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<160>8

<210> 1
<211> 8

<212> PRT
<213>No10

<400>1

Gly Arg Thr Phe Ser Ser Tyr Ala

1

<210> 2
<211> 7

<212> PRT
<213>No10

<400>2

5

Ile Ser Trp Ser Gly Gly Ser

1

<210> 3
<211> 14
<212> PRT
<213>No10

<400>3

5

Ala Ala Gly Phe Ser Gly Asn Tyr Tyr Arg Thr

Pro Asp Tyr
1

14
<210> 4
<211> 24
<212> DNA
<213>NoI0
<400> 4
ggacgcacct tcagtagcta cgcc 24
<210> 5
<211> 21
<212> DNA
<213>NoI0
<400> 5
attagctgga gtggtggtag c 21
<210> 6
<211> 42
<212> DNA
<213>No10
<400> 6
gcagctggct ttagtggtaa ttactaccgc acacccgact ac
42
<210> 7
<211> 130
<212> PRT
<213>NoI0
<400> 7
Gln Leu Gln Leu Val Glu Ser Gly
Val Gln Ala Gly
1 5
15
Gly Ser Leu Arg Leu Ser Cys Ala
Arg Thr Phe Ser
20
30
Ser Tyr Ala Met Gly Trp Phe Arg
Gly Lys Glu Arg
35
45
Glu Phe Val Ala Ala Ile Ser Trp
Ser Thr Tyr Tyr
50
60
Thr Asp Ser Val Lys Gly Arg Phe
Arg Asp Asn Ala
65
75
Lys Asn Thr Val Tyr Leu Gln Met
Lys Pro Glu Asp
80
90
Thr Ala Val Tyr Tyr Cys Ala Ala
Gly Asn Tyr Tyr
95
105
Arg Thr Pro Asp Tyr Trp Gly Gln
Val Thr Val Ser
110
120
Ser Glu Pro Lys Thr Pro Lys Pro
125
<210> 8
<211> 390
<212> DNA
<213>NoI0
<400> 8
cagttgcagc tcgtggagtc tgggggagga
ctgggggctc tctgagactc 60
tcctgtgcag cctctggacg caccttcagt
tgggctggtt ccgccaggcet 120
ccagggaagg agcgtgagtt tgtagcggct
gtggtggtag cacatactat 180
acagactccg tgaagggccg attcaccatc
acgccaagaa cacggtgtat 240
ctgcaaatga acagcctgaa acctgaggac
attactgtgc agctggcttt 300
agtggtaatt actaccgcac acccgactac
ggacccaggt caccgtctcc 360
tcagaaccca agacaccaaa accacaagac

390

5

10

Leu
10

Ala Ser Gly
25

Gln Ala Pro
40

Ser
55

Thr TIle Asn
70

Asn Ser Leu
85

Gly Phe Ser

100

Thr Gln

115

Gln Asp

130

ttggtgcagg
agctacgcca
attagctgga
aacagagaca

acggccgttt

tggggccagg



