X20958SequencelistingST25
SEQUENCE LISTING

<110> EIli Lilly and Company
<120> ANTI-TIM-3 ANTIBODIES
<130> X20958

<150> 62/379343
<151> 2016-08-25

<150> 62/469753
<151> 2017-03-10

<160> 40

<170> PatentIn version 3.5

<210> 1

<211> 130

<212> PRT

<213> Homo sapiens

<400> 1

Met Phe Ser His Leu Pro Phe Asp Cys Val Leu Leu Leu Leu Leu Leu
1 5 10 15

Leu Leu Thr Arg Ser Ser Glu Val Glu Tyr Arg Ala Glu Val Gly Gln
20 25 30

Asn Ala Tyr Leu Pro Cys Phe Tyr Thr Pro Ala Ala Pro Gly Asn Leu
35 40 45

Val Pro Val Cys Trp Gly Lys Gly Ala Cys Pro Val Phe Glu Cys Gly
50 55 60

Asn Val Val Leu Arg Thr Asp Glu Arg Asp Val Asn Tyr Trp Thr Ser
65 70 75 80

Arg Tyr Trp Leu Asn Gly Asp Phe Arg Lys Gly Asp Val Ser Leu Thr
85 90 95

Ile Glu Asn Val Thr Leu Ala Asp Ser Gly Ile Tyr Cys Cys Arg Ile
100 105 110
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X20958SequencelistingST25

Gln Ile Pro Gly Ile Met Asn Asp Glu Lys Phe Asn Leu Lys Leu Val
115 120 125

Ile Lys
130

<210> 2

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 2

Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Tyr Met Ser
1 5 10

<210> 3

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 3
Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<210> 4

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 4

Ala Arg Tyr Ala Arg Thr Ala Phe Asp Leu
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1 5 10

<210> 5

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 5

Gln Ala Ser Gln Asp Ile Tyr Asn Tyr Leu Asn
1 5 10

<210> 6

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 6

Tyr Ala Ala Ser Ser Leu Gln Ser
1 5

<210> 7

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 7

Gln Gln Ala Asn Ser Phe Pro Pro Thr
1 5

<210> 8

<211> 117

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct
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<400>

