
002298-0036-WOl-Sequence-Li sti ng 
SEQUENCE LISTING 

<110> CHROMOCELL CORPORATION 

<120> ASSAYS FOR IDENTIFYING COMPOUNDS THAT MODULATE BITTER TASTE 

<130> 002298-0036-WOl 

<140> 
<141> 

<150> 61/815,592 
<151> 2013-04-24 

<160> 55 

<170> Patentln version 3.5 

<210> 1 
<211> 374 
<212> PRT 
<213> Homo sapiens 

<400> 1 
Met Ala Arg Ser Leu Thr Trp Arg cys Cys Pro Trp Cys Leu Thr Glu 
15 10 15 

Asp Glu Lys Ala Ala Ala Arg Val Asp Gin Glu lie Asn Arg lie Leu 
20 25 30 

Leu Glu Gin Lys Lys Gin Asp Arg Gly Glu Leu Lys Leu Leu Leu Leu 
35 40 45 

Gly Pro Gly Glu Ser Gly Lys Ser Thr Phe lie Lys Gin Met Arg lie 
50 55 60 

lie His Gly Ala Gly Tyr Ser Glu Glu Glu Arg Lys Gly Phe Arg Pro 
65 70 75 80 

Leu val Tyr Gin Asn lie Phe val ser Met Arg Ala Met lie Glu Ala 
85 90 95 

Met Glu Arg Leu Gin lie Pro Phe Ser Arg Pro Glu Ser Lys His His 
100 105 110 

Ala Ser Leu val Met Ser Gin Asp Pro Tyr Lys Val Thr Thr Phe Glu 
115 120 125 

Lys Arg Tyr Ala Ala Ala Met Gin Trp Leu Trp Arg Asp Ala Gly lie 
130 13 5 140 

Arg Ala Cys Tyr Glu Arg Arg Arg Glu Phe His Leu Leu Asp Ser Ala 
145 150 155 160 

Val Tyr Tyr Leu ser His Leu Glu Arg lie Thr Glu Glu Gly Tyr val 
165 170 175 
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002298-0036-WOl-Sequerice-Li sti ng 
Pro Thr Ala Gin Asp Val Leu Arg Ser Arg Met Pro Thr Thr Gly lie 

180 185 190 

Asn Glu Tyr Cys Phe Ser Val Gin Lys Thr Asn Leu Arg lie Val Asp 
195 200 205 

Val Gly Gly Gin Lys Ser Glu Arg Lys Lys Trp lie His Cys Phe Glu 
210 215 220 

Asn val lie Ala Leu lie Tyr Leu Ala Ser Leu ser Glu Tyr Asp Gin 
225 230 235 240 

Cys Leu Glu Glu Asn Asn Gin Glu Asn Arg Met Lys Glu Ser Leu Ala 
245 250 255 

Leu Phe Gly Thr lie Leu Glu Leu Pro Trp Phe Lys Ser Thr Ser Va 
260 265 270 

lie Leu Phe Leu Asn Lys Thr Asp lie Leu Glu Glu Lys lie Pro Thr 
275 280 285 

Ser His Leu Ala Thr Tyr Phe Pro Ser Phe Gin Gly Pro Lys Gin Asp 
290 295 300 

Ala Glu Ala Ala Lys Arg Phe lie Leu Asp Met Tyr Thr Arg Met Tyr 
305 310 315 320 

Thr Gly Cys val Asp Gly Pro Glu Gly ser Lys Lys Gly Ala Arg Ser 
325 330 335 

Arg Arg Leu Phe Ser His Tyr Thr Cys Ala Thr Asp Thr Gin Asn lie 
340 345 350 

Arg Lys Val Phe Lys Asp val Arg Asp Ser Val Leu Ala Arg Tyr Leu 
355 360 365 

Asp Glu lie Asn Leu Leu 
370 

<210> 2 
<211> 900 
<212> DNA 
<213> Homo sapiens 

<400> 2 
atgctagagt ctcacctcat tatctatttt cttcttgcag tgatacaatt tcttcttggg 60 

attttcacaa atggcatcat tgtggtggtg aatggcattg acttgatcaa gcacagaaaa 120 

atggctccgc tggatctcct tctttcttgt ctggcagttt ctagaatttt tctgcagttg 180 

ttcatcttct acgttaatgt gattgttatc ttcttcatag aattcatcat gtgttctgcg 240 

aattgtgcaa ttctcttatt tataaatgaa ttggaacttt ggcttgccac atggctcggc 300 
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002298-Q036-WO1-Sequence-Listi ng 
gttttctatt gtgccaaggt tgccagcgtc cgtcacccac tcttcatctg gttgaagatg 360 

aggatatcca agctggtccc atggatgatc ctggggtctc tgctatatgt atctatgatt 420 

tgtgttttcc atagcaaata tgcagggttt atggtcccat acttcctaag gaaatttttc 480 

tcccaaaatg ccacaattca aaaagaagat acactggcta tacagatttt ctcttttgtt 540 

gctgagttct cagtgccatt gcttatcttc ctttttgctg ttttgctctt gattttctct 600 

ctggggaggc acacccggca aatgagaaac acagtggccg gcagcagggt tcctggcagg 660 

ggtgcaccca tcagcgcgtt gctgtctatc ctgtccttcc tgatcctcta cttctcccac 720 

tgcatgataa aagtttttct ctcttctcta aagtttcaca tcagaaggtt catctttctg 780 

ttcttcatcc ttgtgattgg tgtataccct tctggacact ctctcatctt aattttagga 840 

aatcctaaat tgaaacaaaa tgcaaaaaag ttcctcctcc acagtaagtg ctgtcagtga 900 

<210> 3 
<211> 951 
<212> DNA 
<213> Homo sapi ens 

<400> 3 
atgatgggac tcaccgaggg ggtgttcctg attctgtctg gcactcagtt cacactggga 60 

attctggtca attgtttcat tgagttggtc aatggtagca gctggttcaa gaccaagaga 120 

atgtctttgt ctgacttcat catcaccacc ctggcactct tgaggatcat tctgctgtgt 180 

attatcttga ctgatagttt tttaatagaa ttctctccca acacacatga ttcagggata 240 

ataatgcaaa ttattgatgt ttcctggaca tttacaaacc atctgagcat ttggcttgcc 300 

acctgtcttg gtgtcctcta ctgcctgaaa atcgccagtt tctctcaccc cacattcctc 360 

tggctcaagt ggagagtttc tagggtgatg gtatggatgc tgttgggtgc actgctctta 420 

tcctgtggta gtaccgcatc tctgatcaat gagtttaagc tctattctgt ctttagggga 480 

attgaggcca ccaggaatgt gactgaacac ttcagaaaga agaggagtga gtattatctg 540 

atccatgttc ttgggactct gtggtacctg cctcccttaa ttgtgtccct ggcctcctac 600 

tctttgctca tcttctccct ggggaggcac acacggcaga tgctgcaaaa tgggacaagc 660 

tccagagatc caaccactga ggcccacaag agggccatca gaatcatcct ttccttcttc 720 

tttctcttct tactttactt tcttgctttc ttaattgcat catttggtaa tttcctacca 780 

aaaaccaaga tggctaagat gattggtgaa gtaatgacaa tgttttatcc tgctggccac 840 

tcatttattc tcattctggg gaacagtaag ctgaagcaga catttgtagt gatgctccgg 900 

tgtgagtctg gtcatctgaa gcctggatcc aagggaccca ttttctctta g 951 

<210> 4 
<211> 900 
<212> DNA 
<213> Homo sapi ens 

<400> 4 
atgcttcggt tattctattt ctctgctatt attgcctcag 
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002298-0036-wol-Sequence-Li sti ng 
atcattatga atctgtttat tacagtggtc aattgcaaaa cttgggtcaa aagccataga 120 

