WO 2022/106696 PCT/EP2021/082541
1/27

Figure 1A

2L, HUMBN 1 . ===MSIRVIORSYRVETBER] SYTHGPGER 3z

2 RICE_HUMBN 1 HRGVEWSODLEGI B CRIARTRARTHE I VIRV EVETSCPRATSEREYTACEGER &0
o R TR R R R R

RaCE. HUMAN 3% IEEEErERVCEENTRGELCGEYCCABRMEEITAVIVNOELIBPIVIEVDENIGAVRTUER 52

KICH, HUMAN €1 ISSESrERVOESNFRCGLUCEIBCASEMGEITAVIVIUSLLSPLVLEVDENIDAVRTOER, 130
SRR R R s R R R R S o s e RO SR R

RACE HUMAN B3 I LN P R P I VR L EQON L BT P S L LG OO TRR SN ES Y TN LRBCLE 1%z

Tl BECE_BUMRN 121  EQIRTLNNHKERSEIDEVRAFLEQUUNKMLETRWSLLOUONTARSNMDNMFES T INNLRRQLE 180
R o R e R R O R R R ke

C8,. BUMAN 153 LSRN LERE LGN LVEDE RNV EDE I NP AT EMENEFVL I KB DVDEAEVELES £12

o8 BUbsN 181 SRR LCEMOCLVE D PR D I R T ENENEPVL TRE DV B A MNEVELEE ZET
R e e e e e o e e R e R R R R R

RACE Huma 213  RLEGLIUEINFLROLYEEEIRELCSQISDIEVVLENDNERELIMDEI IREVERCYEDIAY 272

L RooE ] BUMAN 241 RLESLTORINFLACLYEEEIRELOSQISHTSVVLEMDNSRELIMDST IREVEACYEDTAN 300
e e R R R R e e e

KECE BUMAN 273 R A M IR E LS LA RHG DD L R R TR T E I SEMN RN ISR L AR TEG LU GURAELE 352

| KICE RUMAN ] R R A N T L S LA G G I L RN TR TR ISR M RN ISR INAR TR G LR ORAELE 60
R e e R R R e o R B R e R R e R

POSTET RICE HUMAN 333 AIBDAEQRGELAINDANAKLSELEARLORESGIN LREVQELMNVELALDIZIATYR 382

POBTET~2 RICH_BUMEN 361 AATADAEQRGELAIRDANAKLSELEAALORAKQDMARULREVQELMNVKLALDIEIATVR 420
e o e S R R R R o Rl R R R R S e S R R R R e e R e

POSTET K208 BUMAN 3493 KLIEGEESRLESGMONMESIHTRITEGVAGGLESAYGELT SPELEYSLESSPEOCALEEEF 452

POBTET -2 RICE_HUMAN 421 HLLEGEESRLESGHMONMSIBTRTITSCYACGLESAYGELTEPCLEYSLOSSFGECAGEREY 480
S o e o e O el Rl ol R SR o g e ol s e s el e e e R R Sl e

