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SEQUENCE LISTING
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ADENO-ASSOCIATED VIRUS VECTOR DELIVERY OF B-SARCOGLYCAN AND

MICRORNA-29 AND THE TREATMENT OF MUSCULAR DYSTROPHY

<130>

<150>
<151>

<150>
<151>

<160> 18
<170>
<210> 1

<211> 957

<212> DNA
<213>

<220>
<221>
<223>

<400> 1
atggcagcag

tcaatgagag
aaagccggct
aaaggaaacc
atcattactc
gagttccacg
ccactgtaca
aatcagccca
tcaatcacta

agtaccgact

28335/50622A

US 62/433,548
2016-12-13

US 62/323,333
2016-04-15

Homo sapiens

misc_feature
Beta-sarcoglycan

cagccgecgce
aaaaagccgt
acatccctat
tggcaatctg
tggtgatttg
aaagtggcct
aatctactgt
ttgtgttcca
gcgacattgg

atgagacaca

PatentIn version 3.5

agccgccgag
cgagaggaga
tgacgaagat
cgtcatcatt
ggctgtcatc
gctgecgattt
cggegeecss
gcagggaacc
catgcagttc

cgaatttcat

cagcagtcaa
tcagtgaata
cgcctgcata
ctgctgttta
cgcattggcc
aagcaggtgt
agaaacgaga
acaaagctgt
tttgatcccc

ctgccttccg

gcaatggacc
aggagcacaa
agacaggcct
tcctggecgt
caaacgggtg
ccgatatggg
atctggtgat
ctgtggaaaa

ggacccagaa

gggtgaagtc

agtgaaaaaa
cagcaatttc
gagggeecsc
gattaatctg
tgactctatg
ggtcatccat
caccgggaac
caataaaaca
tatcctgttc