atctcctctt ctgataggat tctgttcagc ctgggcatca ccaggtttct tatgctggga 180 

ctatttctgg tgaacaccat ctacttcgtc tcttcaaata cggaaaggtc agtctacctg 240 

tctgcttttt ttgtgttgtg tttcatgttt ttggactcga gcagtgtctg gtttgtgacc 300 

ttgctcaata tcttgtactg tgtgaagatt actaacttcc aacactcagt gtttctcctg 360 

ctgaagcgga atatctcccc aaagatcccc aggctgctgc tggcctgtgt gctgatttct 420 

gctttcacca cttgcctgta catcacgctt agccaggcat caccttttcc tgaacttgtg 480 

actacgagaa ataacacatc atttaatatc agtgagggca tcttgtcttt agtggtttct 540 

ttggtcttga gctcatctct ccagttcatc attaatgtga cttctgcttc cttgctaata 600 

cactccttga ggagacatat acagaagatg cagaaaaatg ccactggttt ctggaatccc 660 

cagacggaag ctcatgtagg tgctatgaag ctgatggtct atttcctcat cctctacatt 720 

ccatattcag ttgctaccct ggtccagtat ctcccctttt atgcagggat ggatatgggg 780 

accaaatcca tttgtctgat ttttgccacc ctttactctc caggacattc tgttctcatt 840 

attatcacac atcctaaact gaaaacaaca gcaaagaaga ttctttgttt caaaaaatag 900 

<210> 5 
<211> 900 
<212> DNA 
<213> Homo sapi ens 

<400> 5 
atgctgagcg ctggcctagg actgctgatg ctggtggcag tggttgaatt tctcatcggt 60 

ttaattggaa atggaagcct ggtggtctgg agttttagag aatggatcag aaaattcaac 120 

tggtcctcat ataacctcat tatcctgggc ctggctggct gccgatttct cctgcagtgg 180 

ctgatcattt tggacttaag cttgtttcca cttttccaga gcagccgttg gcttcgctat 240 

cttagtatct tctgggtcct ggtaagccag gccagcttat ggtttgccac cttcctcagt 300 

gtcttctatt gcaagaagat cacgaccttc gatcgcccgg cctacttgtg gctgaagcag 360 

agggcctata acctgagtct ctggtgcctt ctgggctact ttataatcaa tttgttactt 420 

acagtccaaa ttggcttaac attctatcat cctccccaag gaaacagcag cattcggtat 480 

ccctttgaaa gctggcagta cctgtatgca tttcagctca attcaggaag ttatttgcct 540 

ttagtggtgt ttcttgtttc ctctgggatg ctgattgtct ctttgtatac acaccacaag 600 

aagatgaagg tccattcagc tggtaggagg gatgtccggg ccaaggctca catcactgcg 660 

ctgaagtcct tgggctgctt cctcttactt cacctggttt atatcatggc cagccccttc 720 

tccatcacct ccaagactta tcctcctgat ctcaccagtg tcttcatctg ggagacactc 780 

atggcagcct atccttctct tcattctctc atattgatca tggggattcc tagggtgaag 840 

cagacttgtc agaagatcct gtggaagaca gtgtgtgctc ggagatgctg gggcccatga 900 

<210> 6 
<211> 957 
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002298-0036-WOl-Sequence-l_i sti ng 
<212> DNA 
<213> Homo sapiens 

<400> 6 
atggcagata aagtgcagac tactttattg ttcttagcag ttggagagtt ttcagtgggg 60 

atcttaggga atgcattcat tggattggta aactgcatgg attgggtcaa gaagaggaaa 120 

attgcctcca ttgatttaat cctcacaagt ctggccatat ccagaatttg tctattgtgc 180 

gtaatactat tagattgttt tatattggtg ctatatccag atgtctatgc cactggtaaa 240 

gaaatgagaa tcattgactt cttctggaca ctaaccaatc atttaagtat ctggtttgca 300 

acctgcctca gcatttacta tttcttcaag ataggtaatt tctttcaccc acttttcctc 360 

tggatgaagt ggagaattga cagggtgatt tcctggattc tactggggtg cgtggttctc 420 

tctgtgttta ttagccttcc agccactgag aatttgaacg ctgatttcag gttttgtgtg 480 

aaggcaaaga ggaaaacaaa cttaacttgg agttgcagag taaataaaac tcaacatgct 540 

tctaccaagt tatttctcaa cctggcaacg ctgctcccct tttgtgtgtg cctaatgtcc 600 

tttttcctct tgatcctctc cctgcggaga catatcaggc gaatgcagct cagtgccaca 660 

gggtgcagag accccagcac agaagcccat gtgagagccc tgaaagctgt catttccttc 720 

cttctcctct ttattgccta •ctatttgtcc tttctcattg ccacctccag ctactttatg 780 

ccagagacgg aattagctgt gatttttggt gagtccatag ctctaatcta cccctcaagt 840 

cattcattta tcctaatact ggggaacaat aaattaagac atgcatctct aaaggtgatt 900 

tggaaagtaa tgtctattct aaaaggaaga aaattccaac aacataaaca aatctga 957 

<210> 7 
<211> 930 
<212> DNA 
<213> Homo sapi ens 

<400> 7 
atgttcagtc ctgcagataa catctttata atcctaataa ctggagaatt catactagga 60 

atattgggga atggatacat tgcactagtc aactggattg actggattaa gaagaaaaag 120 

atttccacag ttgactacat ccttaccaat ttagttatcg ccagaatttg tttgatcagt 180 

gtaatggttg taaatggcat tgtaatagta ctgaacccag atgtttatac aaaaaataaa 240 

caacagatag tcatttttac cttctggaca tttgccaact acttaaatat gtggattacc 300 

acctgcctta atgtcttcta ttttctgaag atagccagtt cctctcatcc actttttctc 360 

tggctgaagt ggaaaattga tatggtggtg cactggatcc tgctgggatg ctttgccatt 420 

tccttgttgg tcagccttat agcagcaata gtactgagtt gtgattatag gtttcatgca 480 

attgccaaac ataaaagaaa cattactgaa atgttccatg tgagtaaaat accatacttt 540 

gaacccttga ctctctttaa cctgtttgca attgtcccat ttattgtgtc actgatatca 600 

tttttccttt tagtaagatc tttatggaga cataccaagc aaataaaact ctatgctacc 660 

ggcagtagag accccagcac agaagttcat gtgagagcca ttaaaactat gacttcattt 720 

atcttctttt ttttcctata ctatatttct tctattttga 
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002298-0C)36-WOl-Sequence-Li sti ng 