8

Glu Val Gln

1

Ser

Tyr

Ser

Lys

65

Leu

Ala

Val

Leu

Met

Ala

50

Gly

Gln

Arg

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9
1
p

Arg

Ser

35

Ile

Arg

Met

Tyr

Val
115

o7
RT

Leu

Leu

20

Trp

Ser

Phe

Asn

Ala

100

Ser

Leu

Ser

Val

Gly

Thr

Ser

85

Arg

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Thr

X20958SequencelListingST25

Ser Gly

Ala Ala

Gln Ala

40

Gly Gly

55

Ser Arg

Arg Ala

Ala Phe

Artificial Sequence

Synthetic Construct

9

Gly

Ser

25

Pro

Ser

Asp

Glu

Asp
105

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Leu

Leu

Phe

Lys

Tyr

Ser

75

Thr

Trp

Val

Thr

Gly

Tyr

60

Lys

Ala

Gly

Gln

Phe

Leu

45

Ala

Asn

Val

Gln

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Thr

Gly

Tyr

Val

Val

Tyr

80

Cys

Leu

Asp Ile Val Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

10

15

Asp Gly Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Tyr Asn Tyr

20

25

Page 4
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Leu

Tyr

Ser

65

Glu

Thr

Asn Trp
35

Ala Ala

50

Gly Ser

Asp Phe

Phe Gly

<210> 10
<211> 447
<212> PRT

<213>

<220>

<223>

<400> 10

Glu
1

Ser

Tyr

Ser

Lys

65

Leu

Val Gln

Leu Arg

Met Ser
35

Ala Ile
50

Gly Arg

Gln Met

Tyr Gln

Ser Ser

Gly Thr

Ala Thr

85

Gln Gly
100

Leu Leu

Leu Ser

20

Trp Val

Ser Gly

Phe Thr

Asn Ser

Gln

Leu

Asp

70

Tyr

Thr

Glu

Cys

Arg

Ser

Ile

70

Leu

Lys

Gln

55

Phe

Tyr

Lys

Artificial Sequence

Synthetic Construct

Ser

Ala

Gln

Gly

55

Ser

Arg

X20958SequencelListingST25

Pro Gly Lys Ala Pro Lys Leu

40

Ser

Thr

Cys

Leu

Gly

Ala

Ala

40

Gly

Arg

Ala

Gly

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Ser

Asp

Glu

45

Val Pro Ser Arg Phe

60

Thr Ile Ser Ser Leu

75

Gln Ala Asn Ser Phe

90

Ile Lys

Gly Leu
10

Gly Phe

Gly Lys

Thr Tyr

Asn Ser

75

Asp Thr
Page 5

Val

Thr

Gly

Tyr

60

Ala

Gln

Phe

Leu

45

Ala

Asn

Val

Pro

Ser

30

Glu

Asp

Thr

Tyr

Leu

Ser

Gln

Pro
95

Gly

15

Ser

Trp

Ser

Leu

Tyr

Ile

Gly

Pro

80

Pro

Gly

Tyr

Val

Val

Tyr

80

Cys



Ala

Val

Ala

Leu

145

Gly

Ser

Leu

Thr

Thr

225

Phe

Pro

Val

Thr

Arg

Thr

Pro

130

Val

Ala

Gly

Gly

Lys

210

Cys

Leu

Glu

Lys

Lys

Tyr

Val

115

Ser

Lys

Leu

Leu

Thr

195

Val

Pro

Phe

Val

Phe

275

Pro

Ala

100

Ser

Ser

Asp

Thr

Tyr

180

Gln

Asp

Pro

Pro

Thr

260

Asn

Arg

85

Arg

Ser

Lys

Tyr

Ser

165

Ser

Thr

Lys

Cys

Pro

245

Cys

Trp

Glu

Thr

Ala

Ser

Phe

150

Gly

Leu

Tyr

Arg

Pro

230

Lys

Val

Tyr

Glu

Ala

Ser

Thr

135

Pro

Val

Ser

Ile

Val

215

Ala

Pro

Val

Val

Gln

X20958SequencelistingST25

Phe

Thr

120

Ser

Glu

His

Ser

Cys

200

Glu

Pro

Lys

Val

Asp

280

Tyr

Asp

105

Lys

Gly

Pro

Thr

Val

185

Asn

Pro

Glu

Asp

Asp

265

Asn

90

Leu Trp

Gly Pro

Gly Thr

Val Thr
155

Phe Pro
170

Val Thr

Val Asn

Lys Ser

Ala Glu

235

Thr Leu
250

Val Ser

Val Glu

Ser Thr
Page 6

Gly

Ser

Ala

140

Val

Ala

Val

His

Cys

220

Met

His

Val

Tyr

Gln

Val

125

Ala

Ser

Val

Pro

Lys

205

Asp

Ala

Ile

Glu

His

285

Arg

Gly

110

Phe

Leu

Trp

Leu

Ser

190

Pro

Lys

Pro

Ser

Asp

270

Asn

Val

95

Thr

Pro

Gly

Asn

Gln

175

Ser

Ser

Thr

Ser

Arg

255

Pro

Ala

Val

Leu

Leu

Cys

Ser

160

Ser

Ser

Asn

His

Val

240

Thr

Glu

Lys

Ser



Val

305

Cys

Ser

Pro

Val

Gly

385

Asp

Trp

His

290

Leu

Lys

Lys

Ser

Lys

370

Gln

Gly

Gln

Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Thr

Val

Ala

Arg

355

Gly

Pro

Ser

Gln

His

435

11
214
PRT

Val

Ser

Lys

340

Glu

Phe

Glu

Phe

Gly

420

Tyr

Leu

Asn

325

Glu

Tyr

Asn

Phe

405

Asn

Thr

His

310

Lys

Gln

Met

Pro

Asn

390

Leu

Val

Gln

295

Gln

Ala

Pro

Thr

Ser

375

Tyr

Tyr

Phe

Lys

Artificial Sequence

Synthetic Construct

11

X20958SequencelListingST25

Asp

Leu

Arg

Lys

360

Asp

Lys

Ser

Ser

Ser
440

Trp

Pro

Glu

345

Asn

Ile

Thr

Lys

Cys

425

Leu

Leu

Ser

330

Pro

Gln

Ala

Thr

Leu

410

Ser

Ser

Asn

315

Ser

Gln

Val

Val

Pro

395

Thr

Val

Leu

300

Gly

Ile

Val

Ser

Glu

380

Pro

Val

Met

Ser

Lys

Glu

Tyr

Leu

365

Trp

Val

Asp

His

Pro
445

Glu

Lys

Thr

350

Thr

Glu

Leu

Lys

Glu
430

Tyr

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Ala

Lys

320

Ile

Pro

Leu

Asn

Ser

400

Arg

Leu

Asp Ile Val Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

10
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Asp

Leu

Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Gly

Asn

Ala

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

Trp

35

Ala

Ser

Phe

Gly

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

Thr

20

Tyr

Ser

Gly

Ala

Gln

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Gln

Ser

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Thr

Gln

Leu

Asp

70

Thr

Phe

Val

150

Gln

Ser

His

Cys

Cys

Lys

Gln

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

X20958SequencelListingST25

Gln Ala Ser Gln Asp Ile

Pro

40

Ser

Thr

Cys

Leu

Pro

120

Leu

Asn

Ser

Ala

Gly
200

25

Gly

Gly

Leu

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Lys Ala

Val Pro

Thr Ile
75

Gln Ala
90

Ile Lys

Asp Glu

Asn Phe

Leu Gln

155

Asp Ser
170

Tyr Glu

Ser Ser

Page 8

Pro

Ser

60

Ser

Asn

Arg

Gln

Tyr

140

Ser

Thr

Pro

Lys

45

Arg

Ser

Ser

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Tyr

30

Leu

Phe

Leu

Phe

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Asn

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser



<210>
<211>
<212>
<213>

12
1341
DNA

<220>
<223>

<400> 12
gaggtgcagc

agctgecgcetg
ccaggtaaag
gcggattcag
ctccagatga
cggaccgcct
aagggcccat
gccctgggct
ggcgcactga
tccctcagca
aacgtgaatc
gacaaaactc
ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaagtca
tgggagagca

gacggctcct

tgttggagtc
cgagcgggtt
gacttgagtg
tcaagggaag
actcgctgcg
tcgacttgtg
cggtcttccc
gcctggtcaa
ccagcggegt
gcgtggtgac
acaagcccag
acacatgccc
ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg

atgggcagcc

tcttcctcta

X20958SequencelistingST25

Artificial Sequence

Synthetic Construct

tggcggages
tactttctcg
ggtgtccgct
attcactatc
ggcagaagat
gggtcaggga
cctggcaccc
ggactacttc
gcacaccttc
cgtgccctcec
caacaccaag
accgtgccca
caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccatcc
ggtgtacacc
cctggtcaaa
ggagaacaac

ttccaagctc

ctggtgcagc
tcgtactata
atctcaggca
tcgcgcgaca
acggccgtgt
accctggtca
tcctccaaga
cccgaaccgg
ccggectgtcc
agcagcttgg
gtggacaaga
gcacctgaag
ctcatgatct
cctgaggtca
ccgegeggags
caagactggc
tccatcgaga
ctgcccccat
ggcttctatc
tacaagacca

