

240

Cys

Trp

Glu

val

Asn

320

Gly

Tyr

Asn

Phe

400

Asn

Thr

val ser val Ser Pro Gly GIn

Page 22



Thr Ala
His Trp

Gln Asp
50

Asn Ser
65

Asp Glu
Ala val

<210>
<211>
<212>
<213>

<400>
ser Tyr
1

Thr Ala
His Trp
Gln Asp

50
Asn Ser
65
Asp Glu
Ala val

Ala Ala

Ala Asn
130

Ser

TYyr

Lys

Gly

Ala

Phe

46
214
PRT
Homo

46

Glu

Ser

Tyr

35

Lys

Gly

Ala

Phe

Pro

115

LyS

Ile

20

Gln

Asn

Asn

Asp

Gly

Thr

Gln

Arg

Thr

Tyr

85

Gly

sapien

Leu

Ile

20

Gln

Asn

Asn

Asp

Gly

Ser

Ala

Thr

5

Thr

GlIn

Arg

Thr

Tyr

85

Gly

val

Thr

Cys

Lys

Pro

Ala

70

Tyr

Gly

Gln

Cys

Lys

Pro

Ala

70

Tyr

Gly

Thr

Leu

ser

Pro

Ser

55

Thr

Cys

Thr

Pro

Ser

Pro

Ser

55

Thr

cys

Thr

Leu

val
135

pctib22%1053761—seq1

Gly é?p Asn Ile Gly

Gly
40

Gly
Leu

Ala

Lys

Pro

Gly

Gly

40

Gly

Leu

Ala

Lys

Phe

120

Cys

Gln

Ile

Thr

Thr

Leu
105

Ser

Asp

25

Glin

Ile

Thr

Thr

Leu

105

Pro

Leu

Ser

Pro

Ile

Tyr

90

Thr

val

10

Asn

ser

Pro

Ile

Tyr

20

Thr

Pro

Pro

Glu

Ser

75

Thr

val

Ser

Ile

Pro

Glu

Ser

75

Thr

val

ser

val
Arg
60

Gly

Gly

Leu

val

Gly

val

Arg

60

Gly

Gly

Leu

ser

Ile Ser Asp
140

Page 23

Asp

Leu

45

phe

Thr

Phe

ser

Asp

Leu

45

Phe

Thr

Phe

Gly

Glu

125

Phe

GlIn

30

val

ser

Gln

Gly

Pro

Gln

30

val

ser

Gln

Gly

GlIn

110

Glu

Tyr

15

TYr

Ile

Gly

Ala

ser
95

Gly

15

TYyr

Ile

Gly

Ala

Ser

95

Pro

Leu

Pro

Ala

Tyr

Ser

Met

80

Leu

GIn

Ala

Tyr

ser

Met

80

Leu

Lys

Gln

Gly



Ala val Thr

145

val Glu Thr

Ser ser Tyr

Tyr Ser Cys

195

Ala Pro Thr

210

<210>
<211>
<212>
<213> Homo

<400> 47
gaggtgcaat

47
348
DNA

agctgcaaag
cctgggaagg
tctccgaget
cttcaatgga
ggtatttttg
<210>
<211>
<212>

<213> Homo

<400> 48
agctacgagc

48
324
DNA

acctgcagceg
cagagcceccg
ttcagcggeca
gacgaggccg
ggagggacca
49

1326
DNA

<210>
<211>
<212>
<213> Homo

<400> 49
gaggtgcaat

val

pctib2011053761-seq]

150

Thr Thr
165

Leu Ser

180

GIn val

Glu Cys

sapien

tggttcagag
gttccggata
gtctcgagtg
ttcagggcca
gcagcctgaa

attattgggg

sapien

tgacccagcce
gcgacaacat
tgctggtgat
gcaacagcgg
actactactg

agctgaccgt

sapien

tggttcagag

Ser

cggcgcggaa
ttecttttct
gatgggcaag
ggtgactatt
agcgagcgat

ccaaggcacce

ccccagegtg
cggcgaccag
ctaccaggac
caacaccgcc
cgccacctac

Cccta

cggcgcggaa

155

Pro Ser Lys Gln Ser Asn

170

Leu Thr Pro Glu Gln Trp

185

Thr His Glu Gly Ser Thr
200

gtgaaaaaac
acttattgga
atctatccgg
agcgcggata
acggccatgt
ctggtcaccg

tccgtgagec
tacgcccact
aagaaccggc
accctgacca

accggetteg

gtgaaaaaac

Page 24

Ala Trp Lys Ala Asp Ser Ser Pro val Lys Ala g%%

Asn Lys Tyr Ala Ala

175

Lys Ser His Arg Ser
190

val Glu Lys Thr val

205

cgggcgaaag
tttcttgggt
gtgatagcta
aaagcattag
attattgtgc

tctcctca

ctggccagac
ggtatcagca
ccagcggcat
tcagcggceac

gcagcctggce

cgggcgaaag

cctgaggatt
gcgccagatg
taccaattat
caccgcgtat

gcgtggttat

cgccageatc
gaagcccggce
cccecgagegg
ccaggccatg

cgtgttecggce

cctgaggatt

60
120
180
240
300
348

60
120
180
240
300
324

60



agctgcaaag
cctgggaagg
tctcecgaget
cttcaatgga
ggtatttttg
ggcccategg
ctgggctgec
gctctgacca
ctcagcagcg
gtagatcaca
gagtgcccac
aaacccaagg
gtgagccacg
aatgccaaga
ctcaccgtcg
aaaggcctec
ccacaggtgt
acctgcctog
cagccggaga
ctctacagca
tccgtgatgce
ggtaaa
<210>