acaaaataca agttagctgt ggagtttgga gagattgcag caattctcta ccccttgggt 840 

cactcactta ttttaattgt tttaaataat aaactgaggc agacatttgt cagaatgctg 900 

acatgtagaa aaattgcctg catgatatga 930 

<210> 8 
<211> 939 
<212> DNA 
<213> Homo sapi ens 

<400> 8 
atgccaagtg caatagaggc aatatatatt attttaattg ctggtgaatt gaccataggg 60 

atttggggaa atggattcat tgtactagtt aactgcattg actggctcaa aagaagagat 120 

atttccttga ttgacatcat cctgatcagc ttggccatct ccagaatctg tctgctgtgt 180 

gtaatatcat tagatggctt ctttatgctg ctctttccag gtacatatgg caatagcgtg 240 

ctagtaagca ttgtgaatgt tgtctggaca tttgccaata attcaagtct ctggtttact 300 

tcttgcctca gtatcttcta tttactcaag atagccaata tatcgcaccc atttttcttc 360 

tggctgaagc taaagatcaa caaggtcatg cttgcgattc ttctggggtc ctttcttatc 420 

tctttaatta ttagtgttcc aaagaatgat gatatgtggt atcacctttt caaagtcagt 480 

catgaagaaa acattacttg gaaattcaaa gtgagtaaaa ttccaggtac tttcaaacag 540 

ttaaccctga acctgggggt gatggttccc tttatccttt gcctgatctc atttttcttg 600 

ttacttttct ccctagttag acacaccaag cagattcgac tgcatgctac agggttcaga 660 

gaccccagta cagaggccca catgagggcc ataaaggcag tgatcatctt tctgctcctc 720 

ctcatcgtgt actacccagt ctttcttgtt atgacctcta gcgctctgat tcctcaggga 780 

aaattagtgt tgatgattgg tgacatagta actgtcattt tcccatcaag ccattcattc 840 

attctaatta tgggaaatag caagttgagg gaagcttttc tgaagatgtt aagatttgtg 900 

aagtgtttcc ttagaagaag aaagcctttt gttccatag 939 

<210> 9 
<211> 924 
<212> DNA 
<213> Homo sapi ens 

<400> 9 
atgctacgtg tagtggaagg catcttcatt tttgttgtag ttagtgagtc agtgtttggg 60 

gttttgggga atggatttat tggacttgta aactgcattg actgtgccaa gaataagtta 120 

tctacgattg gctttattct caccggctta gctatttcaa gaatttttct gatatggata 180 

ataattacag atggatttat acagatattc tctccaaata tatatgcctc cggtaaccta 240 

attgaatata ttagttactt ttgggtaatt ggtaatcaat caagtatgtg gtttgccacc 300 

agcctcagca tcttctattt cctgaagata gcaaattttt ccaactacat atttctctgg 360 

ttgaagagca gaacaaatat ggttcttccc ttcatgatag tattcttact tatttcatcg 420 

ttacttaatt ttgcatacat tgcgaagatt cttaatgatt 
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002298-0036-WOl-Sequence-Li sti ng 

gtctgggatc tcaacatgta taaaagtgaa tactttatta aacagatttt gctaaatctg 540 

ggagtcattt tcttctttac actatcccta attacatgta tttttttaat catttccctt 600 

tggagacaca acaggcagat gcaatcaaat gtgacaggat tgagagactc caacacagaa 660 

gctcatgtga aggcaatgaa agttttgata tctttcatca tcctctttat cttgtatttt 720 

ataggcatgg ccatagaaat atcatgtttt actgtgcgag aaaacaaact gctgcttatg 780 

tttggaatga caaccacagc catctatccc tggggtcact catttatctt aattctagga 840 

aacagcaagc taaagcaagc ctctttgagg gtactgcagc aattgaagtg ctgtgagaaa 900 

aggaaaaatc tcagagtcac atag 924 

<210> 10 
<211> 912 
<212> DNA 
<213> Homo sapi ens 

<400> 10 
atggaaagtg ccctgccgag tatcttcact cttgtaataa ttgcagaatt cataattggg 60 

aatttgagca atggatttat agtactgatc aactgcattg actgggtcag taaaagagag 120 

ctgtcctcag tcgataaact cctcattatc ttggcaatct ccagaattgg gctgatctgg 180 

gaaatattag taagttggtt tttagctctg cattatctag ccatatttgt gtctggaaca 240 

ggattaagaa ttatgatttt tagctggata gtttctaatc acttcaatct ctggcttgct 300 

acaatcttca gcatctttta tttgctcaaa atagcgagtt tctctagccc tgcttttctc 360 

tatttgaagt ggagagtaaa caaagtgatt ctgatgatac tgctaggaac cttggtcttc 420 

ttatttttaa atctgataca aataaacatg catataaaag actggctgga ccgatatgaa 480 

agaaacacaa cttggaattt cagtatgagt gactttgaaa cattttcagt gtcggtcaaa 540 

ttcactatga ctatgttcag tctaacacca tttactgtgg ccttcatctc ttttctcctg 600 

ttaattttct ccctgcagaa acatctccag aaaatgcaac tcaattacaa aggacacaga 660 

gaccccagga ccaaggtcca tacaaatgcc ttgaaaattg tgatctcatt ccttttattc 720 

tatgctagtt tctttctatg tgttctcata tcatggattt ctgagctgta tcagaacaca 780 

gtgatctaca tgctttgtga gacgattgga gtcttctctc cttcaagcca ctcctttctt 840 

ctgattctag gaaacgctaa gttaagacag gcctttcttt tggtggcagc taaggtatgg 900 

gctaaacgat ga 912 

<210> 11 
<211> 954 
<212> DNA 
<213> Homo sapi ens 

<400> 11 
atgggtggtg tcataaagag catatttaca ttcgttttaa ttgtggaatt tataattgga 60 

aatttaggaa atagtttcat agcactggtg aactgtattg actgggtcaa gggaagaaag 120 

atctcttcgg ttgatcggat cctcactgct ttggcaatct ctcgaattag cctggtttgg 180 
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002298-0036-WOl-Sequence-Li sti ng 