tctgaacgtc

60

120

180

240

300

360

420

480

540

600



cagaaagcca
gatggacgag
tttcacatgg
gtgatggtct
gattgggtca
accagccaga
<210> 2

<211> 318

<212> PRT
<213>

<220>
<221>
<223>

<400> 2

Met Ala Ala Ala

1

Pro Val

Asn Lys

35

Glu Asp

50

Ala
65

Ile
Ile

Ile

Cys Asp

Lys Lys

Glu His

Arg Leu

Cys Val

Thr Leu

Ser Met

gcactgagag
ctattgtccg
gaggcaacat
ccactaccag
ggtataagct

atatgggatg

Homo sapiens

MISC_FEATURE
Beta-sarcoglycan

Ala

Ser

20

Asn

His

Ile

Val

85

Glu

Ala

Met

Ser

Lys

Ile

70

Ile

Phe

aatcaccagt

gggaaatgag
ggagctgaaa
actgcccagc
gtgcatgtgt

tcagattagc

Ala Ala

Glu

Arg

Phe
40

Asn

Thr
55

Gly
Leu Leu
Ala

Trp

His Glu

aacgctacat
ggcgtgttca
gcagaaaaca
tcctctagtg
gccgatggcea

gataaccctt

Ala Glu

10

Gln

Lys Ala val

25

Lys Ala Gly

Leu Arg Gly

Phe Ile Leu

75

Val Ile

90

Arg

Ser Gly Leu

cagacctgaa
tcatgggcaa
gcatcattct
gagaccagct
ccctgtttaa

gtgggaatac

Gln Ser Ser

Glu Arg Arg

30

Ile
45

Tyr Pro

Arg
60

Lys Gly

Ala Val Ile

Ile Gly Pro

Leu Arg Phe

tatcaaggtg
gacaattgaa
gaatgggagc
ggggtccgga
agtgcaggtc

tcattaa

Asn
15

Gly
Ser Val
Ile Asp
Leu

Asn

Leu
80

Asn

Asn
95

Gly

Lys Gln

660

720

780

840

900

957



Val

Gly

Val

145

Ser

Asn

Ser

Thr

Ile

225

Phe

Leu

Ser

Met

Ser

Arg

130

Phe

Ile

Ile

Gly

Ser

210

Val

His

Asn

Gly

Cys
290

Asp

115

Arg

Gln

Thr

Leu

Val

195

Asn

Arg

Met

Gly

Asp

275

Ala

100

Met

Asn

Gln

Ser

Phe

180

Lys

Ala

Gly

Gly

Ser

260

Gln

Asp

Gly

Glu

Gly

Asp

165

Ser

Ser

Thr

Asn

Gly

245

Val

Leu

Gly

Val

Asn

Thr

150

Ile

Thr

Leu

Ser

Glu

230

Asn

Met

Gly

Thr

Ile

Leu

135

Thr

Gly

Asp

Asn

Asp

215

Gly

Met

Val

Ser

Leu
295

His
120

Val

Lys

Met

Tyr

Val

200

Leu

Val

Glu

Ser

Gly

280

Phe

105

Pro

Ile

Leu

Gln

Glu

185

Gln

Asn

Phe

Leu

Thr

265

Asp

Lys

Leu

Thr

Ser

Phe

170

Thr

Lys

Ile

Ile

Lys

250

Thr

Trp

Val

Tyr

Gly

Val

155

Phe

His

Ala

Lys

Met

235

Ala

Arg

Val

Gln

Lys

Asn

140

Glu

Asp

Glu

Ser

Val

220

Gly

Glu

Leu

Arg

Val
300

Ser

125

Asn

Asn

Pro

Phe

Thr

205

Asp

Lys

Asn

Pro

Tyr

285

Thr

110

Thr

Gln

Asn

Arg

His

190

Glu

Gly

Thr

Ser

Ser

270

Lys

Ser

Val

Pro

Lys

Thr

175

Leu

Arg

Arg

Ile

Ile

255

Ser

Leu

Gln

Gly

Ile

Thr

160

Gln

Pro

Ile

Ala

Glu

240

Ile

Ser

Cys

Asn



Met Gly Cys Gln Ile Ser Asp Asn Pro Cys Gly Asn Thr His

305

<210> 3
<211>
<212>
<213>
<220>
<223>

<220>
<221>
<223>

<400> 3
ctgcgcecgctc

ggtcgecccgg
cgecggecgea
ggcctgggta

ctttggggag

ggcaacagac
gtctaggctg
taacccagac
gtccctggtg
aggctgtaac
gttccatgtt
aggaaccagt
gctgcacgcc
ctctcagggg
ctatataacc

agacactcag

2306
DNA
Artificial Sequence

310

Primer

misc_feature
pAAV .MHCK7.hSCGB

gctcgctcac
cctcagtgag
agcttgcatg
ggggagetgsg
gaggaatgtg
ctttcatggg
cccatgtaag
atgtggctgc
gatcccctgc
aggcttgggsg
cccggegaag
gagcaagtca
tgggtccggg
cccctcectg
caggggcaca

gagcagccag

tgaggccgcc
cgagcgagceg
tctaagctag
tgtgagacgc
cccaaggact
caaaccttgg
gaggcaaggc
ccecceecccc
atgcgaagat
gccagggctt
ggccagctgt
gcccttgggsg
gtgggcacgg
gggacagccc
ggggctgecec

cggegegecc

315

cgggcaaagc
cgcagagagg
acccttcaga
tcctgtctct
aaaaaaaggc
ggccctgetg
ctggggacac
ccaacacctg
cttcgaacaa
atacgtgcct
cccccgecag
cagcccatac
tgcccgggcea
ctcctggcta
tcattctacc

aggtaagttt

ccgggegteg
gagtggggtt
ttaaaaataa
cctctatctg
catggagcca
tctagcatgc
ccgagatgcc
ctgcctctaa
ggctgtggesg
gggactccca
ctagactcag
aaggccatgg
acgagctgaa
gtcacaccct
accacctcca

agtctttttg

ggcgaccttt
aaccaattgg
ctgaggtaag
cccatcggcc
gagggecgag
cccactacgg
tggttataat
aaataaccct
gactgagggc
aagtattact
cacttagttt
ggctgggcaa
agctcatctg
gtaggctcct
cagcacagac

tcttttattt

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960



caggtcccgg

tacttctagg
taccgccacc
agtgaaaaaa
cagcaatttc
gagggescec
gattaatctg
tgactctatg
ggtcatccat
caccgggaac
caataaaaca
tatcctgttc
tctgaacgtc
tatcaaggtg
gacaattgaa
gaatgggagc
ggggtccgga
agtgcaggtc
tcattaaaag
tttgtgtgtc
ggttaatcat
ctcgctcgcet
cggcctcagt