<211>

<212>

<213>

<400> 50
agctacgagce

50
642
DNA

acctgcagcg
cagagccccg
ttcagcggca
gacgaggccg
ggagggacca
ccaccctect
ttctaccegg

gtggagacca

gttccggata
gtctcgagtg
ttcagggcca
gcagcctgaa
attattgggg
tctteeccect
tggtcaagga
gcaggcgtgea
tagtgaccgt
agcccagcaa
cgtgcccagce
acaccctcat
aagaccccga
caaagccacg
tgcaccagga
cagcccccat
acaccctgcec
tcaaaggctt
acaactacaa
agctcaccgt

atgaggctct

Homo sapien

tgacccagec
gcgacaacat
tgctggtgat
gcaacagcgg
actactactg
agctgaccgt
ctgaggagct
gagccgtgac

ccacaccctc

pctib2011053761-seql

ttcctttict
gatgggcaag
ggtgactatt
agcgagcgat
ccaaggcacc
gacgccctgce
ctacttcccc
caccttececg
gcectecage
caccaaggtg
accacctgtg
gatctcccegg
ggtccagttc
ggaggagcag
ctggctgaac
cgagaaaacc
cccatccegg
ctaccccagc
gaccacacct
ggacaagagc

gcacaaccac

ccccagegtg
cggcgaccag
ctaccaggac
caacaccgcc
cgccacctac
cctaggtcag
tcaagccaac
agtggcctgg

caaacaaagc

acttattgga
atctatccgg
agcgcggata
acggccatgt
ctggtcaccg
tccaggagca
gaaccggtga
gctgtcctac
aacttcggca
gacaagacag
gcaggaccgt
acccctgagg
aactggtacg
ttcaacagca
ggcaaggagt
atctccaaaa
gaggagatga
gacatcgccg
cccatgetgg
aggtggcagce

tacacacaga

tccgtgagece
tacgcccact
aagaaccggc
accctgacca
accggctteg
cccaaggetg
aaggccacac
aaggcagata

aacaacaagt
Page 25

tttcttgggt
gtgatagcta
aaagcattag
attattgtgc
tctectcage
cctccgagag
cggtgtcgtg
agtcctcagg
cccagaccta
ttgagcgcaa
cagtcttcct
tcacgtgegt
tggacggegt
cgttccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
actccgacgg

aggggaacgt
agagcctctc

ctggccagac
ggtatcagca
ccagcggcat
tcagcggcac
gcagcectggce
cccecteggt
tggtgtgtct
gcagccccgt

acgcggecag

gcgccagatg
taccaattat
caccgcgtat
gcgtggttat
ctccaccaag
cacagcggcc
gaactcaggc
actctactcc
cacctgcaac
atgttgtgtc
cttcceccca
ggtggtggac
ggaggtgcat
ggtcagcgtc
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttette
cttcteatgce

cctgtctecg

cgccagcatc
gaagcccggce
ccccgagegg
ccaggccatg
cgtgttcggce
cactctgttc
cataagtgac

caaggcggga

cagctacctg

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1326

60
120
180
240
300
360
420
480
540



pctib2011053761-seq]
agcctgacgc ctgagcagtg gaagtcccac agaagctaca gctgccaggt cacgcatgaa

gggagcaccg tggagaagac agtggcccct acagaatgtt ca

<210> 51

<211> 108

<212> PRT i
<213> Homo sapien
<400> 51

Ser Tyr Glu Leu Thr GIn Pro Pro Ser val Ser val Ser Pro Gly GlIn
1 5 10 15

Thr Ala ser gée Thr Cys Ser Gly ésp Asn Ile Gly Asp ggn Tyr Ala
5

His Trp ggr GIn GIn Lys Pro Ggy GlIn Ser Pro val Xgl val Ile Tyr
4

Gln Asp Lys Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr GIn Ala Met
65 70 75 80