ttaatattcg gaagctggtg tgtgtctgtg tttttcccag ctttatttgc cactgaaaaa 240 

atgttcagaa tgcttactaa tatctggaca gtgatcaatc attttagtgt ctggttagct 300 

acaggcctcg gtacttttta ttttctcaag atagccaatt tttctaactc tatttttctc 360 

tacctaaagt ggagggttaa aaaggtggtt ttggtgctgc ttcttgtgac ttcggtcttc 420 

ttgtttttaa atattgcact gataaacatc catataaatg ccagtatcaa tggatacaga 480 

agaaacaaga cttgcagttc tgattcaagt aactttacac gattttccag tcttattgta 540 

ttaaccagca ctgtgttcat tttcataccc tttactttgt ccctggcaat gtttcttctc 600 

ctcatcttct ccatgtggaa acatcgcaag aagatgcagc acactgtcaa aatatccgga 660 

gacgccagca ccaaagccca cagaggagtt aaaagtgtga tcactttctt cctactctat 720 

gccattttct ctctgtcttt tttcatatca gtttggacct ctgaaaggtt ggaggaaaat 780 

ctaattattc tttcccaggt gatgggaatg gcttatcctt catgtcactc atgtgttctg 840 

attcttggaa acaagaagct gagacaggcc tctctgtcag tgctactgtg gctgaggtac 900 

atgttcaaag atggggagcc ctcaggtcac aaagaattta gagaatcatc ttga 954 

<210> 12 
<211> 876 
<212> DNA 
<213> Homo sapi ens 

<400> 12 
atgataccca tccaactcac tgtcttcttc atgatcatct atgtgcttga gtccttgaca 60 

attattgtgc agagcagcct aattgttgca gtgctgggca gagaatggct gcaagtcaga 120 

aggctgatgc ctgtggacat gattctcatc agcctgggca tctctcgctt ctgtctacag 180 

tgggcatcaa tgctgaacaa tttttgctcc tattttaatt tgaattatgt actttgcaac 240 

ttaacaatca cctgggaatt ttttaatatc cttacattct ggttaaacag cttgcttacc 300 

gtgttctact gcatcaaggt ctcttctttc acccatcaca tctttctctg gctgaggtgg 360 

agaattttga ggttgtttcc ctggatatta ctgggttctc tgatgattac ttgtgtaaca 420 

atcatccctt cagctattgg gaattacatt caaattcagt tactcaccat ggagcatcta 480 

ccaagaaaca gcactgtaac tgacaaactt gaaaattttc atcagtatca gttccaggct 540 

catacagttg cattggttat tcctttcatc ctgttcctgg cctccaccat ctttctcatg 600 

gcatcactga ccaagcagat acaacatcat agcactggtc actgcaatcc aagcatgaaa 660 

gcgcgcttca ctgccctgag gtcccttgcc gtcttattta ttgtgtttac ctcttacttt 720 

ctaaccatac tcatcaccat tataggtact ctatttgata agagatgttg gttatgggtc 780 

tgggaagctt ttgtctatgc tttcatctta atgcattcca cttcactgat gctgagcagc 840 

cctacgttga aaaggattct aaagggaaag tgctag 876 

<210> 13 
<211> 1002 
<212> DNA 

Page 8 



002298-0036-WOl-Sequence-Li sti ng 
<213> Homo sapiens 

<400> 13 
atgttgactc taactcgcat ccgcactgtg tcctatgaag tcaggagtac atttctgttc 60 

atttcagtcc tggagtttgc agtggggttt ctgaccaatg ccttcgtttt cttggtgaat 120 

ttttgggatg tagtgaagag gcaggcactg agcaacagtg attgtgtgct gctgtgtctc 180 

agcatcagcc ggcttttcct gcatggactg ctgttcctga gtgctatcca gcttacccac 240 

ttccagaagt tgagtgaacc actgaaccac agctaccaag ccatcatcat gctatggatg 300 

attgcaaacc aagccaacct ctggcttgct gcctgcctca gcctgcttta ctgctccaag 360 

ctcatccgtt tctctcacac cttcctgatc tgcttggcaa gctgggtctc caggaagatc 420 

tcccagatgc tcctgggtat tattctttgc tcctgcatct gcactgtcct ctgtgtttgg 480 

tgctttttta gcagacctca cttcacagtc acaactgtgc tattcatgaa taacaataca 540 

aggctcaact ggcagattaa agatctcaat ttattttatt cctttctctt ctgctatctg 600 

tggtctgtgc ctcctttcct attgtttctg gtttcttctg ggatgctgac tgtctccctg 660 

ggaaggcaca tgaggacaat gaaggtctat accagaaact ctcgtgaccc cagcctggag 720 

gcccacatta aagccctcaa gtctcttgtc tcctttttct gcttctttgt gatatcatcc 780 

tgtgctgcct tcatctctgt gcccctactg attctgtggc gcgacaaaat aggggtgatg 840 

gtttgtgttg ggataatggc agcttgtccc tctgggcatg cagccatcct gatctcaggc 900 

aatgccaagt tgaggagagc tgtgatgacc attctgctct gggctcagag cagcctgaag 960 

gtaagagccg accacaaggc agattcccgg acactgtgct ga 1002 

<210> 14 
<211> 1014 
<212> DNA 
<213> Homo sapi ens 

<400> 14 
atgctaggga gatgttttcc tccagacacc aaagagaagc aacagctcag aatgactaaa 60 

ctctgcgatc ctgcagaaag tgaattgtcg ccatttctca tcaccttaat tttagcagtt 120 

ttacttgctg aatacctcat tggtatcatt gcaaatggtt tcatcatggc tatacatgca 180 

gctgaatggg ttcaaaataa ggcagtttcc acaagtggca ggatcctggt tttcctgagt 240 

gtatccagaa tagctctcca aagcctcatg atgttagaaa ttaccatcag ctcaacctcc 300 

ctaagttttt attctgaaga cgctgtatat tatgcattca aaataagttt tatattctta 360 

aatttttgta gcctgtggtt tgctgcctgg ctcagtttct tctactttgt gaagattgcc 420 

aatttctcct accccctttt cctcaaactg aggtggagaa ttactggatt gataccctgg 480 

cttctgtggc tgtccgtgtt tatttccttc agtcacagca tgttctgcat caacatctgc 540 

actgtgtatt gtaacaattc tttccctatc cactcctcca actccactaa gaaaacatac 600 

ttgtctgaga tcaatgtggt cggtctggct tttttcttta acctggggat tgtgactcct 660 

ctgatcatgt tcatcctgac agccaccctg ctgatcctct 
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ctctcaagag acacacccta 720 



002298-0036-WOl-Sequence-Listi ng 
cacatgggaa gcaatgccac agggtccaac gaccccagca tggaggctca catgggggcc 780 

atcaaagcta tcagctactt tctcattctc tacattttca atgcagttgc tctgtttatc 840 

tacctgtcca acatgtttga catcaacagt ctgtggaata atttgtgcca gatcatcatg 900 

gctgcctacc ctgccagcca ctcaattcta ctgattcaag ataaccctgg gctgagaaga 960 

gcctggagcg gcttcagctt cgacttcatc tttacccaaa agagtggact ctga 1014 

<210> 15 
<211> 972 
<212> DNA 
<213> Homo sapiens 

<400> 15 
atggcaacgg tgaacacaga tgccacagat aaagacatat ccaagttcaa ggtcaccttc 60 

actttggtgg tctccggaat agagtgcatc actggcatcc ttgggagtgg cttcatcacg 120 

gccatctatg gggctgagtg ggccaggggc aaaacactcc ccactggtga ccgcattatg 180 

ttgatgctga gcttttccag gctcttgcta cagatttgga tgatgctgga gaacattttc 240 

agtctgctat tccgaattgt ttataaccaa aactcagtgt atatcctctt caaagtcatc 300 

actgtctttc tgaaccattc caatctctgg tttgctgcct ggctcaaagt cttctattgt 360 

cttagaattg caaacttcaa tcatcctttg ttcttcctga tgaagaggaa aatcatagtg 420 

ctgatgcctt ggcttctcag gctgtcagtg ttggtttcct taagcttcag ctttcctctc 480 

tcgagagatg tcttcaatgt gtatgtgaat agctccattc ctatcccctc ctccaactcc 540 

acggagaaga agtacttctc tgagaccaat atggtcaacc tggtattttt ctataacatg 600 

gggatcttcg ttcctctgat catgttcatc ctggcagcca ccctgctgat cctctctctc 660 

aagagacaca ccctacacat gggaagcaat gccacagggt ccagggaccc cagcatgaag 720 

gctcacatag gggccatcaa agccaccagc tactttctca tcctctacat tttcaatgca 780 

attgctctat ttctttccac gtccaacatc tttgacactt acagttcctg gaatattttg 840 

tgcaagatca tcatggctgc ctaccctgcc ggccactcag tacaactgat cttgggcaac 900 

cctgggctga gaagagcctg gaagcggttt cagcaccaag ttcctcttta cctaaaaggg 960 

cagactctgt ga 972 

<210> 16 
<211> 924 
<212> DNA 
<213> Homo sapi ens 

<400> 16 
atgcaagcag cactgacggc cttcttcgtg ttgctcttta gcctgctgag tcttctgggg 60 

attgcagcga atggcttcat tgtgctggtg ctgggcaggg agtggctgcg atatggcagg 120 

ttgctgccct tggatatgat cctcattagc ttgggtgcct cccgcttctg cctgcagttg 180 

gttgggacgg tgcacaactt ctactactct gcccagaagg tcgagtactc tgggggtctc 240 

ggccgacagt tcttccatct acactggcac ttcctgaact cagccacctt ctggttttgc 300 
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002298-0C)36-WOl-Sequence-Li sti ng 
agctggctca gtgtcctgtt ctgtgtgaag attgctaaca tcacacactc caccttcctg 360 