<210> 4
<211> 792

atccggtggt
cctgtacgga
atggcagcag
tcaatgagag
aaagccggct
aaaggaaacc
atcattactc
gagttccacg
ccactgtaca
aatcagccca
tcaatcacta
agtaccgact
cagaaagcca
gatggacgag
tttcacatgg
gtgatggtct
gattgggtca
accagccaga
cttggccgcea
ctgcagggsgc
taactacaag

cactgaggcc

gagcgagega

ggtgcaaatc
agtgttactt
cagccgecgce
aaaaagccgt
acatccctat
tggcaatctg
tggtgatttg
aaagtggcct
aatctactgt
ttgtgttcca
gcgacattgg
atgagacaca
gcactgagag
ctattgtccg
gaggcaacat
ccactaccag
ggtataagct
atatgggatg
ataaaagatc
gcgecctctag

gaacccctag

gggcgaccaa

gegegce

aaagaactgc
ctgctctaaa
agccgeccgag
cgagaggaga
tgacgaagat
cgtcatcatt
ggctgtcatc
gctgecgattt
cggcgeeces
gcagggaacc
catgcagttc
cgaatttcat

aatcaccagt

gggaaatgag
ggagctgaaa
actgcccagc
gtgcatgtgt
tcagattagc
tttattttca
agcatggcta
tgatggagtt

aggtcgcccg

tcctcagtgg
agctgcggaa
cagcagtcaa
tcagtgaata
cgcctgcata
ctgctgttta
cgcattggcc
aagcaggtgt
agaaacgaga
acaaagctgt
tttgatcccc
ctgccttccg
aacgctacat
ggcgtgttca
gcagaaaaca
tcctctagtg
gccgatggcea
gataaccctt
ttagatctgt
cgtagataag
ggccactccc

acgcccgggc

atgttgcctt
ttgtacccgg
gcaatggacc
aggagcacaa
agacaggcct
tcctggecgt
caaacgggtg
ccgatatggg
atctggtgat
ctgtggaaaa
ggacccagaa
gggtgaagtc
cagacctgaa
tcatgggcaa
gcatcattct
gagaccagct
ccctgtttaa
gtgggaatac
gtgttggttt
tagcatggcg
tctctgecgceg

tttgcccggg

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2306



<212>
<213>

DNA

<220>

<223> Prim

<220>
<221>
<223>

misc
MHCK

<400> 4
aagcttgcat

aggggaggtsg
ggaggaatgt
cctttcatgg
gcccatgtaa
catgtggctg
ggatcccctg
caggcttggg
tcccggegaa
tgagcaagtc
ctgggtccgg
gcccctccect
ccaggggcac
ggagcagcca
<210> 5
<211> 2244
<212> DNA

<213>

<220>

<223> Prim

er

_feature

7 promoter

gtctaagcta
gtgtgagacg
gcccaaggac
gcaaaccttg
ggaggcaagsg
ccecceccccc
catgcgaaga
ggccagggct
gggccagetg
agcccttggg
ggtgggcacg
ggggacagcec
aggggctgcec

gcC

er

Artificial Sequence

gacccttcag
ctcctgtctc
taaaaaaagg
gggccctget
cctggggaca
cccaacacct
tcttcgaaca
tatacgtgcc
tcccccgeca
gcagcccata
gtgcccgggc
cctcctggcet

ctcattctac

Artificial Sequence

attaaaaata
tcctctatct
ccatggagcc
gtctagcatg
cccgagatgc
gctgecctcta
aggctgtggg
tgggactccc
gctagactca
caaggccatg
aacgagctga
agtcacaccc

caccacctcc

actgaggtaa
gcccatcggc
agaggggcsga
ccccactacg
ctggttataa
aaaataaccc
ggactgaggg
aaagtattac
gcacttagtt
gggctgggca
aagctcatct
tgtaggctcc

acagcacaga

gggcctgggt

cctttgggga
gggcaacaga
ggtctaggct
ttaacccaga
tgtccctggt
caggctgtaa
tgttccatgt
taggaaccag
agctgcacgc
gctctcaggg
tctatataac