Asp Glu Ala Asp £§r Tyr Cys Ala Thr ;5r Thr Gly Phe Gly Sgr Leu

Ala val pPhe Gly Gly Gly Thr Lys Leu Thr val Leu

100 105
<210> 52
<211> 214
<212> PRT
<213> Homo sapien
<400> 52

Ser Tyr Glu Leu Thr GIn Pro Pro Ser val Ser val Ser Pro Gly GlIn
1 5 10 15

Thr Ala ser %ge Thr Cys Ser Gly Asp Asn Ile Gly Asp g%n Tyr Ala
25

His Trp §§r Gln Gln Lys Pro ggy Gln Ser Pro val val val Ile Tyr
45

Gln égp LYys Asn Arg Pro Ser Gly Ile Pro Glu ggg Phe Sser Gly Ser
55

Asn Ser Gly Asn Thr Ala Thr Leu Thr ITle Ser Gly Thr Gln Ala Met
65 70 75 80

Page 26

600
642



Asp

Ala

Ala

Ala

Ala

145

val

Ser

Tyr

Glu

val

Ala

Asn

130

val

Glu

ser

Ser

Pro

Ala

Phe

Pro

115

Lys

Thr

Thr

Tyr

Cys

195

Thr

Asp

Gly

Ser

Ala

val

Thr

Leu

180

Gln

Glu

Tyr

85

Gly

val

Thr

Ala

Thr

165

Ser

val

Gly

Thr

Leu

Leu

Thr

Ser

Thr

Leu

val

135

Lys

ser

Thr

His

pctib2011053761-seqi
Ala Thr Tyr Thr Gly Phe

Lys

Phe

120

Cys

Ala

Lys

Pro

Glu
200

Leu

105

Pro

Leu

Asp

Gln

Glu

185

Gly

90

Thr

Pro

Ile

Ser

Ser

170

Gln

ser

val

Ser

Ser

ser

155

Asn

Trp

Thr

Leu

Ser

Asp

Pro

Asn

Lys

val

Gly

Glu

125

Phe

val

Lys

Ser

Glu
205

Gly

Gln

110

Glu

Tyr

Lys

Tyr

His

190

Lys

ser

95

Pro

Leu

Pro

Ala

Ala

175

Arg

Thr

Leu

Lys

Gln

Gly

Ser

val

210

<210>
<211>
<212>
<213> Homo

<400> 53
agctacgagce

53
324
DNA

acctgcagcg
cagagccccg
ttcagcggcea
gacgaggccg
ggagggacca

<210>
<211>
<212>
<213> Homo

<400> 54
agctacgagce

54
642
DNA

acctgcagceg
cagagccccg

ttcagcggca

Cys

sapien

tgacccagcc
gcgacaacat
tggtggtgat
gcaacagcgg
actactactg

agctgaccgt

sapien

tgacccagcec
gcgacaacat
tggtggtgat

gcaacagcgg

ccccagegtg
cggcgaccag
ctaccaggac
caacaccgcc
cgccacctac

ccta

ccccagegtg
cggcgaccag
ctaccaggac

cadcaccgcc

tccgtgagec
tacgcccact
aagaaccggc
accctgacca

accggcttcg

tccgtgagec
tacgcccact
aagaaccggc

accctgacca

Page 27

ctggccagac
ggtatcagca
ccagcggeat
tcagcggcac

gcagectggc

ctggccagac
ggtatcagca
ccagcggcat

tcagcggcac

cgccagceatc
gaagcccggce
ccccgagegg
ccaggccatg

cgtgttcggce

cgccagceatc
gaagcccggce
ccccgagegg

ccaggccatg

60
120
180
240
300
324

60
120
180
240



gacgaggccg
ggagggacca
ccaccctect
ttctacccgg
gtggagacca
agcctgacgc

gggagcaccyg

<210>
<211>
<212>
<213>

<400>

55
11
PRT
Homo

55
ier Thr Tyr

<210>
<211>
<212>
<213> Homo

<400> 56
Asp Ile Glu
1

56
108
PRT

Thr Ala Arg

His Trp Tyr

35

Gln Asp

50

Lys

Asn Ser Gly

65

Asp Glu Ala

Thr val pPhe

<210>
<211>
<212>
<213>

<400>

57
214
PRT
Homo

57

actactactg
agctgaccgt
ctgaggagct
gagccgtgac
ccacaccctce
ctgagcagtg

tggagaagac

sapien

Thr Phe
5

sapien

Thr
5

Leu

Ile
20

Ser

GIn Gln

Asn Arg

Asn Thr

Asp Tyr

85

Gly Gly

sapien

val

Gln
cys
‘Lys
Pro
Ala
70

Tyr

Gly

pctib2011053761-seql

cgccacctac
cctaggtcag
tcaagccaac
agtggcctgg
caaacaaagc
gaagtcccac

agtggccect

Gly Phe

Pro Pro

Ser Gly

Pro Gly

40

ser
55

Gly
Thr Leu
Ser

cys

Thr Lys

Thr

ser

Asp

25

Gln

Ile

Thr

Thr

Leu
105

accggctteg
cccaaggctg
aaggccacac
aaggcagata
aacaacaagt
agaagctaca

acagaatgtt

Thr val

10

val
10

ser

Asn Ile

Ala Pro

Pro Glu

Ile Ser

75

Tyr Thr

90

Thr val

Page 28

gcagcctggce
cccececteggt
tggtgtgtct
gcagccccgt
acgcggceceag
gctgecaggt

ca

val Ala Pro

Gln
30

Gly Asp

val val

45

val

Arg Phe Ser

60

Gly Thr Gln

Phe val Gly

Leu

cgtgttcggc
cactctgttc
cataagtgac
caaggcggga
cagctacctg

cacgcatgaa

Gly Gln

15

Tyr Ala

Ile Tyr
ser

Gly

Glu
80

Ala

Phe Thr

95

300
360
420
480
540
600
642



pctib2011053761-seq]
Asp Ile Glu Leu Thr GIn Pro Pro Ser val Ser val Ala Pro Gly Gln
1 5 10 15

Thr Ala Arg gge Ser Cys Ser Gly ggp Asn Ile Gly Asp Gln Tyr Ala
30

His Trp ;yr GIn Gln Lys Pro ggy Gln Ala Pro val XgT val Ile Tyr
5

Gln égp Lys Asn Arg Pro Ser Gly Ile Pro Glu ggg Phe Ser Gly Ser
55

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Ser Thr Tyr Thr pPhe val Gly Phe Thr

Thr val phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly GIn Pro Lys
100 105 110

Ala Ala Pro Ser val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu GIn
115 120 125