tggctgaagt ggaggttccc agggtgggtg ccctggctcc tgttgggctc tgtcctgatc 420 

tccttcatca taaccctgct gtttttttgg gtgaactacc ctgtatatca agaattttta 480 

attagaaaat tttctgggaa catgacctac aagtggaata caaggataga aacatactat 540 

ttcccatccc tgaaactggt catctggtca attccttttt ctgtttttct ggtctcaatt 600 

atgctgctga ttaattctct gaggaggcat actcagagaa tgcagcacaa cgggcacagc 660 

ctgcaggacc ccagcaccca ggctcacacc agagctctga agtccctcat ctccttcctc 720 

attctttatg ctctgtcctt tctgtccctg atcattgatg ccgcaaaatt tatctccatg 780 

cagaacgact tttactggcc atggcaaatt gcagtctacc tgtgcatatc tgtccatccc 840 

ttcatcctca tcttcagcaa cctcaagctt cgaagcgtgt tctcacagct cctgttgttg 900 

gcaaggggct tctgggtggc ctga 924 

<210> 17 
<211> 930 
<212> DNA 
<213> Homo sapi ens 

<400> 17 
atgataactt ttctgcccat cattttttcc agtctggtag tggttacatt tgttattgga 60 

aattttgcta atggcttcat agcactggta aattccattg agtggttcaa gagacaaaag 120 

atctcctttg ctgaccaaat tctcactgct ctggcggtct ccagagttgg tttgctctgg 180 

gtattattat taaactggta ttcaactgtg ttgaatccag cttttaatag tgtagaagta 240 

agaactactg cttataatat ctgggcagtg atcaaccatt tcagcaactg gcttgctact 300 

accctcagca tattttattt gctcaagatt gccaatttct ccaactttat ttttcttcac 360 

ttaaagagga gagttaagag tgtcattctg gtgatgttgt tggggccttt gctatttttg 420 

gcttgtcatc tttttgtgat aaacatgaat gagattgtgc ggacaaaaga atttgaagga 480 

aacatgactt ggaagatcaa attgaagagt gcaatgtact tttcaaatat gactgtaacc 540 

atggtagcaa acttagtacc cttcactctg accctactat cttttatgct gttaatctgt 600 

tctttgtgta aacatctcaa gaagatgcag ctccatggta aaggatctca agatcccagc 660 

accaaggtcc acataaaagc tttgcaaact gtgatctcct tcctcttgtt atgtgccatt 720 

tactttctgt ccataatgat atcagtttgg agttttggaa gtctggaaaa caaacctgtc 780 

ttcatgttct gcaaagctat tagattcagc tatccttcaa tccacccatt catcctgatt 840 

tggggaaaca agaagctaaa gcagactttt ctttcagttt tttggcaaat gaggtactgg 900 

gtgaaaggag agaagacttc atctccatga 930 

<210> 18 
<211> 930 
<212> DNA 
<213> Homo sapiens 

<400> 18 
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002298-0036-wol-Sequence-Li sti ng 
atgacaactt ttatacccat cattttttcc agtgtggtag tggttctatt tgttattgga 60 

aattttgcta atggcttcat agcattggta aattccattg agcgggtcaa gagacaaaag 120 

atctcttttg ctgaccagat tctcactgct ctggcggtct ccagagttgg tttgctctgg 180 

gtattattat taaattggta ttcaactgtg tttaatccag ctttttatag tgtagaagta 240 

agaactactg cttataatgt ctgggcagta accggccatt tcagcaactg gcttgctact 300 

agcctcagca tattttattt gctcaagatt gccaatttct ccaaccttat ttttcttcac 360 

ttaaagagga gagttaagag tgtcattctg gtgatgctgt tggggccttt actatttttg 420 

gcttgtcaac tttttgtgat aaacatgaaa gagattgtac ggacaaaaga atatgaagga 480 

aacttgactt ggaagatcaa attgaggagt gcagtgtacc tttcagatgc gactgtaacc 540 

acgctaggaa acttagtgcc cttcactctg accctgctat gttttttgct gttaatctgt 600 

tctctgtgta aacatctcaa gaagatgcag ctccatggta aaggatctca agatcccagc 660 

accaaggtcc acataaaagc tttgcaaact gtgatctttt tcctcttgtt atgtgccgtt 720 

tactttctgt ccataatgat atcagtttgg agttttggga gtctggaaaa caaacctgtc 780 

ttcatgttct gcaaagctat tagattcagc tatccttcaa tccacccatt catcctgatt 840 

tggggaaaca agaagctaaa gcagactttt ctttcagttt tgcggcaagt gaggtactgg 900 

gtgaaaggag agaagccttc atctccatga 930 

<210> 19 
<211> 900 
<212> DNA 
<213> Homo sapi ens 

<400> 19 
atgataactt ttctgcccat catattttcc attctagtag tggttacatt tgttattgga 60 

aattttgcta atggcttcat agcgttggta aattccaccg agtgggtgaa gagacaaaag 120 

atctcctttg ctgaccaaat tgtcactgct ctggcggtct ccagagttgg tttgctctgg 180 

gtgttattat taaattggta ttcaactgtg ttgaatccag ctttttgtag tgtagaatta 240 

agaactactg cttataatat ctgggcagta accggccatt tcagcaactg gcctgctact 300 

agcctcagca tattttattt gctcaagatt gccaatttct ccaaccttat ttttcttcgc 360 

ttaaagagga gagttaagag tgtcattctg gtgatgctgt tggggccttt gctatttttg 420 

gcttgtcatc tttttgtggt aaacatgaat cagattgtat ggacaaaaga atatgaagga 480 

aacatgactt ggaagatcaa attgaggcgt gcaatgtacc tttcagatac gactgtaacc 540 

atgctagcaa acttagtacc ctttactgta accctgatat cttttctgct gttagtctgt 600 

tctctgtgta aacatctcaa gaagatgcac ctccatggca aaggatctca agatcccagt 660 

accaaggtcc acataaaagt tttgcaaact gtgatctcct tcctcttgtt atgtgccatt 720 

tactttgtgt ctgtaataat atcagtttgg agttttaaga atctggaaaa caaacctgtc 780 

ttcatgttct gccaagctat tggattcagc tgttcttcag cccacccgtt catcctgatt 840 

tggggaaaca agaagctaaa gcagacttat ctttcagttt 
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tgtggcaaat gaggtactga 900 



002298-0036-WOl-Sequence-Li sti ng 

<210> 20 
<211> 900 
<212> DNA 
<213> Homo sapiens 

<400> 20 
atgataactt ttctgcccat cattttttcc attctaatag tggttacatt tgtgattgga 60 

aattttgcta atggcttcat agcattggta aattccattg agtggtttaa gagacaaaag 120 

atctcttttg ctgaccaaat tctcactgct ctggcagtct ccagagttgg tttactctgg 180 

gtattagtat taaattggta tgcaactgag ttgaatccag cttttaacag tatagaagta 240 

agaattactg cttacaatgt ctgggcagta atcaaccatt tcagcaactg gcttgctact 300 

agcctcagca tattttattt gctcaagatt gccaatttct ccaaccttat ttttcttcac 360 

ttaaagagga gagttaagag tgttgttctg gtgatactat tggggccttt gctatttttg 420 

gtttgtcatc tttttgtgat aaacatgaat cagattatat ggacaaaaga atatgaagga 480 

aacatgactt ggaagatcaa actgaggagt gcaatgtacc tttcaaatac aacggtaacc 540 

atcctagcaa acttagttcc cttcactctg accctgatat cttttctgct gttaatctgt 600 

tctctgtgta aacatctcaa aaagatgcag ctccatggca aaggatctca agatcccagc 660 

atgaaggtcc acataaaagc tttgcaaact gtgacctcct tcctcttgtt atgtgccatt 720 

tactttctgt ccataatcat gtcagtttgg agttttgaga gtctggaaaa caaacctgtc 780 

ttcatgttct gcgaagctat tgcattcagc tatccttcaa cccacccatt catcctgatt 840 

tggggaaaca agaagctaaa gcagactttt ctttcagttt tgtggcaaat gaggtactga 900 

<210> 21 
<211> 960 
<212> DNA 
<213> Homo sapiens 

<400> 21 
atgataactt ttctgcccat cattttttcc attctaatag tggttatatt tgttattgga 60 

aattttgcta atggcttcat agcattggta aattccattg agtgggtcaa gagacaaaag 120 

atctcctttg ttgaccaaat tctcactgct ctggcggtct ccagagttgg tttgctctgg 180 

gtgttattac tacattggta tgcaactcag ttgaatccag ctttttatag tgtagaagta 240 

agaattactg cttataatgt ctgggcagta accaaccatt tcagcagctg gcttgctact 300 

agcctcagca tgttttattt gctcaggatt gccaatttct ccaaccttat ttttcttcgc 360 

ataaagagga gagttaagag tgttgttctg gtgatactgt tggggccttt gctatttttg 420 

gtttgtcatc tttttgtgat aaacatggat gagactgtat ggacaaaaga atatgaagga 480 

aacgtgactt ggaagatcaa attgaggagt gcaatgtacc attcaaatat gactctaacc 540 

atgctagcaa actttgtacc cctcactctg accctgatat cttttctgct gttaatctgt 600 

tctctgtgta aacatctcaa gaagatgcag ctccatggca aaggatctca agatcccagc 660 

accaaggtcc acataaaagc tttgcaaact gtgacctcct 
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ttcttctgtt atgtgccatt 720 