POSTET  KICH HUMAN 453  SRTSSERAVVVEKIETRDGKLVSESSDVLEE (SEQIDNO:24) 483

PUSTET~2 K208 HUMAN 481  SRTSSSRAVUVEKIEZTRDGHLVSESSDVLEE  (SEQID NO:25) 513

s e ok R e R R e R sk R e el e e



WO 2022/106696

K2C8_HUMAN P05787

K2C8

MOUSE P11679

K2C8 RAT 010758
K2C8_BOVINE P05786

K2C8_PIG
K2C8_HORSE
K2C8_CHICKEN
K2C8_FELIS
K2C8_DOG
K2C8_RABBIT
K2C8_SHEEP

NP_001153087
XP_ 023499379
XP_015128103
Xp_ 003988794
NP_001332968
Xp_008254718
XP 012004593

“Consensus

K2C8_HUMAN P05787

K2C8

MOUSE P11679

K2C8_RAT Q10758
K2C8_BOVINE P05786

K2C8_PIG
K2C8_HORSE
K2C8_ CHICKEN
K2C8_FELIS
K2C8_DOG
K2C8_ RABBIT
K2C8_SHEEP

NP_001153087
XP_023499379
XP_015128103
XP_003988794
NP_001332968
Xp_008254718
XP 012004593

“Consensus

K2C8_HUMAN P05787

K2C8

MOUSE P11679

K2C8_RAT Q10758
K2C8_BOVINE P05786

K2C8_PIG
K2C8_HORSE
K2C8_CHICKEN
K2C8_FELIS
K2C8_DOG
K2C8_RABBIT
K2C8_SHEEP

NP_001153087
XP_023499379
XP_015128103
XP_003988794
NP_001332968
XP_008254718
XP_012004593

Consensus

K2C8_HUMAN P05787
K2C8_MOUSE P11679

K2C8_RAT Q10758
K2C8_BOVINE P05786

K2C8_PIG
K2C8_HORSE
K2C8_CHICKEN
K2C8_FELIS
K2C8_DOG
K2C8_RABBIT
K2CB_SHEEP

NP_001153087
XP_ 023499379
XP_015128103
XP_003988794
NP_001332968
XPp_008254718
XP_012004593

Consensus

K2C8_HUMAN P05787
K2C8_MOUSE P11679

K2C8_RAT Q10758
K2C8_BOVINE P05786

K2C8_PIG
K2C8_HORSE
K2C8_CHICKEN
K2C8_FELIS
K2C8_DOG
K2C8_RABBIT
K2C8_SHEEP

NP_001153087
XP_023499379
XP_015128103
XP_003988794
NP_001332968
XP_008254718
XP_012004593

Consensus

K2C8 HUMAN 205787
K2C8_MOUSE P11679

K2C8 RAT QL0758
K2C8_BOVINE P05786

K2C8_PIG
K2C8_HORSE
K2C8_CHICKEN
K2C8_FELIS
K2C8_DOG
K2C8_RABBIT
K2C8_SHEEP

NP_001153087
XP_023499379
XP_015128103
XP_003988794
NP_001332968
XP_008254718
XP_012004593

Consensus

O R

e AR N B A B e ) BES B e ) Re) o) NN )
H WO UOW®wowNOwN

PCT/EP2021/082541
2/27

Figure 1B

1 70
MSIRVTQKSYKVSTSGP-RAFSSRSYTSGPGSRISSSSFSRVGS——SNFRGGLGG—————— GYGGASGMG
MSIRVTQKSYKMSTSGP-RAFSSRSFTSGPGARISSSSFSRVGSSSSSFRGSMGTGV-—GLGGEGGAGVG
MSVRVTQKSYKMSTSGP-RAFSSRSFTSGPGARISSSSFSRVGSSSSSFRGSLG———————— GFGGAGVG
MSIRVTQKSYKVSTSAP-RSFSSRSYTSGPGSRISSSAFSRVGSSSS—FRGGLGTGMSMAGS YGGAPGLG
MSIRVTQKSYKVSTSGP-RSFSSRSYTSGPGTRISSSAFSRVGSSSSSFRGGLGSGMSLVGGYGGPSGLG
MSIRMT-KSYRVS-SVP-RAFSSRSYTSAPGARISSSSFSRVGSSSSSFRSGLGSGMSLVGGYGGLGSAG
MSVTITRKSVRSSSAVPVRSFSSRSFTAGPTVRMSAASAYGTLSGSRFGVGGLQRGP—————— VAVS-GG
MSIRVTQKSYKVSSSGP-RGFSSLSFTSAPGSRISS-ALSRVGSGS—SFRGGLGS SMSVVGGYGRPGGMG
MSIRVTQKSYKMSTSSP-RAFSSRSYTSGPSSRISSSAFSRVGSSSGSFRGGLNSSMSVVGGYGGPGVVG
MSIRVTQKSYKVSTSGP-RAFSSRSYTSAPGARISSSSFSRVG-——SSFRGAGMGLA--GGYGGAPVGAG
MSIRVTQKSYKVSTSAP-RSFSSRSYTSGPGSRISSSAFSRVGSGSS—FRGGLGTSMSMAGS YGGAPGLG
MSIRVTQKSYKVSTSGP RAFSSRSYTSGPGSRISSSSFSRVGSSSSSFRGGLGS MSL GGYGG  GLG
71 140
GITAVTVNQSLLSPLVLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRFLEQONKMLETKWS LLQQQKT
GITAVTVNQSLLSPLKLEVDPNIQAVRTQEKEQIKSLNNKFASFIDKVRFLEQONKMLETKWS LLQQQKT
GITAVTVNQSLLNPLKLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRFLEQONKMLETKWS LLQQQKT
GITAVTVNQSLLSPLKLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRHLEQONKVLETKWNLLQQQKT
GITAVTVNQSLLSPLKLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRHLEQQNKVLETKWNLLQQQKT
GITAVTVNQSLLTPIKLEVDPNIQVVRTQEKEQIKTLNNKFASFIDKVRHLEQQNKILETKWS FLQQQKT
GIAAVTVNQSLLTPLNLDIDTSIQQVRKEEKEQIKTLNNRFASFIDKVRFLEQQNKMLETKWSLLQSQQP
AITAVSVNQSLLSPLKLEVDPNIQAVRTQEKEQIKTLNNRFASFIDKVRHLEQONKILETKWNLLQQQKT
SITAVSVNQSLLNPLKLEVDPNIQAVRTQEKEQIKSLNNKFASFIDKVRHLEQONKILETKWSLLQQQKT
GITAVTVNQSLLSPLKLEVDPNIQAVRTQEKEQIKSLNNKFASFIDKVRFLEQONKMLETKWS LLQQQKT
GITAVTVNQSLLSPLKLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRHLEQONKVLETKWNLLQQQKT
GITAVTVNQSLLSPLKLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRHLEQONKMLETKWS LLQQQKT
141 210
ARSNMDNMFESYINNLRRQLETLGQEKLKLEAELGNMQGLVEDFKNKYEDEINKRTEMENEFVLIKKDVD
SRSNMDNMFESYINNLRRQLEALGQEKLKLEAELGNMQGLVEDFKNKYEDEINKRTEMENEFVLIKKDVD
SRSNMDNMFESYINNLRRQLEALGQEKLKLEVELGNMQGLVEDFKNKYEDEINKRTEMENEFVLIKKDVD
ARSNIDNMFESYINNLRRQLETLAQEKLKLEVELGNMQGLVEDFKTKYEDEIQKRTDMENEFVIIKKDVD
ARSNIDNMFESYINNLRRQLETLAQEKLKLEVELGNMQGLVEDFKNKYEEEIQKRTDMENEFVIIKKDVD
ARSNMDNMFESYINNLRRQLDALGQEKLKLEVELGNMQGLVEDFKNKYEDEINKRTEKENEFVLIKKDVD
QRSDLRGLFEGYVGTLRRQLEGLGQERLRLEAELGSMQGLVEDFKNKYEEEINHRTEKENEFVLLKKDVD
ARSNMDNMFESYINNLRRQLDTLGQEKLKLEVELGNMQGLVEDFKNKYEEEI KERADMENEFVLIKKDVD
SRSNIDNMFESYINNLRRQLDTLGQEKLKLEVELGNMQGLVEDFKNKYEDEIKLRGDMENEFVLIKKDVD
ARSNMDNMFESYINNLRRQLEALGQEKLKLEAELGNMQGLVEDFKNKYEDEINKRTEMENEFVLIKKDVD
ARSNIDNMFESYINSLRRQLETLAQDKLKLEVELGNMQGLVEDFKTKYEDEIQKRTDMENEFVIIKKDVD
ARSNMDNMFESYINNLRRQLETLGQEKLKLEVELGNMQGLVEDFKNKYEDEINKRTEMENEFVLIKKDVD
211 280
EAYMNKVELESRLEGLTDEINFLRQLYEEEIRELQSQISDTSVVLSMDNSRSLDMDS I IAEVKAQYEDIA
EAYMNKVELESRLEGLTDEINFLRQIHEEEIRELQSQISDTSVVLSMDNSRSLDMDGI IAEVRAQYEDIA
EAYMNKVELESRLEGLTDEINFLRQIHEEEIRELQSQISDTSVVLSMDNSRSLDMDSI IAEVRAQYEEIA
EAYMNKVELESRLEGLTDEINFYRQLYEEEIREMQSQISDTSVVLEMDNNRNLDLDGI IAEVKAQYEEIA
EAYMNKVELESRLEGLTDEINFYRQLYEEEIREMQSQISDTSVVLSMDNSRSLDLDGIIAEVKAQYEEIA
EAYMNKVELESRLEGLTDEINFFRQLYEEEIRELQSQISDTSVVLSMDNNRSLDLDGI IAEVKAQYEDIA
EAYMSKVELESRLESLTDEINFLRQLYDEELREMQSQISDTSVVLSMDNNRSLDLDSIIAEVKAQYEDIA
EAYMNKVELESRLEGLTDEINFLRQLYEEEIRELQSQISDTSVVLSMDNSRSLDLDGI IAEVKAQYEEIA
EAYMNKIELESRLEGLTDEINFLRQLYEEEIHELQSQISDTSVVLSMDNSRSLDLDGIIAEVKAQYEDIA
EAYMNKVELESRLEGLTDEINFLRQLYEEEIRELQSQISDTSVVLSMDNSRSLDMDGI IAEVRAQYEDIA
EAYMNKVELESRLEGLTDEINFYRQLYEEEIREMQSQISDTSVVLSMDNNRNLDLDGI IAEVKAQYEEIA
EAYMNKVELESRLEGLTDEINFLRQLYEEEIRELQSQISDTSVVLSMDNSRSLDLDGI IAEVKAQYEDIA
281 350
NRSRAEAESMYQIKYEELQSLAGKHGDDLRRTKTELSEMNRN ISRLQAEI EGLKGQRASLEAAIADAEQR
NRSRAEAETMYQIKYEELQTLAGKHGDDLRRTKTELSEMNRN INRLQAEI EALKGQRASLEAAIADAEQR
NRSRAEAETMYQIKYEELQTLAGKHGDDLRRSKTELSEMNRN ISRLQAEI DALKGQRATLEAAIADAEQR
NRSRAEAEAMYQIKYEELQTLAGKHGDDLRRTKTELSEMNRN INRLQAEI EGLKGQRASLEAAIADAEQR
NRSRAEAETMYQIKYEELQSLAGKHGDDLRRTKTELSEMNRN ISRLQAEIEGLKGQRASLEAAIADAEQR
NRSRLEAEFMYQIKYEELQTLAGKHGDDLRRTKTELSETNRN INRLRAEI DGLKGQNAALEAAIADAEQR
NRSRLEAETWYQSKYEELKTTAGKHGDDLRTTRSELISELNRMIQRIQAEIEVLKNQRATLETAIAEAEER
NRSRAEAETMYQIKYEELQTLAGKHGDDLRRTKTELSEMNRN INRLQAEI EGLKNQRAS LEAAVADAEQR
NRSRVEAETMYQIKYEELQTLAGKHGDDLRRTKTELSEMNRS ISRLQAEIETLKNQRAALEAAIADAEQR
NRSRAEAESMYQVKYEELQLQAGKHGDDLRRTKTELSEMNRN ISRIQAEI EALKGQRATLEAATADAEQR
NRSRAEAETMYQIKYEELQTLAGKHGDDLRRTKTEILSEMNRN ISRLQAEI EGLKGQRASLEAAIADAEQR
NRSRAEAETMYQIKYEELQTLAGKHGDDLRRTKTELSEMNRN ISRLQAEI EGLKGQRASLEAATADAEQR
351 420
GELAIKDANAKLSELEAALQRAKQDMARQLREYQELMNVKLALDIEIATYRKLLEGEESRLESGMQONMS I
GEMAIKDAQTKLAELEAALQRAKQDMARQLREYQELMNVKLALDIEITTYRKLLEGEESRLESGMQNMS I
GELAVKDANAKLEDLKNALQKAKQDMARQLREYQELMNVKLALDIEIATYRKLLEGEESRLESGMQONMS I
GEMAVKDAQAKLAELEAALRNAKQDMARQLREYQELMNVKLALDVEIATYRKLLEGEESRLESGMQNMS I
GELAVKDAQAKLAELEAALRTAKQDMARQLREYQELMNVKLALDVEIATYRKLLEGEESRLESGMQONMS I
GELAIKDAQDKVTELEVALRTAKQDMARQLREYQELMNVKLALDVEIATYRKLLEGEESRLESGMQONLSI
GEMALKDARAKLSELEAALQKAKQDLARQLREYQELMNVKLALDIEIATYRKLLEGEESRLESGMONLSI
GELAVKDANAKVAELEAALQRAKQDMARQLREYQELMNVKLALDI EIATYRKLLEGEESRLESGMQONMS I
GELAVKDANAKVAELEAALQRAKQDMARQLREYQELMNVKLALDIEIATYRKLLEGEESRLESGMQNMS I
GELAIKDANAKLAELEAALQRAKQDMARQLREYQELMNVKLALDI EIATYRKLLEGEESRLESGMQONMS I
GEMAVKDAQAKLAELEAALRNAKQDMARQLREYQELMNVKLALDVEIATYRKLLEGEESRLESGMQNMS I
GELAVKDANAKLAELEAALQRAKQDMARQLREYQELMNVKLALDIEIATYRKLLEGEESRLESGMQONMS I
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Figure 1B contd
421 490
HTKTTSGYAGGLSSAYGGLTSPGLSYSLG-————-SSEGSGAGSSSESRTSSSRAVVVKKIETRDGKLVSES