Ala Asn Lys Ala Thr Leu val Cys Leu Ile Ser Asp Phe Tyr Pro Gly
130 135 140

Ala val Thr val Ala Trp Lys Ala Asp Ser Ser Pro val Lys Ala Gly
145 150 155 160

val Glu Thr Thr Thr Pro Ser Lys GIn Ser Asn Asn Lys Tyr Ala Ala
165 170 175

Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser
180 185 190

Tyr Ser Cys Gln val Thr His Glu Gly Ser Thr val Glu Lys Thr val
195 200 205

Ala Pro Thr Glu Cys Ser
210

<210> 58

<211> 324

<212> DNA

<213> Homo sapien

<400> 58
gatatcgaac tgacccagcc gecttcagtg agcgttgeac caggtcagac cgegegtatce 60

tcgtgtageg gcgataatat tggtgatcag tatgctcatt ggtaccagca gaaacccggdg 120

caggcgccag ttgttgtgat ttatcaggat aagaatcgtc cctcaggcat cccggaacgc 180
Page 29



tttagcggat
gacgaagcgg
ggcggcacga
<210>
<211>
<212>
<213> Homo

<400> 59
gatatcgaac

59
642
DNA

tcgtgtageg
caggcgccag
tttagcggat
gacgaagcgg
ggcggcacga
ccaccctect
ttctacccgg
gtggagacca
agcctgacgce

gggagcaccyg

<210>
<211>
<212>
<213>

<400>

60
108
PRT
Homo

60

Ser Tyr Glu

1

Thr Ala ser

His Trp Tyr
35

Gln

Asp Lys
50

Asn
65

ser Gly

Asp Glu Ala

ccaacagcgg
attattattg

agttaaccgt

sapien

tgacccagcc
gcgataatat
ttgttgtgat
ccaacagcgg
attattattg
agttaaccgt
ctgaggagct
gagccgtgac
ccacaccctce
ctgagcagtg
tggagaagac

sapien

Thr G1

5

Leu

Ile Thr

20

Cy

GIn GIn

Ly

Asn Arg Pr

Al
70

Asn Thr

Asp Tyr

85

Ty

pctib2011053761-seql

caacaccgcg
ctctacttat

ccta

gccttcagtg
tggtgatcag
ttatcaggat
caacaccgcg
ctctacttat
cctaggtcag
tcaagccaac
agtggcctgg
caaacaaagc
gaagtcccac

agtggeecct

n Pro Pro

s Ser Gly

s Pro Gly

40

o Ser
55

Gly
a Thr

Leu

r Ccys ser

accctgacca

acttttgttg

agcgttgcac
tatgctcatt
aagaatcgtc
accctgacca
acttttgttg
cccaaggctg
aaggccacac
aaggcagata
aacaacaagt
agaagctaca

acagaatgtt

val
10

ser Ser

Asp Ash Ile

25

GIn Ser Pro

Ile Pro Glu

Thr TIle Ser

75

Thr Tyr Thr

90

Page 30

ttagcggcac

gttttactac

caggtcagac
ggtaccagca
cctcaggcat
ttagcggcac
gttttactac
ccceccteggt
tggtgtgtct
gcagccccgt
acgcggecag
gctgccaggt

ca

val Ser Pro

Gin
30

Gly Asp

val Leu val

45

Arg Phe Ser

60

Gly Thr Gln

val Gly

tcaggcggaa

tgtgtttggc

cgcgegtatc
gaaacccggy
cccggaacgc
tcaggcggaa
tgtgtttggc
cactctgttc
cataagtgac
caaggcggga
cagctacctg