accgtggaca

Page 9

cgggaggeag
tgtcgtgggt
gcggaggatc
attccaagaa
actactgtgc
ctgtctcctc
gcacctctgg
tgacggtgtc
tacagtcctc
gcacccagac
gagttgagcc
ccgagggesc
ccecggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
ccecgggagga
ccagcgacat

cgcctceccegt

agagcaggtg

cctcaggctg
gagacaagca
cacctactac
caccctgtac
ccgctacgcc
agctagcacc
gggcacagceg
gtggaactca
aggactctac
ctacatctgc
caaatcttgt
accgtcagtc
tgaggtcaca
gtatgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag

gctggactcc

gcagcagges

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260



X20958SequencelistingST25
aacgtcttct catgctccgt gatgcatgag gctctgcaca accactacac gcagaagagc

ctctccctgt ctccgggcaa a

<210> 13
<211> 642
<212> DNA
<213>
<220>
<223>
<400> 13
gacatcgtga
attacctgtc
gggaaagccc
cgcttttccg
gaggacttcg
ggcaccaagc
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgc
<210> 14
<211> 13
<212> PRT
<213>
<220>
<223>
<400> 14

tgactcaaag
aagcatccca
cgaagctgct
gatcggggag
cgacttacta
tcgaaatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Artificial Sequence

Synthetic Construct

cccttcaagc
agacatctac
gatctacgcc
cggaacggat
ttgccagcag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

Artificial Sequence

Synthetic Construct

ctctcggcegt
aactacttga
gcctcctcac
ttcactctga
gctaactcgt
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

cagtcggtga
attggtacca
ttcagagcgg
ccatctcgtc
tcccgeccac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gt

Ala Ala Ser Gly Phe Ser Phe Ser Ser Phe Tyr Phe Ser

1

<21e> 15

5

10

Page 10

tggcgtgacc
gcagaagcca
agtgccatcc
gctgcaaccg
tttcggacag
cttcccgcca
taacttctat
taactcccag
caccctgacg

ccatcagggc

1320

1341

60

120

180

240

300

360

420

480

540

600

642



X20958SequencelistingST25
<211> 17
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 15

Ala Ile Ser Gly Asn Gly Arg Ser Thr Tyr Tyr Ala Asp Ser Val Lys
1 5 10 15

Gly

<21e> 16

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 16

Ala Arg Tyr Tyr Asn Thr Gly Phe Asp Leu
1 5 10

<21e> 17

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 17

Gln Ala Ser Glu Ala Ile Tyr Gly Tyr Leu Asn
1 5 10

<21e> 18

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct
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<400> 18

Tyr Ala Ala Ser Ser Leu Pro Ile
1 5

<21e> 19

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 19
Gln Gln Ala Tyr Gly Phe Pro Pro Thr
1 5

<21e> 20
<211> 117
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 20
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Phe
20 25 30

Tyr Phe Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Asn Gly Arg Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
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X20958SequencelistingST25
85 90 95

Ala Arg Tyr Tyr Asn Thr Gly Phe Asp Leu Trp Gly Gln Gly Thr Leu
100 105 110

Val Thr Val Ser Ser
115

<21e> 21

<211> 107

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 21

Asp Ile Val Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Gly Val Thr Ile Thr Cys Gln Ala Ser Glu Ala Ile Tyr Gly Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu Pro Ile Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ala Tyr Gly Phe Pro Pro
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 22
<211> 447
<212> PRT
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<213>