cagacactca

60

120

180

240

300

360

420

480

540

600

660

720

780

792



<220>
<221>
<223>

<400> 5
ctgcgcgctc

ggtcgcecgg
cggccgcaaa
tggggacacc
aacacctgct
tacaccatgg
gtctatgctg
taaccccaac
ccccaccecg
aataaccctg
ctggggacac
aacacctgct
tacaccatgg
agcccctcect
tgcccccggg
acaagacagg
cgtttctgat
gtccactccc
cgccgageag
gaggagatca
cgaagatcgc
catcattctg

tgtcatccgc

misc_feature
pAAV.tMCK.hSGCB

gctcgctcac
cctcagtgag
cttgcatgcc
cgagatgcct
gcctgagcect
aggagaagct
cccatgtaag
acctgctgcc
gtgcctgggt
tccctggtgg
ccgagatgcc
gcctgagcect
aggagaagct
ggctagtcac
tcacctgcag
tttaaggaga
aggcacctat
agttcaatta
cagtcaagca
gtgaataagg
ctgcataaga
ctgtttatcc

attggcccaa

tgaggccgcc
cgagcgagceg
ccactacggg
ggttataatt
gagcggttac
cgctctaaaa
gaggcaaggc
cceccececccc
cttaggctct
accactacgg
tggttataat
gagcggttac
cgctctaaaa
accctgtagg
aagttggtcg
ccaatagaaa
tggtcttact
cagcgegtgg
atggaccagt
agcacaacag
caggcctgag
tggccgtgat

acgggtgtga

cgggcaaagc
cgcagagagg
tctaggctgc
aaccccaaca
cccacccegg
ataaccctgt
ctggggacac
caacacctgc
gtacaccatg
gtctaggctg
taaccccaac
cccaccccgg
ataaccctgt
ctcctctata
tgaggcactg
ctgggecttgt
gacatccact
taccaccatg
gaaaaaatca
caatttcaaa
ggggcgcraaa
taatctgatc

ctctatggag

ccgggegtceg
gagtggggtt
ccatgtaagg
cctgectgccc
tgcctgggtc
ccctggtgga
ccgagatgcc
tgcctgagcc
gaggagaagc
cccatgtaag
acctgctgcc
tgcctgggtc
ccctggtcect

taacccaggg

ggcaggtaag
cgagacagag
ttgecctttct
gcagcagcag
atgagagaaa
gccggctaca
ggaaacctgg
attactctgg

ttccacgaaa

ggcgaccttt
aaccaattgg
aggcaaggcc
dddddaddede
ttaggctctg
tccactacgg
tggttataat
tgagcggtta
tcgctctaaa
gaggcaaggc
dddddaddede

ttaggctctg

ccctggggac

gcacaggggc

tatcaaggtt
aagactcttg
ctccacaggt
ccgeccgeagce
aagccgtcga
tccctattga
caatctgcgt
tgatttgggc

gtggcctgct

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380



gcgatttaag
cgggcgegaga
gggaaccaca
gcagttcttt
atttcatctg
caccagtaac
aaatgagggc
gctgaaagca
gcccagctcc
catgtgtgcc
gattagcgat
attttcatta
atggctacgt
tggagttggc
tcgcccgacg
<210> 6

<211>
<212>
<213>
<220>

<223>

<220>
<221>
<223>

<400> 6

714
DNA
Artificial Sequence

caggtgtccg
aacgagaatc
aagctgtctg
gatccccgga
ccttccgggg
gctacatcag
gtgttcatca
gaaaacagca
tctagtggag
gatggcaccc
aacccttgtg
gatctgtgtg
agataagtag
cactccctct

cccgggettt

Primer

misc_feature
tMCK promoter

atatgggggt

tggtgatcac
tggaaaacaa
cccagaatat
tgaagtctct
acctgaatat

tgggcaagac

tcattctgaa
accagctggg
tgtttaaagt
ggaatactca
ttggtttttt
catggcgggt
ctgcgcegctc

gccc

catccatcca
cgggaacaat
taaaacatca
cctgttcagt
gaacgtccag
caaggtggat
aattgaattt
tgggagegty
gtccggagat
gcaggtcacc
ttaaaagctt
gtgtgtcctg
taatcattaa