002298-0036-WOl-Sequence-Li sti ng 

tactttctgt ccatgatcat atcagtttgt aattttggga ggctggaaaa gcaacctgtc 780 

ttcatgttct gccaagctat tatattcagc tatccttcaa cccacccatt catcctgatt 840 

ttgggaaaca agaagctaaa gcagattttt ctttcagttt tgcggcatgt gaggtactgg 900 

gtgaaagaca gaagccttcg tctccataga ttcacaagag gggcattgtg tgtcttctga 960 

<210> 22 
<211> 900 
<212> DNA 
<213> Homo sapi ens 

<400> 22 
atgatgtgtt ttctgctcat catttcatca attctggtag tgtttgcatt tgttcttgga 60 

aatgttgcca atggcttcat agccctagta aatgtcattg actgggttaa cacacgaaag 120 

atctcctcag ctgagcaaat tctcactgct ctggtggtct ccagaattgg tttactctgg 180 

gtcatgttat tcctttggta tgcaactgtg tttaattctg ctttatatgg tttagaagta 240 

agaattgttg cttctaatgc ctgggctgta acgaaccatt tcagcatgtg gcttgctgct 300 

agcctcagca tattttgttt gctcaagatt gccaatttct ccaaccttat ttctctccac 360 

ctaaagaaga gaattaagag tgttgttctg gtgatactgt tggggccctt ggtatttctg 420 

atttgtaatc ttgctgtgat aaccatggat gagagagtgt ggacaaaaga atatgaagga 480 

aatgtgactt ggaagatcaa attgaggaat gcaatacacc tttcaagctt gactgtaact 540 

actctagcaa acctcatacc ctttactctg agcctaatat gttttctgct gttaatctgt 600 

tctctttgta aacatctcaa gaagatgcgg ctccatagca aaggatctca agatcccagc 660 

accaaggtcc atataaaagc tttgcaaact gtgacctcct tcctcatgtt atttgccatt 720 

tactttctgt gtataatcac atcaacttgg aatcttagga cacagcagag caaacttgta 780 

ctcctgcttt gccaaactgt tgcaatcatg tatccttcat tccactcatt catcctgatt 840 

atgggaagta ggaagctaaa acagaccttt ctttcagttt tgtggcagat gacacgctga 900 

<210> 23 
<211> 930 
<212> DNA 
<213> Homo sapi ens 

<400> 23 
atgatgagtt ttctacacat tgttttttcc attctagtag tggttgcatt tattcttgga 60 

aattttgcca atggctttat agcactgata aatttcattg cctgggtcaa gagacaaaag 120 

atctcctcag ctgatcaaat tattgctgct ctggcagtct ccagagttgg tttgctctgg 180 

gtaatattat tacattggta ttcaactgtg ttgaatccaa cttcatctaa tttaaaagta 240 

ataattttta tttctaatgc ctgggcagta accaatcatt tcagcatctg gcttgctact 300 

agcctcagca tattttattt gctcaagatc gtcaatttct ccagacttat ttttcatcac 360 

ttaaaaagga aggctaagag tgtagttctg gtgatagtgt tggggtcttt gttctttttg 420 

gtttgtcacc ttgtgatgaa acacacgtat ataaatgtgt ggacagaaga atgtgaagga 480 
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002298-0036-WOl-Sequence-Li sti ng 