<220>
<223>

<400>

Artificial Sequence

Synthetic Construct

22

Glu Val Gln

1

Ser

Tyr

Ser

Lys

65

Leu

Ala

Val

Ala

Leu

145

Gly

Ser

Leu

Phe

Ala

50

Gly

Gln

Arg

Thr

Pro

130

Val

Ala

Gly

Arg

Ser

35

Ile

Arg

Met

Tyr

Val

115

Ser

Lys

Leu

Leu

Leu

Leu

20

Trp

Ser

Phe

Asn

Tyr

100

Ser

Ser

Asp

Thr

Tyr

Leu

Ser

Val

Gly

Thr

Ser

85

Asn

Ser

Lys

Tyr

Ser

165

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Thr

Ala

Ser

Phe

150

Gly

Leu

Ser

Ala

Gln

Gly

55

Ser

Arg

Gly

Ser

Thr

135

Pro

Val

Ser

X20958SequencelListingST25

Gly

Ala

Ala

40

Arg

Arg

Ala

Phe

Thr

120

Ser

Glu

His

Ser

Gly

Ser

25

Pro

Ser

Asp

Glu

Asp

105

Lys

Gly

Pro

Thr

Val

Gly Leu
10

Gly Phe

Gly Lys

Thr Tyr

Asn Ser
75

Asp Thr
90

Leu Trp

Gly Pro

Gly Thr

Val Thr
155

Phe Pro
170

Val Thr
Page 14

Val

Ser

Gly

Tyr

60

Ala

Gly

Ser

Ala

140

Val

Ala

Val

Gln

Phe

Leu

45

Ala

Asn

Val

Gln

Val

125

Ala

Ser

Val

Pro

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly

110

Phe

Leu

Trp

Leu

Ser

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Thr

Pro

Gly

Asn

Gln

175

Ser

Gly

Phe

Val

Val

Tyr

80

Cys

Leu

Leu

Cys

Ser

160

Ser

Ser



Leu

Thr

Thr

225

Phe

Pro

Val

Thr

Val

305

Cys

Ser

Pro

Val

Gly

Gly

Lys

210

Cys

Leu

Glu

Lys

Lys

290

Leu

Lys

Lys

Ser

Lys

370

Gln

Thr

195

Val

Pro

Phe

Val

Phe

275

Pro

Thr

Val

Ala

Arg

355

Gly

Pro

180

Gln

Asp

Pro

Pro

Thr

260

Asn

Arg

Val

Ser

Lys

340

Glu

Phe

Glu

Thr

Lys

Cys

Pro

245

Cys

Trp

Glu

Leu

Asn

325

Gly

Glu

Tyr

Asn

Tyr

Arg

Pro

230

Lys

Val

Tyr

Glu

His

310

Lys

Gln

Met

Pro

Asn

Ile

Val

215

Ala

Pro

Val

Val

Gln

295

Gln

Ala

Pro

Thr

Ser

375

Tyr

X20958SequencelistingST25

Cys

200

Glu

Pro

Lys

Val

Asp

280

Tyr

Asp

Leu

Arg

Lys

360

Asp

Lys

185

Asn

Pro

Glu

Asp

Asp

265

Gly

Asn

Trp

Pro

Glu

345

Asn

Ile

Thr

Val Asn

Lys Ser

Ala Glu
235

Thr Leu
250

Val Ser

Val Glu

Ser Thr

Leu Asn

315

Ser Ser

330

Pro Gln

Gln Val

Ala val

Thr Pro
Page 15

His

Cys

220

Met

His

Val

Tyr

300

Gly

Ile

Val

Ser

Glu

380

Pro

Lys

205

Asp

Ala

Ile

Glu

His

285

Arg

Lys

Glu

Tyr

Leu

365

Trp

Val

190

Pro

Lys

Pro

Ser

Asp

270

Asn

Val

Glu

Lys

Thr

350

Thr

Glu

Leu

Ser

Thr

Ser

Arg

255

Pro

Ala

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Asn

His

Val

240

Thr

Glu

Lys

Ser

Lys

320

Ile

Pro

Leu

Asn

Ser



X20958SequencelListingST25
385 390 395 400

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg
405 410 415

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
420 425 430

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 23

<211> 214

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 23
Asp Ile Val Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Gly Val Thr Ile Thr Cys Gln Ala Ser Glu Ala Ile Tyr Gly Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ala Ala Ser Ser Leu Pro Ile Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ala Tyr Gly Phe Pro Pro
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Page 16



Val
115

Pro Ser

Thr Ala

130

Ser

Lys Val Gln

145

Glu Ser Val

Ser Thr Leu

Ala Glu

195

Cys

Phe Asn

210

Arg

<210>
<211>
<212>
<213>

24
1341
DNA

<220>
<223>

<400> 24
gaggtgcagc

tcctgtgeceg
cccggcaagg
gccgacagtg
ctgcagatga
aataccgggt

aagggcccat

Phe Ile

Val

Val

Trp Lys

Phe

Val

X20958SequencelistingST25

Pro
120

Leu Leu

135

Asp Asn

150

Thr Glu

165

Thr
180

Leu

Val Thr

Gly Glu

tgctggaatc
cttctggcectt
gactggagtg
tgaaaggcag
actctctgcg
tcgatctgtg

cggtcttccc

Gln

Ser

His

Asp Ser

Lys Ala

Gln Gly

200

Cys

Artificial Sequence

Synthetic Construct

cggaggagga
cagtttttct
ggtctctgca
gtttaccatt
agccgaagac
gggacagggc

cctggcaccc

Asn Asn Phe

Ala Gln

155

Leu

Lys Asp Ser

170

Asp Glu

185

Tyr

Leu Ser Ser

ctggtccagc
agtttctatt
atcagcggca
agccgggaca
actgccgtgt
accctggtga

tcctccaaga

Page 17

Pro Ser Asp Glu Gln Leu Lys

125

Tyr Pro

140

Arg

Ser Gly Asn

Thr Tyr Ser

His Lys

190

Val
205

Pro Thr

caggaggcag
tttcctgggt
acgggcecgttc
actcaaagaa
actattgcgc
cagtctcatc

gcacctctgg

Ser Gly

Glu

Ala

Gln
160

Ser

Leu Ser

175

Val Tyr

Lys Ser

cctgcgactg
gcggeaggcet
tacatactat
tacactgtac
ccggtattat

tgctagcacc

gggcacagcg

60

120

180

240

300

360

420



gccctgggct
ggcgcactga
tccctcagca
aacgtgaatc
gacaaaactc
ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaagtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
<210>
<211>

<212>
<213>

25
642
DNA

<220>
<223>

<400> 25
gacatcgtga

atcacatgcc
gggaaagccc
aggttctctg

gaggatttcg

gcctggtcaa
ccagcggcegt
gcgtggtgac
acaagcccag
acacatgccc
ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt

ctccgggcaa

tgacccagtc
aggcctctga
ccaagctgct
ggagtggatc

ctacttacta

X20958SequencelistingST25

ggactacttc
gcacaccttc
cgtgccctcc
caacaccaag
accgtgccca
caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccatcc
ggtgtacacc
cctggtcaaa
ggagaacaac
ttccaagctc
gatgcatgag

a

Artificial Sequence

Synthetic Construct

cccaagctcc
agccatctac
gatctatgcc
aggcacagac

ttgccagcag

cccgaaccgg
ccggctgtcc
agcagcttgg
gtggacaaga
gcacctgaag
ctcatgatct
cctgaggtca
ccgegeggags
caagactggc
tccatcgaga
ctgcccccat
ggcttctatc
tacaagacca
accgtggaca

gctctgcaca

ctgagcgcca
ggctatctga
gcttctagtc
tttactctga

gcttatgggt

Page 18

tgacggtgtc
tacagtcctc
gcacccagac
gagttgagcc
ccgagggesc
ccecggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
ccecgggagsga
ccagcgacat
cgcctceccegt
agagcaggtg