gctcgctcac

ctgtacaaat
cagcccattg
atcactagcg
accgactatg
aaagccagca
ggacgagcta
cacatgggag
atggtctcca
tgggtcaggt
agccagaata
ggccgcaata
cagggsgceecsg

ctacaaggaa

tgaggceggg

ctactgtcgg
tgttccagca
acattggcat
agacacacga
ctgagagaat
ttgtccggge
gcaacatgga
ctaccagact
ataagctgtg
tgggatgtca
aaagatcttt
cctctagagc
cccctagtga

cgaccaaagg

ccactacggg tctaggctgc ccatgtaagg aggcaaggcc tggggacacc cgagatgcct

ggttataatt aaccccaaca cctgctgeccc ccccccceccec aacacctget gectgagect

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2244

60

120



gagcggttac
cgctctaaaa
gaggcaaggc
ddddddddde
cttaggctct
accactacgg
tggttataat
gagcggttac
cgctctaaaa
accctgtagg
<210> 7

<211> 296
<212> DNA

<213>

<220>

<223> Prim

<220>
<221>
<223>

misc
miR2

<400> 7
ggccggectg

aacacttgct
ctgttgacag
caccatttga
ttatcttgtt
<210> 8
<211> 3384

<212> DNA
<213>

cccaccccgg
ataaccctgt
ctggggacac
caacacctgc
gtacaccatg
gtctaggctg
taaccccaac
cccaccccgg
ataaccctgt

ctcctctata

er

_feature
9c
tttgaatgag
gggattactt
tgagcgcaac
aatcggttat

tactaaaact

tgcctgggtc
ccctggtgga
ccgagatgcc
tgcctgagcc
gaggagaagc
cccatgtaag
acctgctgcc
tgcctgggtc
ccctggtcect

taacccaggg

Artificial Sequence

gcttcagtac
cttcaggtta
cgatttcaaa
gcctactgcec

gaataccttg

Artificial Sequence

ttaggctctg
tccactacgg
tggttataat
tgagcggtta
tcgctctaaa
gaggcaaggc
ccceceecccce

ttaggctctg

ccctggggac

gcacaggsggc

tttacagaat
acccaacaga
tggtgctaga
tcggaattca

ctatctcttt

tacaccatgg
gtctatgctg
taaccccaac
ccccaccccg
aataaccctg
ctggggacac
aacacctgct
tacaccatgg

agcccctcct

tgcccccggg

cgttgcctgc
aggctcgaga
gtgaagccac
aggggctact

gatacattgg

aggagaagct
cccatgtaag
acctgctgcc
gtgcctgggt
tccctggtgg
ccgagatgcc
gcctgagcect
aggagaagct
ggctagtcac

tcac

acatcttgga
aggtatattg
agatgtctag
ttaggagcaa

ccggcc

180

240

300

360

420

480

540

600

660

714

60

120

180

240

296



<220>
<223>

<220>
<221>
<223>

<400> 8
cagcagctgc

acctttggtc
tcgttacata
tgacgtcaat
aatgggtgga
caagtacgcc
acatgacctt
ccatggtgat
gatttccaag
gggactttcc
tacggtggga
gccatccacg
tagaggatcc
tttgtctttt
gtggatgttg
ggaattgtac
aggtaagtgc
tgttcggcga
gctggeeggce

ggaaacactt

Primer

misc_feature
pAAV.CMV.Mir29C

gcgctcgcetc
gcccggcectc
acttacggta
aatgacgtat
gtatttacgg
ccctattgac
atgggacttt
gcggttttgg
tctccacccc
aaaatgtcgt
ggtctatata
ctgttttgac
ggtactcgag
atttcaggtc

cctttacttc

ccggggecga
cgtgtgtggt
ggcggggect
ctgtttgaat

gctgggatta

gctcactgag
agtgagcgag
aatggcccgc
gttcccatag
taaactgccc
gtcaatgacg
cctacttggc
cagtacatca
attgacgtca
aacaactccg
agcagagctc
ctccatagaa
gaactgaaaa
ccggatccgg
taggcctgta