aacgtaactt ggaagatcaa actgaggaat gcaatgcacc tttccaactt gactgtagcc 540 

atgctagcaa acttgatacc attcactctg accctgatat cttttctgct gttaatctac 600 

tctctgtgta aacatctgaa gaagatgcag ctccatggca aaggatctca agatcccagc 660 

accaagatcc acataaaagc tctgcaaact gtgacctcct tcctcatatt acttgccatt 720 

tactttctgt gtctaatcat atcgttttgg aattttaaga tgcgaccaaa agaaattgtc 780 

ttaatgcttt gccaagcttt tggaatcata tatccatcat tccactcatt cattctgatt 840 

tgggggaaca agacgctaaa gcagaccttt ctttcagttt tgtggcaggt gacttgctgg 900 

gcaaaaggac agaaccagtc aactccatag 930 

<210> 24 
<211> 900 
<212> DNA 
<213> Homo sapi ens 

<400> 24 
atgataactt ttctatacat ttttttttca attctaataa tggttttatt tgttctcgga 60 

aactttgcca atggcttcat agcactggta aatttcattg actgggtgaa gagaaaaaag 120 

atctcctcag ctgaccaaat tctcactgct ctggcggtct ccagaattgg tttgctctgg 180 

gcattattat taaattggta tttaactgtg ttgaatccag ctttttatag tgtagaatta 240 

agaattactt cttataatgc ctgggttgta accaaccatt tcagcatgtg gcttgctgct 300 

aacctcagca tattttattt gctcaagatt gccaatttct ccaaccttct ttttcttcat 360 

ttaaagagga gagttaggag tgtcattctg gtgatactgt tggggacttt gatatttttg 420 

gtttgtcatc ttcttgtggc aaacatggat gagagtatgt gggcagaaga atatgaagga 480 

aacatgactg ggaagatgaa attgaggaat acagtacatc tttcatattt gactgtaact 540 

accctatgga gcttcatacc ctttactctg tccctgatat cttttctgat gctaatctgt 600 

tctctgtgta aacatctcaa gaagatgcag ctccatggag aaggatcgca agatctcagc 660 

accaaggtcc acataaaagc tttgcaaact ctgatctcct tcctcttgtt atgtgccatt 720 

ttctttctat tcctaatcgt ttcggtttgg agtcctagga ggctgcggaa tgacccggtt 780 

gtcatggtta gcaaggctgt tggaaacata tatcttgcat tcgactcatt catcctaatt 840 

tggagaacca agaagctaaa acacaccttt cttttgattt tgtgtcagat taggtgctga 900 

<210> 25 
<211> 945 
<212> DNA 
<213> Homo sapi ens 

<400> 25 
atggccaccg aattggacaa aatctttctg attctggcaa tagcagaatt catcatcagc 60 

atgctgggga atgtgttcat tggactggta aactgctctg aagggatcaa gaaccaaaag 120 

gtcttctcag ctgacttcat cctcacctgc ttggctatct ccacaattgg acaactgttg 180 

gtgatactgt ttgattcatt tctagtggga cttgcttcac 
Panp T "5 

atttatatac cacatataga 240 



002298-0036-WOl-Sequence-Li sti ng 

ctaggaaaaa ctgttattat gctttggcac atgactaatc acttgacaac ctggcttgcc 300 

acctgcctaa gcattttcta tttctttaag atagcccact tcccccactc ccttttcctc 360 

tggctgaggt ggaggatgaa cggaatgatt gttatgcttc ttatattgtc tttgttctta 420 

ctgatttttg acagtttagt gctagaaata tttattgata tctcactcaa tataatagat 480 

aaaagtaatc tgactttata tttagatgaa agtaaaactc tctttgataa actctctatt 540 

ttaaaaactc ttctcagctt gaccagtttt atcccctttt ctctgtccct gacctccttg 600 

ctttttttat ttctgtcctt ggtgagacat actagaaatt tgaagctcag ttccttgggc 660 

tctagagact ccagcacaga ggcccatagg agggccatga aaatggtgat gtctttcctt 720 

ttcctcttca tagttcattt tttttcctta caagtggcca attggatatt ttttatgttg 780 

tggaacaaca agtacataaa gtttgtcatg ttagccttaa atgcctttcc ctcgtgccac 840 

tcatttattc tcattctggg aaacagcaag ctgcgacaga cagctgtgag gctactgtgg 900 

catcttagga actatacaaa aacaccaaat gctttacctt tgtga 945 

<210> 26 
<211> 957 
<212> DNA 
<213> Homo sapiens 

<400> 26 
atgaatggag accacatggt tctaggatct tcggtgactg acaagaaggc catcatcttg 60 

gttaccattt tactcctttt acgcctggta gcaatagcag gcaatggctt catcactgct 120 

gctctgggcg tggagtgggt gctacggaga atgttgttgc cttgtgataa gttattggtt 180 

agcctagggg cctctcgctt ctgtctgcag tcagtggtaa tgggtaagac catttatgtt 240 

ttcttgcatc cgatggcctt cccatacaac cctgtactgc agtttctagc tttccagtgg 300 

gacttcctga atgctgccac cttatggtcc tctacctggc tcagtgtctt ctattgtgtg 360 

aaaattgcta ccttcaccca ccctgtcttc ttctggctaa agcacaagtt gtctgggtgg 420 

ctaccatgga tgctcttcag ctctgtaggg ctctccagct tcaccaccat tctatttttc 480 

ataggcaacc acagaatgta tcagaactat ttaaggaacc atctacaacc ttggaatgtc 540 

actggcgata gcatacggag ctactgtgag aaattctatc tcttccctct aaaaatgatt 600 

acttggacaa tgcccactgc tgtctttttc atttgcatga ttttgctcat cacatctctg 660 

ggaagacaca ggaagaaggc tctccttaca acctcaggat tccgagagcc cagtgtgcag 720 

gcacacataa aggctctgct ggctctcctc tcttttgcca tgctcttcat ctcatatttc 780 

ctgtcactgg tgttcagtgc tgcaggtatt tttccacctc tggactttaa attctgggtg 840 

tgggagtcag tgatttatct gtgtgcagca gttcacccca tcattctgct cttcagcaac 900 

tgcaggctga gagctgtgct gaagagtcgt cgttcctcaa ggtgtgggac accttga 957 

<210> 27 
<211> 1125 
<212> DNA 
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002298-0036-WOl-Sequence-Li sti ng 
<213> Homo sapiens 

<400> 27 
atggcccggt ccctgacttg gggctgctgt ccctggtgcc tgacagagga ggagaagact 60 

gccgccagaa tcgaccagga gatcaacagg attttgttgg aacagaaaaa acaagagcgc 120 

gaggaattga aactcctgct gttggggcct ggtgagagcg ggaagagtac gttcatcaag 180 

cagatgcgca tcattcacgg tgtgggctac tcggaggagg accgcagagc cttccggctg 240 

ctcatctacc agaacatctt cgtctccatg caggccatga tagatgcgat ggaccggctg 300 

cagatcccct tcagcaggcc tgacagcaag cagcacgcca gcctagtgat gacccaggac 360 

ccctataaag tgagcacatt cgagaagcca tatgcagtgg ccatgcagta cctgtggcgg 420 

gacgcgggca tccgtgcatg ctacgagcga aggcgtgaat tccaccttct ggactccgcg 480 

gtgtattacc tgtcacacct ggagcgcata tcagaggaca gctacatccc cactgcgcaa 540 

gacgtgctgc gcagtcgcat gcccaccaca ggcatcaatg agtactgctt ctccgtgaag 600 

aaaaccaaac tgcgcatcgt ggatgttggt ggccagaggt cagagcgtag gaaatggatt 660 

cactgtttcg agaacgtgat tgccctcatc tacctggcct ccctgagcga gtatgaccag 720 

tgcctagagg agaacgatca ggagaaccgc atggaggaga gtctcgctct gttcagcacg 780 

atcctagagc tgccctggtt caagagcacc tcggtcatcc tcttcctcaa caagacggac 840 

atcctggaag ataagattca cacctcccac ctggccacat acttccccag cttccaggga 900 

ccccggcgag acgcagaggc cgccaagagc ttcatcttgg acatgtatgc gcgcgtgtac 960 

gcgagctgcg cagagcccca ggacggtggc aggaaaggct cccgcgcgcg ccgcttcttc 1020 

gcacacttca cctgtgccac ggacacgcaa agcgtccgca gcgtgttcaa ggacgtgcgg 1080 

gactcggtgc tggcccggta cctggacgag atcaacctgc tgtga 1125 

<210> 28 
<211> 299 
<212> PRT 
<213> Homo sapiens 

<400> 28 
Met Leu Glu ser His Leu lie lie Tyr Phe Leu Leu Ala Val lie Gin 
15 10 15 

Phe Leu Leu Gly lie Phe Thr Asn Gly lie lie val val val Asn Gly 
20 25 30 

lie Asp Leu lie Lys His Arg Lys Met Ala Pro Leu Asp Leu Leu Leu 
35 40 45 

Ser Cys Leu Ala Val Ser Arg lie Phe Leu Gin Leu Phe lie Phe Tyr 
50 55 60 

Val Asn Val lie Val lie Phe Phe lie Glu Phe lie Met Cys Ser Ala 
65 70 75 80 
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002298-0036-WOl-Sequence-Li sti ng 
Asn Cys Ala lie Leu Leu Phe lie Asn Glu Leu Glu Leu Trp Leu Ala 

85 90 95 

Thr Trp Leu Gly Val Phe Tyr Cys Ala Lys Val Ala Ser val Arg His 
100 105 110 

Pro Leu Phe lie Trp Leu Lys Met Arg lie Ser Lys Leu Val Pro Trp 
115 120 125 

Met lie Leu Gly Ser Leu Leu Tyr val Ser Met lie Cys Val Phe His 
130 135 140 

Ser Lys Tyr Ala Gly Phe Met val Pro Tyr Phe Leu Arg Lys Phe Phe 
145 150 155 160 

Ser Gin Asn Ala Thr lie Gin Lys Glu Asp Thr Leu Ala lie Gin lie 
165 170 175 

Phe Ser Phe val Ala Glu Phe Ser Val Pro Leu Leu lie Phe Leu Phe 
180 185 190 

Ala Val Leu Leu Leu lie Phe Ser Leu Gly Arg His Thr Arg Gin Met 
195 200 205 

Arg Asn Thr Val Ala Gly Ser Arg Val Pro Gly Arg Gly Ala Pro lie 
210 215 220 

Ser Ala Leu Leu Ser lie Leu Ser Phe Leu lie Leu Tyr Phe Ser His 
225 230 235 240 

Cys Met lie Lys val Phe Leu Ser Ser Leu Lys Phe His lie Arg Arg 
245 250 255 

Phe lie Phe Leu Phe Phe lie Leu Val lie Gly lie Tyr Pro ser Gly 
260 265 270 

His ser Leu lie Leu lie Leu Gly Asn Pro Lys Leu Lys Gin Asn Ala 
275 280 285 

Lys Lys Phe Leu Leu His Ser Lys Cys Cys Gin 
290 295 

<210> 29 
<211> 316 
<212> PRT 
<213> Homo sapiens 

<400> 29 
Met Met Gly Leu Thr Glu Gly Val Phe Leu lie Leu Ser Gly Thr Gin 
15 10 15 

Phe Thr Leu Glv lie Leu Val Asn Cys Phe lie Glu Leu Val Asn Gly 
20' 25 30 
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002298-0036-WOl-Sequence-Li sti ng 

Ser ser Trp Phe Lys Thr Lys Arg Met ser Leu Ser Asp Phe lie lie 
35 40 45 

Thr Thr Leu Ala Leu Leu Arg lie lie Leu Leu Cys lie lie Leu Thr 
50 55 60 

Asp Ser Phe Leu lie Glu Phe Ser Pro Asn Thr His Asp Ser Gly lie 
65 70 75 80 

lie Met Gin lie lie Asp Val Ser Trp Thr Phe Thr Asn His Leu Ser 
85 90 95 

lie Trp Leu Ala Thr cys Leu Gly val Leu Tyr Cys Leu Lys lie Ala 
100 105 110 

Ser Phe Ser His Pro Thr Phe Leu Trp Leu Lys Trp Arg Val Ser Arg 
115 120 125 

Val Met Val Trp Met Leu Leu Gly Ala Leu Leu Leu ser Cys Gly Ser 
130 135 140 

Thr Ala Ser Leu lie Asn Glu Phe Lys Leu Tyr Ser val Phe Arg Gly 
145 150 155 160 

lie Glu Ala Thr Arg Asn val Thr Glu His Phe Arg Lys Lys Arg Ser 
165 170 175 

Glu Tyr Tyr Leu lie His Val Leu Gly Thr Leu Trp Tyr Leu Pro Pro 
180 185 190 

Leu lie val Ser Leu Ala ser Tyr Ser Leu Leu lie Phe Ser Leu Gly 
195 200 205 

Arg His Thr Arg Gin Met Leu Gin Asn Gly Thr ser Ser Arg Asp Pro 
210 215 220 

Thr Thr Glu Ala His Lys Arg Ala lie Arg lie lie Leu Ser Phe Phe 
225 230 235 240 

Phe Leu Phe Leu Leu Tyr Phe Leu Ala Phe Leu lie Ala ser Phe Gly 
245 250 255 

Asn Phe Leu Pro Lys Thr Lys Met Ala Lys Met lie Gly Glu val Met 
260 265 270 

Thr Met Phe Tyr Pro Ala Gly His ser Phe lie Leu lie Leu Gly Asn 
275 280 285 

Ser Lys Leu Lys Gin Thr Phe Val Val Met Leu Arg Cys Glu Ser Gly 
290 295 300 
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002298-0036-WOl-Sequence-Li sti ng 