accactacac

gcgtgggaga
attggtacca
tgccgatcgg
ccatttcaag

tcccccctac

gtggaactca
aggactctac
ctacatctgc
caaatcttgt
accgtcagtc
tgaggtcaca
gtatgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagges

gcagaagagc

cggcgtcacc
gcagaagcca
agtgcccagt
cctgcagcect

atttgggcag

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1341

60

120

180

240

300



ggaactaaac
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgc
<210> 26

<211> 13

<212> PRT

<213>

<220>
<223>

<400> 26

tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

X20958SequencelistingST25

gcgaactgtg
tggaactgcc
gtggaaggtyg
cagcaaggac
gaaacacaaa

gagcttcaac

Artificial Sequence

Synthetic Construct

gctgcaccat ctgtcttcat
tctgttgtgt gcctgctgaa
gataacgccc tccaatcggg
agcacctaca gcctcagcag

gtctacgcct gcgaagtcac

aggggagagt gt

Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Tyr Met Ser

1

<210> 27
<211> 17
<212> PRT
<213>

<220>
<223>

<400> 27

5

Artificial Sequence

Synthetic Construct

10

cttcccgcca
taacttctat
taactcccag
caccctgacg

ccatcagggc

Ala Ile Ser Gly Asn Gly Lys Ser Thr Tyr Tyr Ala Asp Ser Val Lys

1

Gly

<210> 28
<211> 10
<212> PRT
<213>

<220>
<223>

5

Artificial Sequence

Synthetic Construct

10

Page 19

15

360

420

480

540

600

642



X20958SequencelistingST25
<400> 28

Ala Arg Tyr Tyr Asn Thr Gly Phe Asp Leu
1 5 10

<21e> 29

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 29

Gln Ala Ser Gln Asp Ile Tyr Asn Tyr Leu Asn
1 5 10

<21e> 30

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 30

Tyr Tyr Ala Ser Ser Ile Val Ser
1 5

<21e> 31

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Construct

<400> 31

Gln Gln Ala Asn Ser Phe Pro Pro Thr
1 5

<210> 32
<211> 117
<212> PRT

Page 20



Artificial Sequence

Synthetic Construct

Leu

Leu

20

Trp

Ser

Phe

Asn

Tyr

100

Ser

Leu

Ser

Val

Gly

Thr

Ser

85

Asn

Ser

Glu

Cys

Arg

Asn

Ile

70

Leu

Thr

Ser

Ala

Gln

Gly

55

Ser

Arg

Gly

Artificial Sequence

Synthetic Construct

<213>

<220>

<223>

<400> 32

Glu Val Gln

1

Ser Leu Arg

Tyr Met Ser
35

Ser Ala Ile

50

Lys Gly Arg

65

Leu Gln Met

Ala Arg Tyr

Val Thr Val
115

<210> 33

<211> 107

<212> PRT

<213>

<220>

<223>

<400> 33

X20958SequencelistingST25

Gly

Ala

Ala

40

Lys

Arg

Ala

Phe

Gly

Ser

25

Pro

Ser

Asp

Glu

Asp
105

Gly

10

Gly

Thr

Asn

Asp

90

Leu

Leu

Phe

Lys

Tyr

Ser

75

Thr

Trp

Val

Thr

Gly

Tyr

60

Ala

Gly

Gln

Phe

Leu

45

Ala

Asn

Val

Gln

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Thr

Gly

Tyr

Val

Val

Tyr

80

Cys

Leu

Asp Ile Val Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

10

Page 21

15



Asp

Leu

Tyr

Ser

65

Glu

Thr

Gly

Asn

Tyr

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Val

Trp

35

Ala

Ser

Phe

Gly

34
447
PRT

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Ile

Gln

Ser

Thr

Thr

85

Gly

Thr

Gln

Ile

Asp

70

Thr

Cys

Lys

Val

55

Phe

Lys

Artificial Sequence

Synthetic Construct

34

Glu Val Gln

1

Ser Leu Arg

Tyr Met Ser

35

Ser Ala Ile

50

Lys Gly Arg

Leu

Leu

20

Trp

Ser

Phe

Leu

Ser

Val

Gly

Thr

Glu

Cys

Arg

Asn

Ile

Ser

Ala

Gln

Gly

55

Ser

X20958SequencelListingST25

Gln Ala Ser Gln Asp Ile Tyr

Pro

40

Ser

Thr

Cys

Leu

Gly

Ala

Ala

40

Lys

Arg

25

Gly

Gly

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Ser

Asp

30

Lys Ala Pro Lys Leu

45

Val Pro Ser Arg Phe

60

Thr Ile Ser Ser Leu

75

Gln Ala Asn Ser Phe

90

Ile Lys

Gly Leu Val
10

Gly Phe Thr

Gly Lys Gly

Thr Tyr Tyr
60

Asn Ser Lys
Page 22

Gln

Phe

Leu

45

Ala

Asn

Pro

Ser

30

Glu

Asp

Thr

Asn

Leu

Ser

Gln

Pro
95

Gly

15

Ser

Trp

Ser

Leu

Tyr

Ile

Gly

Pro

80

Pro

Gly

Tyr

Val

Val

Tyr



65

Leu

Ala

Val

Ala

Leu

145

Gly

Ser

Leu

Thr

Thr

225

Phe

Pro

Val

Gln

Arg

Thr

Pro

130

Val

Ala

Gly

Gly

Lys

210

Cys

Leu

Glu

Lys

Met

Tyr

Val

115

Ser

Lys

Leu

Leu

Thr

195

Val

Pro

Phe

Val

Phe

Asn

Tyr

100

Ser

Ser

Asp

Thr

Tyr

180

Gln

Asp

Pro

Pro

Thr

260

Asn

Ser

85

Asn