tccaccggtc

tccecgegggce
gcgagegegg
gaggcttcag

cttcttcagg

10

geegeeeggs
cgagcgcegcea
ctggctgacc
taacgccaat
acttggcagt
gtaaatggcc
agtacatcta
atgggcgtgg
atgggagttt
ccccattgac
gtttagtgaa
gacaccggga
accagaaagt
tggtggtgca
cggaagtgtt
tttttcgcaa
ggcgacgees
ccaccgagaa
tactttacag

ttaacccaac

caaagcccgg
gagagggagt
gcccaacgac
agggactttc
acatcaagtg
cgcctggcat
cgtattagtc
atagcggttt
gttttggcac
gcaaatgggc
ccgtcagatc
ccgatccagc
taactggtaa
aatcaaagaa
acttctgctc
cgggtttgcec
cccgtgegtc
tcggacgggsg

aatcgttgcc

agaaggctcg

gcgtcgggceg
ggggttaaac
ccccgeccat
cattgacgtc
tatcatatgc
tatgcccagt
atcgctatta
gactcacggg
caaaatcaac
ggtaggcgtg
gcctggagac
ctccggactc
gtttagtctt
ctgctcctca
taaaagctgc
gccagaacac
ccagcgcaca
gtagtctcaa
tgcacatctt

agaaggtata

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200



ttgctgttga
tagcaccatt
caattatctt
gctctggtgc
cggtcggcac
tcaaaatgga
agggcctttc
aggcacctcg
ttttatgcga
cacttgatgt
aagcctcaga
gctaccggac
atgagtttgg
gtgatgctat
attgcattca
catggctacg
atggagttgg
gtcgcccgac
gcgtaatagc
cgaatggaat
gttgcaatgg
tcttctactc
ttgcgtgatg
gattctggcg

tctgattcta

cagtgagcgc
tgaaatcggt
gtttactaaa
ctggcctcgc
cagttgcgtg
ggacgegeces
cgtcctcagc
attagttctc
tggagtttcc
aattctcctt
cagtggttca
tcagatctcg
acaaaccaca
tgctttattt
ttttatgttt
tagataagta
ccactccctc
gcccgggcett
gaagaggccc
tccagacgat
ctggcggtaa
aggcaagtga
gacagactct

taccgttcct

acgaggaaag

aaccgatttc
tatgcctact
actgaatacc
gccgecegtgt
agcggaaaga
ctcgggagag
cgtcgcttca
gagcttttgg
ccacactgag
ggaatttgcc
aagttttttt
agctcaagct
actagaatgc
gtaaccatta
caggttcagg
gcatggeggg
tctgegegcet
tgccegggeg
gcaccgatcg
tgagcgtcaa
tattgttctg
tgttattact
tttactcggt
gtctaaaatc

cacgttatac

11

aaatggtgct
gcctcggaat
ttgctatctc
atcgccccgc
tggccgcttc
cgggcgegtsg
tgtgactcca
agtacgtcgt
tgggtggaga
ctttttgagt
cttccatttc
gcggggatcc
agtgaaaaaa
taagctgcaa
gggaggtgtg
ttaatcatta
cgctcgctca
gcctcagtga
cccttcccaa
aatgtaggta
gatattacca
aatcaaagaa
ggcctcactg
cctttaatcg

gtgctcgtca

agagtgaagc
tcaaggggct
tttgatacat
cctgggeggc
ccggeccctge
agtcacccac
cggagtaccg
ctttaggttg
ctgaagttag
ttggatcttg
aggtgtcgtg
agacatgata
atgctttatt
taaacaagtt
ggaggttttt
actacaagga
ctgaggccegg
gcgagcgagce
cagttgcgca
tttccatgag
gcaaggccga
gtattgcgac
attataaaaa
gcctectgtt

aagcaaccat

cacagatgtc
actttaggag

tggccggect

aaggctggcc
tgcagggagc
acaaaggaaa
ggcgccgtcc
£8888a8888
gccagcttgg
gttcattctc
aaaagctagc
agatacattg
tgtgaaattt
aacaacaaca
tcactagtag
acccctagtg
gcgaccaaag
gcgccagcetg
gcctgaatgg
cgtttttcct
tagtttgagt
aacggttaat
cacttctcag
tagctcccgc

agtacgcgcc

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700



ctgtagcggc
tgccagcgcc
cggctttccc
acggcacctc
ctgatagacg
gttccaaact
tttgccgatt
ttttaacaaa
ggggcttttc
gttcatcgat
gacctctcaa
catattgatg
<210> 9