HTKTTSGYSGGLSSSYGGLTSPGFSYGMSS-FQPGFGSAGGSNTESRT -~ TKAVVVKKIETRDGKLVSES
HTKTTSGYAGGLSSSYGGLTSPGFSYGMSS-FQPGFGSVGGS STYSR- -~ TKAVVVKKIETRDGKLVSES
HTKTTSGYAGGLTSSYG——-TPGFNYSLS———————————— PGSFSRTSS-KPVVVKKIETRDGKLVSES
HTKTTSGYSGGVT--YG——-TPGFNYSLSSYQSGGLGSVGGSGSFSRTSS-KAVVVKKIETRDGKLVSES
HTKTSSYSGGLSSTTFGGLTSPGLSYGLSS-FQSSFSSGGSSGPIKLIGPPSAIVVKKIETRDGKLVSES
HTRTT-GYSGGFGGGFGSSFSTGYTVTP————————— PALESAAVPK---SRAIVIKKIETRDGKLVSEC
HTKTSTGYSGGLVSAYGGLMSPGLSY-———-AMQSGFGSGGSSASSSRVSSSKAVVVKKIETRDGKLVSES
HTKTTSGYSGGLNLAYGGLTSPGLNYGQS-SFQSGFGPGGS——-FSRSSSSKAVVVKKIETRDGKLVSES
HTKTTTGYAGGLSSGFGSLASPGLNYGLS—-FQSGFGPGGGS SSFTR- -~ SKAVVVKKIETRDGKLVSES
HTKTTSGYAGGLTSAYG——-TPGFNYSLSLA—————— SGGGPGSFSRTSS-KAVVVKKIETRDGKLVSES
HTKTTSGYAGGLSSAYGGL SPGFSY LS  Q GFGSGGGSGSFSRTSSSKAVVVKKIETRDGKLVSES
491