Ser

Lys

Tyr

Ser

165

Ser

Thr

Lys

Cys

Pro

245

Cys

Trp

70

Leu

Thr

Ala

Ser

Phe

150

Gly

Leu

Tyr

Arg

Pro

230

Lys

Val

Tyr

Arg

Gly

Ser

Thr

135

Pro

Val

Ser

Ile

Val

215

Ala

Pro

Val

Val

X20958SequencelistingST25

Ala

Phe

Thr

120

Ser

Glu

His

Ser

Cys

200

Glu

Pro

Lys

Val

Asp

Glu

Asp

105

Gly

Pro

Thr

Val

185

Asn

Pro

Glu

Asp

Asp

265

Gly

75

Asp Thr
90

Leu Trp

Gly Pro

Gly Thr

Val Thr
155

Phe Pro
170

Val Thr

Val Asn

Lys Ser

Ala Glu
235

Thr Leu
250

Val Ser

Val Glu
Page 23

Ala

Gly

Ser

Ala

140

Val

Ala

Val

His

Cys

220

Gly

Met

His

Val

Val

Gln

Val

125

Ala

Ser

Val

Pro

Lys

205

Asp

Ala

Ile

Glu

His

Tyr

Gly

110

Phe

Leu

Trp

Leu

Ser

190

Pro

Lys

Pro

Ser

Asp

270

Asn

Tyr

95

Thr

Pro

Gly

Asn

Gln

175

Ser

Ser

Thr

Ser

Arg

255

Pro

Ala

80

Cys

Leu

Leu

Cys

Ser

160

Ser

Ser

Asn

His

Val

240

Thr

Glu

Lys



Thr

Val

305

Cys

Ser

Pro

Val

Gly

385

Asp

Trp

His

Lys

290

Leu

Lys

Lys

Ser

Lys

370

Gln

Gly

Gln

Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

275

Pro

Thr

Val

Ala

Arg

355

Gly

Pro

Ser

Gln

His

435

35
214
PRT

Arg

Val

Ser

Lys

340

Glu

Phe

Glu

Phe

Gly

420

Tyr

Glu

Leu

Asn

325

Gly

Glu

Tyr

Asn

Phe

405

Asn

Thr

Glu

His

310

Gln

Met

Pro

Asn

390

Leu

Val

Gln

Gln

295

Gln

Ala

Pro

Thr

Ser

375

Tyr

Tyr

Phe

Lys

Artificial Sequence

Synthetic Construct

35

X20958SequencelListingST25

280

Tyr

Asp

Leu

Arg

Lys

360

Asp

Lys

Ser

Ser

Ser
440

Asn

Trp

Pro

Glu

345

Asn

Ile

Thr

Lys

Cys

425

Leu

Ser

Leu

Ser

330

Pro

Gln

Ala

Thr

Leu

410

Ser

Ser

Page 24

Thr

Asn

315

Ser

Gln

Val

Val

Pro

395

Thr

Val

Leu

Tyr

300

Gly

Ile

Val

Ser

Glu

380

Pro

Val

Met

Ser

285

Arg

Lys

Glu

Tyr

Leu

365

Trp

Val

Asp

His

Pro
445

Val

Glu

Lys

Thr

350

Thr

Glu

Leu

Lys

Glu

430

Gly

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Ala

Lys

Ser

Lys

320

Ile

Pro

Leu

Asn

Ser

400

Arg

Leu



Asp

Asp

Leu

Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Ile

Gly

Asn

Tyr

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Val

Val

Trp

35

Ala

Ser

Phe

Gly

Val

115

Ser

Gln

Val

Leu

Glu
195

Met

Thr

20

Tyr

Ser

Gly

Ala

Gln

100

Phe

Val

Trp

Thr

Thr

180

Val

Thr

Ile

Gln

Ser

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Gln

Thr

Gln

Ile

Asp

70

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

His

X20958SequencelListingST25

Ser Pro Ser Ser Leu Ser Ala Ser

Cys

Lys

Val

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Gln

Pro

40

Ser

Thr

Cys

Leu

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Ala

25

Gly

Gly

Leu

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

10

Ser Gln

Lys Ala

Val Pro

Thr Ile
75

Gln Ala
90

Ile Lys

Asp Glu

Asn Phe

Leu Gln
155

Asp Ser
170

Tyr Glu

Ser Ser

Page 25

Asp

Pro

Ser

60

Ser

Asn

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ile

Lys

45

Arg

Ser

Ser

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Tyr

30

Leu

Phe

Leu

Phe

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Val

15

Asn

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser



X20958SequencelistingST25

Phe Asn Arg Gly Glu Cys

210

<210> 36
<211>
<212>
<213>

DNA
<220>
<223>

<400> 36
gaggtgcagc

tcctgtgecg
cccggcaagg
gccgacagtg
ctgcagatga
aatacggggt
aagggcccat
gccctgggct
ggcgcactga
tccctcagca
aacgtgaatc
gacaaaactc
ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct

gggcagcccc

aaccaagtca

1341

tgctggaatc
cttctggctt
gactggagtg
tgaaaggcag
actctctgcg
tcgatctgtg
cggtcttccc
gcctggtcaa
ccagcggcegt
gcgtggtgac
acaagcccag
acacatgccc
ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca

gcctgacctg

Artificial Sequence

Synthetic Construct

cggaggagga
cactttttct
ggtctctgca
gtttaccatt
agccgaagac
gggacaggec
cctggcaccc
ggactacttc
gcacaccttc
cgtgccctcc
caacaccaag
accgtgccca
caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccatcc
ggtgtacacc