cacgcatgaa

Gly Gln

15

Tyr Ala

Ile Tyr

Gly Ser

Ala Met

80

Phe Thr

95

240
300
324

60
120
180
240
300
360
420
480
540
600
642



Thr val Phe

<210>
<211>
<212>
<213>

<400>

61
214
PRT
Homo

61

Ser Tyr Glu
1

Thr

His

Gln

Asn

65

Asp

Thr

Ala

Ala

Ala

145

val

ser

Tyr

Ala

Ala

Trp

Asp

50

Ser

Glu

val

Ala

Asn

130

val

Glu

ser

Ser

Pro
210

<210>

Ser

Tyr

35

Lys

Gly

Ala

Phe

Pro

115

Lys

Thr

Thr

Tyr

Cys

Thr

62

Gly
100

Gly

sapien

Leu

Ile

20

GlIn

Asn

Asn

Asp

Gly

160

ser

Ala

val

Thr

Leu

180

Gln

Glu

Thr

5

Thr

Gln

Arg

Thr

TYyr

85

Gly

val

Thr

Ala

Thr

165

Ser

val

Cys

Gly

Gln

Cys

LyS

Pro

Ala

70

Tyr

Gly

Thr

Leu

Leu

Thr

ser

Thr

Pro

ser

Pro

ser

55

Thr

Cys

Thr

Leu

val

135

Lys

ser

Thr

His

pctib2011053761-seql
Lys Leu Thr val Leu

Pro

Gly

Gly

40

Gly

Leu

Ser

Lys

Phe

120

cys

Ala

LysS

Pro

Glu
200

105

ser

Asp

25

Glin

Ile

Thr

Thr

Leu

105

Pro

Leu

Asp

Gln

Glu

185

Gly

val

10

AsSn

ser

Pro

Ile

Tyr

90

Thr

Pro

Ile

ser

sSer

170

Gln

Ser

Page 31

Ser

Ile

Pro

Glu

ser

75

Thr

val

Ser

Ser

Ser

155

Asn

Trp

Thr

val

Gly

val

Arg

60

Gly

Phe

Leu

ser

Ash

Lys

val

sSer

Asp

Leu

45

Phe

Thr

val

Gly

Glu

125

Phe

val

Lys

Ser

Glu
205

Pro

Gln

30

val

Ser

Gln

Gly

Gln

110

Glu

Tyr

Lys

Tyr

His

190

Lys

Gly

15

Tyr

Ile

Gly

Ala

Phe

95

Pro

Leu

Pro

Ala

Ala

175

Arg

Thr

Gln
Ala
Tyr
Ser
Met
80

Thr
Lys
Gln
Gly
Gly
Ala

Ser

val



<211>
<212>
<213> Homo

<400> 62
agctacgagc

324
DNA

acctgcageg
cagagccccg
ttcagcggcea
gacgaggccg
ggagggacca

<210> 63
<211> 642
<212> DNA
<213> Homo

<400> 63
agctacgagc

acctgcagceg
cagagcccecg
ttcagcggca
gacgaggccg
ggagggacca
ccaccctect
ttctacccgg
gtggagacca
agcctgacgc

gggagcaccg

<210>
<211>
<212>
<213>

<400>

64
108
PRT
Homo
64
Ser Tyr Glu
1

Thr Ala Ser
His Trp Tyr
35

Gln Asp Lys
50

sapien

tgacccagec
gcgacaacat
tgctggtgat
gcaacagcgg
actactactg

agctgaccgt

sapien

tgacccagcce
gcgacaacat
tgctggtgat
gcaacagcgg
actactactg
agctgaccgt
ctgaggagct
gagccgtgac
ccacaccctc
ctgagcagtg

tggagaagac

sapien

pctib2011053761-seql

ccceagegtg
cggcgaccad
ctaccaggac
caacaccgcc
ctctacttat

ccta

ccccagegtg
cggcgaccag
ctaccaggac
caacaccgcc
ctctacttat
cctaggtcag
tcaagccaac
agtggcctgg
caaacaaagc
gaagtcccac

agtggecccct

tccgtgagec
tacgcccact
aagaaccggc
accctgacca

acttttgttg

tccgtgagece
tacgcccact
aagaaccggc
accctgacca
acttttgttg
cccaaggctg
aaggccacac
aaggcagata
aacaacaagt
agaagctaca

acagaatgtt

Leu Ehr GIln Pro Pro Ser val Ser

10

Ile Thr Cys Ser Gly Asp Asn Ile
20 25

Gln Gln Lys Pro ggy Gln Ser Pro

ctggccagac
ggtatcagca
ccagcggcat
tcagcggcac

gttttactac

ctggccagac
ggtatcagca
ccagcggcat
tcagcggcac
gttttactac
cccecteggt
tggtgtgtct
gcagccecgt
acgcggecag
gctgecaggt

ca

cgccageatc
gaagcccgge
cccegagegg
ccaggccatg

tgtgttcggc

cgccagcatc
gaagcceggce
ccccgagegg

ccaggccatg

tgtgttecgge’

cactctgttc
cataagtgac
caaggcggga
cagctacctg

cacgcatgaa

val Ser Pro g1y Gln

Gly Asp Gln Tyr Ala
30

val val val Ile Tyr

45

Asn Arg Pro ggr Gly Ile Pro Glu Arg Phe Ser Gly Ser

Page 32

60

60
120
180
240
300
324

60
120
180
240
300

360

420
480
540
600
642



Asn Ser Gly

65

Asp Glu Ala

Thr val Phe

<210>
<211>
<212>
<213>

<400>

65
214
PRT
Homo

65

Ser Tyr Glu

1

Thr

His

Gln

Asn

65

Asp

Thr

Ala

Ala

Ala

145

val

ser

Ala

Trp

AsSp

50

ser

Glu

val

Ala

Asn

130

val

Glu

Ser

ser

Tyr

35

LyS

Gly

Ala

Phe

Pro

115

Lys

Thr

Thr

Tyr

Asn

Asp

Gly
100

Thr

Tyr
85

Gly

sapien

Leu

Ile

20

Gin

Asn

Asn

Asp

Ala

vai

Thr

Leu
180

Thr

5

Thr

GIn

Arg

Thr

Tyr

85

Gly

val

Thr

Ala

Thr

165

ser

Ala
70
Tyr

Gly

Gln

Cys

Lys

Pro

Ala

70

Tyr

Gly

Thr

Leu

Trp

Pro

Leu

Thr

Cys

Thr

Pro

ser

Pro

ser

55

Thr

Cys

Thr

Leu

val

135

Lys

Ser

Thr

pctib2011053761-seq]

Leu Thr Ile ;gr Gly Thr GIn Ala Met

Ser

Lys

Pro

Gly

Gly

40

Gly

Leu

Ser

Lys

Phe

120

cys

Ala

Lys

Pro

Thr

Leu
105

Ser

Asp

25

Gln

Ile

Thr

Thr

Leu

105

Pro

Leu

Asp

Gln

Glu
185

Tyr Thr
90

Thr val

val ser
10

Asn Ile

ser Pro

Pro Glu

Ile ser
75

Tyr Thr
90

Thr val

Pro Ser

Ile Ser

Ser Ser
155

ser Asn
170

Gln Trp

Page 33

80

Phe val Gly Phe Thr

Leu

val

Gly

val

Arg

60

Gly

Phe

Leu

ser

Asn

Lys

Ser

AsSp

val

45

Phe

Thr

val

Gly

Glu

125

Phe

val

Lys

Ser

Pro

Gin

30

val

Ser

Gln

Gly

GlIn

110

Glu

TYr

Lys

Tyr

His
190

95

Gly

15

Tyr

Ile

Gly

Ala

Phe

95

Pro

Leu

Pro

Ala

Ala

175

Arg

Gln

Ala

Tyr

Ser

Met

80

Thr

Lys

Gly
Gly
160

Ala

ser



195

pctib2011053761-seql
Tyr Ser Cys GIn val Thr His Glu Gly Ser Thr val Glu Lys Thr val
205