SDVLPK (SEQ ID NO: 24

SDVVSK (SEQ ID NO: 26

SDIMSK (SEQ ID NO: 27)

SDVLSK (SEQ ID NO: 28

SDVLSK (SEQ ID NO: 29

SDILPK (SEQ ID NO: 30

ADVLTN (SEQ ID NO: 31

SDVLSK (SEQ ID NO: 32)

SDVLPK (SEQ ID NO: 33)

SDVLAK (SEQ ID NO: 34)

SDVLSK (SEQ ID NO: 35)

SDVLSK (SEQ ID NO: 36
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Figure 2

HHDII/DP4 mice
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Figure 2 contd

C57BL/6 mice
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Average IFNy Spots/million Splenocytes
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Figure 3

A HHDII/DP4 Cyks8 cit immunised mice

Cyk8 133-151ci Cyk8 217-236cit

Cyk8 101-120ci

o o ooo Wn -meez-£1T
o
o
[=]
<
i
o .
. . oﬂ . -U98ELT-L12
oo 00 *mw oo |-umpew
11 i T 1 i 1
g 8 8 8 g 2 <
k=3 Wy - ¥ ™ -
sajfoous|ds voipwysiods AN
o
n OO ookmisiest
.
©r
[l
=1
©
1]
j+ %
. . o_o . FI0LSL-EEE
Slo '
e l% o b unmpap
i ] ] 1 1 1]
g 8 g 8 8 8 b
©w uy = L] o -
sajhsousidg uonpuysiodg AN
o
oy Soo
o o ady g O Fmaziio
b oy o
=
<
m » L
o ..
- es . o * LuoozicioL
Py ﬁi (X 1]
o o % o0
o 00 ou 000 00 =BIpay
o o O
¥ ¥ i 1 i 1
3 2 8 g 3 8 @
@ iy o~ L3

- 3
sajArouajdg uouysjod

S AN

Cyk8 381-399cit

Cyk8 371-388cit

Ay O e6e-18E

o
(363
o
S
(=3
13
= .
. s o - Fuoese-Las
@ oo @ lwnpsy
o
¥ 1 1] 1 3 i i ]
2 54 R - & & -
sajhzousids uolwysiods AN
[ nﬂn [ iMEBE~ L LE
o
[a
[=1
S
o
% I
- L] L 4 - HIERE-LLE
*
e
) +¢|E=_nwE
T m i 1 & 1
g § &8 8§ § 8

sajhoousids uoninusieds AN



PCT/EP2021/082541

WO 2022/106696

8/27

Figure 3 contd

B HHDII/DP4 Cyk8 wt immunised mice
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Figure 4
MSIRVIQKSYKVSTSGPRAFSSRSYTSGPGSRISSSSFSRVGS——-SNFRGGLGG—————— GYGGASGMG