cctggtcaaa

ctggtccagc
agttactata
atcagcggca
agccgggaca
actgccgtgt
accctggtga
tcctccaaga
cccgaaccgg
ccggctgtcc
agcagcttgg
gtggacaaga
gcacctgaag
ctcatgatct
cctgaggtca
ccgegeggags
caagactggc
tccatcgaga
ctgcccccat

ggcttctatc

Page 26

caggaggcag
tgtcctgggt
acggaaaatc
actcaaagaa
actattgcgc
cagtctcatc
gcacctctgg
tgacggtgtc
tacagtcctc
gcacccagac
gagttgagcc
ccgagggesc
ccecggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc

cccgggagga

ccagcgacat

cctgcgactg
gcggeaggcet
tacatactat
tacactgtac
ccggtattat
tgctagcacc
gggcacagceg
gtggaactca
aggactctac
ctacatctgc
caaatcttgt
accgtcagtc
tgaggtcaca
gtatgtggac
cagcacgtac
ggagtacaag
caaagccaaa

gatgaccaag

cgccgtggag

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140



tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
<210> 37

<211> 642
<212> DNA

<213>

<220>
<223>

<400> 37
gacatcgtga

atcacatgcc
gggaaagccc
aggttctctg
gaggatttcg
ggaactaaac
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgc
<210> 38

<211> 17

<212> PRT

<213>

<400> 38

X20958SequencelistingST25
atgggcagcc ggagaacaac tacaagacca cgcctcccgt gectggactcc

tcttcctcta ttccaagctc accgtggaca agagcaggtg gcagcagggsg

catgctccgt gatgcatgag gctctgcaca accactacac gcagaagagc

ctccgggcaa

tgacccagtc
aggcctctca
ccaagctgct
ggagtggatc
ctacttacta
tggagatcaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

Gallus gallus

a

Artificial Sequence

Synthetic Construct

cccaagctcc
ggatatctac
gatctattac
aggcacagac
ttgccagcag
gcgaactgtg
tggaactgcc
gtggaaggtyg
cagcaaggac
gaaacacaaa

gagcttcaac

ctgagcgcca
aactatctga
gcttctagta
tttactctga
gcaaacagct
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca

gtctacgcct

aggggagagt

gcgtgggaga
attggtacca
ttgtctctgg
ccatttcaag
tcccccctac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagcag
gcgaagtcac

gt

cggcgtcacc
gcagaagcca
agtgcccagt
cctgcagcect
atttgggcag
cttcccgcca
taacttctat
taactcccag
caccctgacg

ccatcagggc

Ile Ser Gln Ala Val His Ala Ala His Ala Glu Ile Asn Glu Ala Gly

1

5

10
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15

1200

1260

1320

1341

60

120

180

240

300

360

420

480

540

600

642
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Arg

<210> 39

<211> 526

<212> PRT

<213> Homo sapiens

<400> 39
Met Gly His Leu Ser Ala Pro Leu His Arg Val Arg Val Pro Trp Gln
1 5 10 15

Gly Leu Leu Leu Thr Ala Ser Leu Leu Thr Phe Trp Asn Pro Pro Thr
20 25 30

Thr Ala Gln Leu Thr Thr Glu Ser Met Pro Phe Asn Val Ala Glu Gly
35 40 45

Lys Glu Val Leu Leu Leu Val His Asn Leu Pro Gln Gln Leu Phe Gly
50 55 60

Tyr Ser Trp Tyr Lys Gly Glu Arg Val Asp Gly Asn Arg Gln Ile Val
65 70 75 80

Gly Tyr Ala Ile Gly Thr Gln Gln Ala Thr Pro Gly Pro Ala Asn Ser
85 90 95

Gly Arg Glu Thr Ile Tyr Pro Asn Ala Ser Leu Leu Ile Gln Asn Val
100 105 110

Thr Gln Asn Asp Thr Gly Phe Tyr Thr Leu Gln Val Ile Lys Ser Asp
115 120 125

Leu Val Asn Glu Glu Ala Thr Gly Gln Phe His Val Tyr Pro Glu Leu
130 135 140

Pro Lys Pro Ser Ile Ser Ser Asn Asn Ser Asn Pro Val Glu Asp Lys
145 150 155 160

Asp Ala Val Ala Phe Thr Cys Glu Pro Glu Thr Gln Asp Thr Thr Tyr
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Leu