200

~Ala Pro Thr Glu Cys Ser

<210> 66

<211> 324
<212> DNA
<213>

<400> 66
agctacgagc

acctgcagcg
cagagccccyg
ttcagcggca
gacgaggccg
ggagggacca

<210> 67

<211> 642
<212> DNA
<213>

<400> 67
agctacgagc

acctgcagcg
cagagccccg
ttcagcggeca
gacgaggccg
ggagggacca
ccaccctect
ttctaccegg
gtggagacca
agcctgacge

gggagcaccg

<210> 68

<211> 255
<212> PRT
<213>

<400> 68

Homo sapien

tgacccagcc
gcgacaacat
tggtggtgat
gcaacagcgg
actactactg

agctgaccgt

Homo sapien

tgacccagec
gcgacaacat
tggtggtgat
gcaacagcgg
actactactg
agctgaccgt
ctgaggagct
gagccgtgac
ccacaccctce
ctgagcagtg

tggagaagac

Homo sapien

ccccagegtg
cggcgaccag
ctaccaggac
caacaccgcc
ctctacttat

ccta

cceccagegty
cggcgaccag
ctaccaggac
caacaccgcc
ctctacttat
cctaggtcag
tcaagccaac
agtggcctgg
caaacaaagc
gaagtcccac

agtggcccct

tccgtgagec
tacgcccact
aagaaccggc
accctgacca

acttttgttg

tccgtgagec
tacgcccact
aagaaccggc
accctgacca
acttttgttg
cccaaggctg
aaggccacac
aaggcagata
aacaacaagt
agaagctaca

acagaatgtt

ﬁet Gly Asn Ser gys Tyr Asn ITe val Ala Thr

10

Page 34

ctggccagac
ggtatcagca
ccagcggcat
tcagcggceac

gttttactac

ctggccagac
ggtatcagca
ccagcggcat
tcagcggeac
gttttactac
cccecteggt
tggtgtgtct
gcagcccegt
acgcggcecag
gctgeccaggt

ca

cgccageatc
gaagccegge
cccecgagegg
ccaggccatg

tgtgttcggc

cgccagceatce
gaagcccggce
cccecgagegg
ccaggccatg
tgtgttcgge
cactctgttc
cataagtgac
caaggcggga
cagctacctg

cacgcatgaa

Leu Leu Leu Vval Leu

15

120
180
240
300
324

60
120
180
240
300
360
420
480
540
600
042



Asn

Ala

Pro

Cys

65

Thr

Ala

Thr

Lys

Ser

145

Ser

Pro

Ala

Arg

Lys

225

Cys

Phe

Gly

Pro

50

Arg

ser

Gly

Lys

Pro

Ala

Leu

Phe

210

Gln

ser

<210>
<211>
<212>
<213>

<400>

Glu

Thr

35

Asn

Gin

Asn

Cys

Leu

Ala

Arg

Thr
195

ser

Pro

cys

69
330
PRT
Homo

69

Ala Ser Thr

Arg

20

Phe

Ser

Cys

Ala

ser

100

Gly

Ile

val

Asp

Glu

180

Ser

val

Phe

Arg

Thr

Cys

Phe

Lys

Glu

85

Met

Cys

Cys

Asn

Leu

165

Pro

Thr

val

Met

Phe
245

sapien

Lys

Gly

Arg

Asp

Ser

Gly

70

Cys

Cys

Lys

Arg

Gly

Ala

Lys

230

Pro

Pro

ser

Asn

ser

55

val

Asp

Glu

Asp

Pro

135

Thr

Pro

His

Leu

215

Pro

Glu

ser

pctib2011053761-seql
Leu Gln Asp Pro Cys Ser

Asn

40

Ala

Phe

Cys

Gln

cys

120

Trp

Lys

Gly

Ser

Leu

200

Gly

val

Glu

val

25

Arg

Gly

Arg

Thr

cys

Thr

Glu

Ala

Pro

185

Phe

Arg

Gln

Glu

Phe

Asn G1n
Gly GlIn
Thr Arg
75
Pro Gly
90
Cys Lys
Phe Gly
Asn Cys
Arg Asp
Ser Sser
170
Gln Ile
Leu Leu
Lys Lys
Thr Thr
235