MSIRVIQKSYKMSTSGPRAFSSRSFTSGPGARISSSSFSRVGSSSSSFRGSMGTGV-GLGGEGGAGVG

GITAVIVNQSLLSPLVLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRFLEQONKMLETKWSLLOQQKT
GITAVIVNQSLLSPLKLEVDPNIQAVRTQEKEQIKSLNNKFASFIDKVRFLEQONKMLETKWSLLOQQKT

ARSNMDNMFESYINNLRRQLETLGOQEKLKLEAELGNMQGLVEDFKNKYEDEINKRTEMENEEFVLIKKDVD
SRSNMDNMFESYINNLRRQLEALGOEKLKLEAELGNMOGLVEDEFKNKYEDEINKRTEMENEFVLIKKDVD

EAYMNKVELESRLEGLTDEINFLRQLYEEEIRELQSQISDTSVVLSMDNSRSLDMDSIIAEVKAQYEDIA
EAYMNKVELESRLEGLTDEINFLRQIHEEEIRELQSQISDTSVVLSMDNSRSLDMDGIIAEVRAQYEDIA

NRSRAEAESMYQIKYEELQSLAGKHGDDLRRTKTEISEMNRNISRLOAEIEGLKGQRASLEAATADAEQR
NRSRAEAETMYQIKYEELQTLAGKHGDDLRRTKTEISEMNRN INRLOAEIEALKGQRASLEAATADAEQR

GELAIKDANAKLSELEAALQRAKQDMARQLREYQELMNVKLALDIEIATYRKLLEGEESRLESGMONMST
GEMAIKDAQTKLAELEAALQRAKQDMARQLREYQELMNVKLALDIEITTYRKLLEGEESRLESGMONMST

HTKTTSGYAGGLSSAYGGLTSPGLSYSLG-———SSFGSGAGSSSFSRTS3SRAVVVKKIETRDGKLVSES
HTKTTSGYSGGLSSSYGGLTSPGESYGMSS—FQPGFGSAGGSNTEFSRT--TKAVVVKKIETRDGKLVSES

SDVLPK (SEQ ID NO: 24)
SDVVSK (SEQ ID NO: 26

Non-homologous Cytokeratin 8 peptides:

Cyk8 8-26 peptide
Human:KSYKVSTSGPRAFSSRSYT (sep 1D No: 3)
Mouse: KSYKMSTSGPRAFSSRSFT (seg 1D no: 16)

Cyk8 217-236 peptide
Human:LTDEINFLRQLYEEEIRELQ (szg 1D No: 6)
Mouse: LTDEINFLRQIHEEEIRELQ (szg 1D no: 37)

Cyk8 381-399 peptide
Human:KLALDIEIATYRKLLEGEE (sko 1p no: 4)
Mouse: KLALDIEITTYRKLLEGEE (sz0 1p no: 28)
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Mouse Cyk8 217-236cit peptide
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Figure 5
Protein Peptide Position | Homology
Cytokeratin 8 KFASFIDKVRFLEQQNKMLE (SEQ ID NO: 1) 101-120
Mismatch at position 18
Cytokeratin 2 KFASFIDKVRFLEQQNKVLE (SEQ.ID NO: 7) 193-205
Cytokeratin 8 KFASFIDKVRFLEQQNKMLE (SEQ ID NO: 1) 101-120
Mismatch at position 18
Cytokeratin 7 KFASFIDKVRFLEQQNKLLE (SEQ ID NO: 8) 101-120
Cytokeratin 8 KLALDIEIATYRKLLEGEE (SEQ ID NO: 4) 381-399
Homologous
Cytokeratin 4 KLALDIEIATYRKLLEGEE (SEQ ID NO: 4) 429-447
Cytokeratin 8 KLALDIEIATYRKLLEGEE (SEQ ID NO: 4) 381-399
Mismatch at position 2
Vimentin KMALDIEIATYRKLLEGEE (SEQ ID NO: 9) 390-408
Cytokeratin 8 KLALDIEIATYRKLLEGEE (SEQ ID NO: 4) 381-399
Glial fibrillary KLALDIEIATYRKLLEGEE (SEQ ID NO: 4) 365-374 Homologous

protein
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Figure 6

Cyk8 133-151cit

Cyk8 101-120cit
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