Leu

Asp

Arg

225

Thr

Leu

Ile

Ile

Val

305

Leu

Val

Thr

Ser

Trp

Ser

Thr

210

Ser

Ile

Ser

Asn

Thr

290

Thr

Ser

Thr

Gly

Glu

Trp

Asn

195

Gly

Asp

Ser

Cys

Gly

275

Val

Gly

Pro

Gly

Ile

355

Arg

Ile

180

Gly

Pro

Pro

Pro

Tyr

260

Thr

Asn

Cys

Val

Asp

340

Ser

Met

165

Asn

Asn

Tyr

Val

Ser

245

Ala

Phe

Asn

Asn

Val

325

Lys

Ile

Lys

Asn

Arg

Glu

Thr

230

Asp

Ala

Gln

Ser

Arg

310

Ala

Asp

Arg

Leu

Gln

Thr

Cys

215

Leu

Thr

Ser

Gln

Gly

295

Thr

Lys

Ser

Trp

Ser
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Ser

Leu

200

Glu

Asn

Tyr

Asn

Ser

280

Ser

Thr

Pro

Val

Phe

360

Gln

Leu

185

Thr

Ile

Val

Tyr

Pro

265

Thr

Tyr

Val

Gln

Asn

345

Phe

Gly

170

Pro

Leu

Gln

Thr

Arg

250

Pro

Gln

Thr

Lys

Ile

330

Leu

Lys

Asn

Val Ser

Leu Ser

Asn Pro

220

Tyr Gly

235

Pro Gly

Ala Gln

Glu Leu

Cys His

300

Thr Ile

315

Lys Ala

Thr Cys

Asn Gln

Thr Thr

Page 29

Pro

Val

205

Val

Pro

Ala

Tyr

Phe

285

Ala

Ile

Ser

Ser

Ser

365

Leu

Arg

190

Thr

Ser

Asp

Asn

Ser

270

Ile

Asn

Val

Lys

Thr

350

Leu

Ser

175

Leu

Arg

Ala

Thr

Leu

255

Pro

Asn

Thr

Thr

335

Asn

Pro

Ile

Gln

Asn

Asn

Pro

240

Ser

Leu

Asn

Ser

Glu

320

Thr

Asp

Ser

Asn



Pro

385

Pro

Asn

Ile

Ala

Asp

465

Ser

Asn

Leu

370

Val

Ile

Ala

Val

Cys

450

Leu

Asn

Phe

Thr

<210>
<211>
<212>
<213>

<400>

Lys

Ser

Leu

Ile
435

Phe

Thr

Asp

Glu

Ala
515

40
323
PRT
Homo

40

Met Ala Phe

1

Phe Ser Gly

Arg Glu

Lys Asn
405

Pro Gln
420

Gly val

Leu His

Glu His

Pro Pro

485

Ala Gln
500

Thr Glu

sapiens

Asp

390

Gln

Glu

Val

Phe

Lys

470

Asn

Gln

Ile

375

Ala

Ser

Asn

Ala

Gly

455

Pro

Lys

Pro

Ile
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Gly

Asp

Gly

Leu

440

Lys

Ser

Met

Thr

Tyr
520

Thr

Pro

Leu

425

Val

Thr

Val

Asn

Gln

505

Ser

Tyr

Ile
410

Ser

Ala

Gly

Ser

Glu

490

Pro

Glu

Trp

395

Met

Pro

Leu

Arg

Asn

475

Val

Thr

Val

380

Cys

Leu

Gly

Ile

Ala

460

His

Thr

Ser

Lys

Glu

Asn

Ala

Ala

445

Ser

Thr

Tyr

Ala

Lys
525

Val

Val

Ile

430

Val

Asp

Gln

Ser

Ser

510

Gln

Phe

Asn

415

Ala

Ala

Gln

Asp

Thr

495

Pro

Asn

400

Tyr

Gly

Leu

Arg

His

480

Leu

Ser

Ser Gly Ser Gln Ala Pro Tyr Leu Ser Pro Ala Val Pro

5

10

15

Thr Ile Gln Gly Gly Leu Gln Asp Gly Leu Gln Ile Thr

20

25
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Val

Phe

Arg

65

Ser

Met

Met

His

Ile

145

Thr

Ser

Met

Ile

Asn
225

Asn

Gln

50

Phe

Trp

Pro

Val

Arg

130

Ser

Gln

Thr

Pro

Leu

210

Leu

Gly

35

Thr

Glu

Gly

Phe

Asn

115

Val

Phe

Thr

Pro

Phe

195

Leu

Cys

Thr

Gly

Asp

Pro

Asp

100

Gly

Asp

Gln

Val

Ala

180

Ile

Ser

Ser

Val

Phe

Gly

Glu

85

Leu

Ile

Thr

Pro

Ile

165

Ile

Thr

Gly

Gly

Leu

Ser

Gly

70

Glu

Cys

Leu

Ile

Pro

150

His

Pro

Thr

Thr

Asn
230

Ser

Gly

55

Tyr

Arg

Phe

Phe

Ser

135

Gly

Thr

Pro

Ile

Val

215

His
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Ser

40

Asn

Val

Lys

Leu

Val

120

Val

Val

Val

Met

Leu

200

Leu

Ile

Ser

Asp

Val

Thr

Val

105

Gln

Asn

Trp

Gln

Met

185

Gly

Pro

Ala

Gly Thr Arg Phe Ala

Ile

Cys

His

90

Gln

Tyr

Gly

Pro

Ser

170

Tyr

Gly

Ser

Phe
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Ala

Asn

75

Met

Ser

Phe

Ser

Ala

155

Ala

Pro

Leu

Ala

His
235

Phe

60

Thr

Pro

Ser

His

Val

140

Asn

Pro

His

Tyr

Gln

220

Leu

45

His

Arg

Phe

Asp

Arg

125

Gln

Pro

Gly

Pro

Pro

205

Arg

Asn

Phe

Gln

Gln

Phe

110

Val

Leu

Ala

Gln

Ala

190

Ser

Phe

Pro

Val

Asn

Asn

Lys

95

Lys

Pro

Ser

Pro

Met

175

Tyr

Lys

His

Arg

Asn

Pro

Gly

80

Gly

Val

Phe

Tyr

Ile

160

Phe

Pro

Ser

Ile

Phe
240



Asp

Ser

Ser

Val

Pro

305

Val

Glu

Glu

Phe

Asp

290

Thr

Gln

Asn

Glu

Ser

275

Gly

Ile

Thr

Ala

Arg

260

Val

Gln

Asn

Val

245

Ser

Trp

His

Arg

Val

Leu

Ile

Leu

Leu
310

X20958SequencelistingST25

Arg Asn Thr

Pro Arg Lys
265

Leu Cys Glu
280

Phe Glu Tyr
295

Glu val Gly

Gln Ile

250

Met Pro

Ala His

Tyr His

Gly Asp
315
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Asp Asn Ser

Phe Val Arg
270

Cys Leu Lys
285

Arg Leu Arg
300

Ile Gln Leu

Trp

255

Gly

Val

Asn

Thr

Gly

Gln

Ala

Leu

His
320