Glu Gly
250

Pro Leu

Page 35

Ile

Arg

60

Lys

Phe

GIn

Thr

Ser

140

val

val

Ile

Phe

Leu

220

Gln

Gly

Ala

Cys

45

Thr

Glu

His

Gly

Phe

125

Leu

val

Thr

ser

Phe

205

Leu

Glu

Cys

Pro

Asn

30

ser

Cys

Cys

Cys

Gln

110

Asn

Asp

Cys

Pro

Phe

190

Leu

Tyr

Glu

Glu

Ser

Cys

Pro

Asp

Ser

Leu

95

Glu

Asp

Gly

Gly

Pro

175

Phe

Thr

Ile

Asp

Leu
255

Ser

Pro

Cys

Ile

ser

80

Gly

Leu

Gln

Lys

Pro

160

Ala

Leu

Leu

Phe

Gly

Lys



Ser

Phe

Gly

Leu

65

Tyr

Lys

Pro

Lys

val

145

Tyr

Glu

His

Lys

Gln

225

Met

Pro

Asn

Thr

Pro

val

50

Ser

Ile

val

Ala

Pro

130

val

val

Gln

Gln

Ala

210

Pro

Thr

Ser

TYyr

Ser

Glu

35

His

ser

Cys

Glu

Pro

115

Lys

val

Asp

Tyr

ASD

195

Leu

Arg

Lys

Asp

Lys

Gly

20

Pro

Thr

val

Asn

Pro

100

Glu

AsSp

Asp

Gly

Asn

180

Trp

Pro

Glu

Asn

Ile

260

Thr

Gly

val

Phe

val

val

85

Lys

Leu

Thr

val

val

165

Ser

Leu

Ala

Pro

Gln

245

Ala

Thr

Thr

Thr

Pro

Thr

70

ASh

ser

Leu

Leu

ser

150

Glu

Thr

Asn

Pro

GIn

230

val

val

Pro

Ala

val

Ala

55

val

His

Cys

Gly

Met

135

His

val

Tyr

Gly

Ile

215

val

Ser

Glu

Pro

pct1b28%1053761—seq1

Ala Leu Gly Cys
25

Ser

40

val

Pro

Lys

ASp

Gly

Ile

Glu

His

Arg

LyS

200

Glu

Tyr

Leu

Trp

val

Trp

Leu

ser

Pro

Lys

Pro

Ser

Asp

Asn

val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Asn

Gln

ser

Ser

90

Thr

Ser

Arg

Pro

Ala

170

val

TYyr

Thr

Leu

cys

250

ser

Ser

ser

ser

75

Asn

His

val

Thr

Glu

155

Lys

Ser

Lys

Ile

Pro

235

Leu

AsSn

Leu

Gly

Ser

60

Leu

Thr

Thr

Phe

Pro

140

val

Thr

val

Cys

Ser

220

Pro

val

Gly

Asp Ser Asp

Page 36

val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

Lys

Leu

Lys

205

Lys

ser

Lys

Gln

Gly

Lys

Leu

Leu

Thr

val

Pro

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Arg

Gly

Pro

270

Ser

15

Asp

Thr

Tyr

Gln

Asp

95

Pro

Pro

Thr

Asn

Ser

Lys

Glu

Phe

255

Glu

Phe

Tyr

Ser

Ser

Thr

80

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

240

Tyr

Asn

Phe



275

pctib2011053761-seql

280

285

Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn
290 295 300

val pPhe Ser Cys Ser gag Met His Glu Ala Leu His Asn His Tyr Thr
1

305

315

GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys

<210> 70
<211> 990
<212> DNA
<213>

<400> 70
gcctecacca

ggcacagcgg
tggaactcag
ggactctact
tacatctgca
aaatcttgtg
ccgtcagtct
gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga

cagaagagcc

<210> 71
<211> 326
<212> PRT
<213>

<400> 71

1

325

Homo sapien

agggcccatc
ccetgggetg
gcgcecctgac
ccctcageag
acgtgaatca
acaaaactca
tcctettecce
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctecctt
acgtcttcte

tctcectgte

Homo sapien

ggtcttcccc
cctggtcaag
cagcggcgtg
cgtagtgacc
caagcccagce
cacatgccca
cccaaaaccc
ggacgtgagc
gcataatgcec
cagtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctcegtg

tccgggtaaa

330

ctggcaccct
gactacttcc
cacaccttcc
gtgccctcca
aacaccaagg
ccgtgeccag
aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctceceagecce
gtgtacaccc
ctggtcaaag
gagaacaact
agcaagctca

atgcatgagg

cctccaagag
ccgaaccggt
cggctgtcct
gcagcttggg
tggacaagaa
cacctgaact
tcatgatctc
ctgaggtcaa
c€gcgggagga
aggactggct
ccatcgagaa
tgcceccatce
gcttctatcc
acaagaccac
ccgtggacaa

ctctgcacaa

320

cacctctggg
gacggtgtcg
acagtcctca
cacccagacc
agttgagccc
cctgggggga
ccggaccect
gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcecgtyg
gagcaggtgg

ccactacacg

Ala ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Cys Ser Arg
5 15

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr
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Phe

Gly

Leu

65

TYr

Thr

Pro

Thr

val

145

val

ser

Leu

Ala

Pro

225

GIn

Ala

Thr

Leu

Pro

val

50

Ser

Thr

val

val

Leu

130

Ser

Glu

Thr

Asn

Pro

210

Gln

val

val

Pro

Thr

Glu

35

His

Ser

Cys

Glu

Ala

115

Met

His

val

Phe

val

ser

Glu

Pro

275

val

20

Pro

Thr

val

Asn

Arg

100

Gly

Ile

Glu

His

Arg

Lys

Glu

TYyr

Leu

Asp

val

Phe

val

val

85

Lys

Pro

ser

Asp

Asn

165

val

Glu

Lys

Thr

Thr

245

Glu

Leu

Lys

Thr

Pro

Thr

70

AsSp

Cys

Ser

Arg

Pro

150

Ala

val

Tyr

Thr

Leu

230

cys

Ser

Asp

ser

val

Ala

55

val

His

Cys

val

Thr

135

Glu

Lys

ser

Lys

Ile

215

Pro

Leu

Asn

ser

Arg

pctib2011053761-seq]