<211> 296
<212>
<213>
<220>

<223>

<220>
<221>
<223>

<400> 9
ggccggectg

aacacttgct
ctgttgacag
caccatttga

ttatcttgtt

DNA
Artificial Sequence

gcattaagcg
ctagcgcccg
cgtcaagctc
gaccccaaaa
gtttttcgcc
ggaacaacac
tcggcctatt
atattaacgt
tgattatcaa
tctcttgttt
aaatagctac

gtgatttgac

Primer

misc_feature
miR29c

tttgaatgag
gggattactt
tgagcgcaac
aatcggttat

tactaaaact

cggegggtgt
ctcctttcgc
taaatcgggg
aacttgatta
ctttgacgtt
tcaaccctat
ggttaaaaaa
ttacaattta
ccggggtaca
gctccagact
cctcteccggce

tgtc

gcttcagtac
cttcaggtta
cgatttcaaa
gcctactgcec

gaataccttg

12

ggtggttacg

tttcttccect
gctcccttta
gggtgatggt
ggagtccacg
ctcggtctat
tgagctgatt
aatatttgct
tatgattgac
ctcaggcaat

atgaatttat

tttacagaat
acccaacaga
tggtgctaga
tcggaattca

ctatctcttt

cgcagcgtga
tcctttctceg
gggttccgat
tcacgtagtg
ttctttaata
tcttttgatt
taacaaaaat
tatacaatct
atgctagttt
gacctgatag

cagctagaac

cgttgcctgc
aggctcgaga
gtgaagccac
aggggctact

gatacattgg

ccgctacact
ccacgttcgc
ttagtgcttt
ggccatcgcc
gtggactctt
tataagggat
ttaacgcgaa
tcctgttttt
tacgattacc
cctttgtaga

ggttgaatat

acatcttgga
aggtatattg
agatgtctag
ttaggagcaa

ccggcc

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3384

60

120

180

240

296



<210> 10

<211> 23

<212> DNA

<213> Artificial Sequence

220>
<223> Primer

<220>
<221> misc_feature
<223> tMCK forward primer

<400> 10
acccgagatg cctggttata att

<210> 11

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<220>
<221> misc_feature
<223> tMCK reverse primer

<400> 11
tccatggtgt acagagccta agac

<210> 12

<211> 25

<212> DNA

<213> Artificial Sequence

220>
<223> Primer

<220>
<221> misc_feature
<223> tMCK probe

<220>
<221> misc_feature
<222> (1)..(1)

23

24



<223>

<220>
<221>
222>
<223>

<400>

5' FAM

misc_feature

(25)..(25)
3' TAMRA
12

ctgctgcctg agcctgageg gttac

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

13

20

DNA

Artificial Sequence

Primer

misc_feature

tMCK intron Forward Primer

13

gtgaggcact gggcaggtaa

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

14

22

DNA

Artificial Sequence

Primer

misc_feature

tMCK intron Reverse Primer

14

acctgtggag agaaaggcaa ag

<210>
<211>
<212>
<213>

15

39

DNA

Artificial Sequence

14

25

20

22



<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

15

Primer

misc_feature
tMCK intron Probe

misc_feature

(1)..(1)
5' 6FAM

misc_feature

(39)..(39)
3' TAMRA
15

atcaaggtta caagacaggt ttaaggagac caatagaaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

21

DNA

Artificial Sequence

Primer

16

ccaacacctg ctgcctctaa a

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

17

19

DNA

Artificial Sequence

Primer

misc_feature
MHCK7 reverse primer

17

gtcccccaca gecttgttc

39

21

19



<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<400>

16

18

23

DNA

Artificial Sequence

Primer

misc_feature
MHCK7 probe

misc_feature

(1)..(1)
5' FAM

misc_feature

(9)..(9)

Zen

misc_feature

(23)..(23)
3TABKFQ
18

tggatcccct gcatgcgaag atc

23