Ser Trp Asn Ser Gly Ala
40

val

Pro

Lys

val

Phe

120

Pro

val

Thr

val

Cys

200

Ser

Pro

val

Gly

ASp

280

Trp

25

Leu

Ser

Pro

Glu

105

Leu

Glu

GIn

Lys

Leu

185

Lys

Lys

Ser

Lys

GlIn

265

Gly

Gln

Gln

Ser

Ser

90

Cys

Phe

val

Phe

Pro

170

Thr

val

Thr

Arg

Gly

Pro

Ser

Ser

Asn

75

Asn

Pro

Pro

Thr

Asn

155

Arg

val

Ser

Lys

Glu

235

Phe

Glu

Phe

Ser

60

Phe

Thr

Pro

Pro

Cys

140

Trp

Glu

val

Asn

Gly

Glu

Tyr

Asn

Phe

GIn Gly Asn
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45

Gly

Gly

Lys

Cys

Lys

val

Tyr

Glu

His

Met

Pro

Asn

Leu

285

val

30

Leu

Leu

Thr

val

Pro

110

Pro

val

val

Gln

GlIn

190

Gly

Pro

Thr

Ser

Tyr

270

Tyr

Phe

Thr

Tyr

Gln

Asp

95

Ala

Lys

val

Asp

Phe

175

ASp

Leu

Arg

Lys

ASp

255

Lys

ser

sSer

ser

Ser

Thr

80

Lys

Pro

Asp

Asp

Gly

160

Asn

Trp

Pro

Glu

Asn

240

Ile

Thr

Lys

Cys



290

295

pctib2011053761-seq]
300

Ser val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu
310

305

Ser Leu Ser Pro Gly Lys

<210> 72

<211> 978
<212> DNA
<213>

<400> 72
gcctccacca

agcacagcegg
tggaactcag
ggactctact
tacacctgca
aaatgttgtg
ctcttecccc
gtggtggtgg
gtggaggtgc
gtggtcagcg
aaggtctcca
cagccccgag
caggtcagcc
gagagcaatg
ggctccttct
gtcttctcat
tcecctgtetce
<210> 73

<211> 106
<212>
<213>
<400> 73

PRT .
Homo sapien

325

Homo sapien

agggcccatc
ccctgggetg
gcgctctgac
ccctcageag
acgtagatca
tcgagtgcecc
caaaacccaa
acgtgagcca
ataatgccaa
tcctcaccgt
acaaaggcct
aaccacaggt
tgacctgcect
ggcagccgga
tcctctacag
gctccgtgat

cgggtaaa

ggtcttcecc
cctggtcaag
cagcggcgtg
cgtagtgacc
caagcccagce
accgtgececa
ggacaccctc
cgaagacccc
gacaaagcca
cgtgcaccag
cccagceccecce
gtacaccctg
ggtcaaaggc
gaacaactac
caagctcacc

gcatgaggct

ctggcgecect
gactacttcc
cacaccttcc
gtgccctcca
aacaccaagg
gcaccacctg
atgatctccc
gaggtccagt
€gggaggagc
gactggctga
atcgagaaaa
ccececatecec
ttctacccca
aagaccacac
gtggacaaga

ctgcacaacc

gctccaggag
ccgaaccggt
cggctgtcct
gcaacttcgg
tggacaagac
tggcaggacc
ggacccctga
tcaactggta
agttcaacag
acggcaagga
ccatctccaa
gggaggagat
gcgacatcgce
ctcccatget
gcaggtggca
actacacaca

320

cacctccgag
gacggtgtcg
acagtcctca
cacccagacc
agttgagcgc
gtcagtcttc
ggtcacgtgc
cgtggacggc
cacgttccgt
gtacaagtgc
aaccaaaggg
gaccaagaac
cgtggagtgg
ggactccgac

gcaggggaac
gaagagcctc

Gly Gln Pro Lys Ala Ala Pro Ser val Thr Leu Phe Pro Pro Ser Ser
1 5

15

Glu Glu Leu GIn Ala Asn Lys Ala Thr Leu val Cys Leu gge ser Asp

20

25

Phe Tyr Pro Gly Ala val Thr val Ala Trp Lys Ala Asp Ser Ser Pro
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35

40

val g%s Ala Gly val Glu Ehr Thr Thr Pro Ser

Lys Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr
65 70

5

75

ser His Arg Ser gyr Ser Cys Gln val Thr His
5

Glu Lys Thr val Ala pPro Thr Glu Cys Ser

<210> 74

<211> 318
<212> DNA
<213>

<400> 74
ggtcagccca

gccaacaagg
gcctggaagg
caaagcaaca
tcccacagaa

gcccctacag

100

Homo sapien

aggctgeecc
ccacactggt
cagatagcag
acaagtacgc
gctacagctg
aatgttca

105

ctcggtcact ctgttcccac
gtgtctcata agtgacttct
cccecgtcaag gcgggagtgg
ggccagcagc tacctgagcc

ccaggtcacg catgaaggga
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pctib2011053761—se2;

Lys GIn Ser Asn Asn
60

Pro Glu GIn Trp Lys

80

Glu Gly Ser Thr val
95

cctectctga
acccgggagc
agaccaccac
tgacgcctga
gcaccgtgga

ggagcttcaa
cgtgacagtg
accctccaaa
gcagtggaag
gaagacagtg

120
180
240
300
318