His Leu Lys Pro Gly Ser Lys Gly Pro lie Phe Ser 
305 310 315 

<210> 30 
<211> 299 
<212> PRT 
<213> Homo sapiens 

<400> 30 
Met Leu Arg Leu Phe Tyr Phe Ser Ala lie lie Ala Ser Val lie Leu 
15 10 15 

Asn Phe Val Gly lie lie Met Asn Leu Phe lie Thr Val val Asn Cys 
20 25 30 

Lys Thr Trp Val Lys Ser His Arg lie Ser ser Ser Asp Arg lie Leu 
35 40 45 

Phe Ser Leu Gly lie Thr Arg Phe Leu Met Leu Gly Leu Phe Leu va 
50 55 60 

Asn Thr lie Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
65 70 75 80 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser ser va 
85 90 95 

Trp Phe Val Thr Leu Leu Asn lie Leu Tyr Cys val Lys lie Thr Asn 
100 105 110 

Phe Gin His Ser val Phe Leu Leu Leu Lys Arg Asn lie Ser Pro Lys 
115 120 125 

lie Pro Arg Leu Leu Leu Ala Cys Val Leu lie Ser Ala Phe Thr Thr 
130 135 140 

Cys Leu Tyr lie Thr Leu ser Gin Ala Ser Pro Phe Pro Glu Leu val 
145 150 155 160 

Thr Thr Arg Asn Asn Thr Ser Phe Asn lie Ser Glu Gly lie Leu ser 
165 170 175 

Leu val val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe lie lie Asn 
180 185 190 

Val Thr Ser Ala Ser Leu Leu lie His Ser Leu Arg Arg His lie Gin 
195 200 205 

: ys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 
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002298-0036-WOl-Sequence-Li sti ng 
His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu lie Leu Tyr lie 
225 230 235 240 

Pro Tyr Ser Val Ala Thr Leu val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

Met Asp Met Gly Thr Lys Ser lie Cys Leu lie Phe Ala Thr Leu Tyr 
260 265 270 

Ser Pro Gly His Ser val Leu lie lie lie Thr His Pro Lys Leu Lys 
275 280 285 

Thr Thr Ala Lys Lys lie Leu Cys Phe Lys Lys 
290 295 

<210> 31 
<211> 299 
<212> PRT 
<213> Homo sapiens 

<400> 31 
Met Leu ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 
15 10 15 

Phe Leu lie Gly Leu lie Gly Asn Gly Ser Leu Val val Trp Ser Phe 
20 25 30 

Arg Glu Trp lie Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu lie lie 
35 40 45 

Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu lie lie Leu 
50 55 60 

Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arg Tyr 
65 70 75 80 

l eu Ser lie Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys lie Thr Thr Phe Asp Arg 
100 105 110 

Pro Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 120 125 

Cys Leu Leu Gly Tyr Phe lie lie Asn Leu Leu Leu Thr Val Gin lie 
130 135 140 

Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser lie Arg Tyr 
145 150 155 160 

Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 175 
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002298-0036-WOl-Sequence-Li sti ng 

Ser Tyr Leu Pro Leu val Val Phe Leu val Ser ser Gly Met Leu lie 
180 185 190 

Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 
195 200 205 

Arg Arg Asp Val Arg Ala Lys Ala His lie Thr Ala Leu Lys ser Leu 
210 215 220 

Gly Cys Phe Leu Leu Leu His Leu Val Tyr lie Met Ala Ser Pro Phe 
225 230 235 240 

Ser lie Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe lie 
245 250 255 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu lie Leu 
260 265 270 

lie Met Gly lie Pro Arg Val Lys Gin Thr Cys Gin Lys lie Leu Trp 
275 280 285 

ys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 32 
<211> 318 
<212> PRT 
<213> Homo sapiens 

<400> 32 
Met Ala Asp Lys val Gin Thr Thr Leu Leu Phe Leu Ala val Gly Glu 
15 10 15 

Phe Ser val Gly lie Leu Gly Asn Ala Phe lie Gly Leu val Asn Cys 
20 25 30 

Met Asp Trp Val Lys Lys Arg Lys lie Ala Ser lie Asp Leu lie Leu 
35 40 45 

Thr Ser Leu Ala lie Ser Arg lie Cys Leu Leu Cys val lie Leu Leu 
50 55 60 

Asp Cys Phe lie Leu val Leu Tyr Pro Asp Val Tyr Ala Thr Gly Lys 
65 70 75 80 

Glu Met Arg lie lie Asp Phe Phe Trp Thr Leu Thr Asn His Leu Ser 
85 90 95 

lie Trp Phe Ala Thr Cys Leu Ser lie Tyr Tyr Phe Phe Lys lie Gly 
100 105 110 
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002298-0036-WOl-Sequence-Li sti ng 
Asn Phe Phe His Pro Leu Phe Leu Trp Met Lys Trp Arg lie Asp Arg 

115 120 125 

Val lie Ser Trp lie Leu Leu Gly Cys val val Leu Ser val Phe lie 
130 135 140 

Ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys Val 
145 150 155 160 

Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg val Asn Lys 
165 170 175 

Thr Gin His Ala Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 
180 185 190 

Pro Phe Cys val Cys Leu Met Ser Phe Phe Leu Leu lie Leu Ser Leu 
195 200 205 

Arg Arg His lie Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 
210 215 220 

Pro Ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val lie Ser Phe 
225 230 235 240 

Leu Leu Leu Phe lie Ala Tyr Tyr Leu Ser phe Leu lie Ala Thr Ser 
245 250 255 

Ser Tyr Phe Met Pro Glu Thr Glu Leu Ala val lie Phe Gly Glu Ser 
260 265 270 

lie Ala Leu lie Tyr Pro Ser Ser His Ser Phe lie Leu lie Leu Gly 
275 280 285 

Asn Asn Lys Leu Arg His Ala Ser Leu Lys val lie Trp Lys Val Met 
290 295 300 

Ser lie Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin lie 
305 310 315 

<210> 33 
<211> 309 
<212> PRT 
<213> Homo sapiens 

<400> 33 
Met Phe ser Pro Ala Asp Asn lie Phe lie lie Leu lie Thr Gly Glu 
15 10 15 

Phe lie Leu Gly lie Leu Gly Asn Gly Tyr lie Ala Leu Val Asn Trp 
20 25 30 

lie Asp Trp lie Lys Lys Lys Lys lie Ser Thr Val Asp Tyr lie Leu 
35 40 45 
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002298-0036-WOl-Sequence-Li sti ng 

Thr Asn Leu val lie Ala Arg lie Cys Leu lie Ser val Met val Val 
50 55 60 

Asn Gly lie Val lie Val Leu Asn Pro Asp Val Tyr Thr Lys Asn Lys 
65 70 75 80 

Gin Gin lie Val lie Phe Thr Phe Trp Thr Phe Ala Asn Tyr Leu Asn 
85 90 95 

Met Trp lie Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu Lys lie Ala 
100 105 110 

Ser Ser Ser His Pro Leu Phe Leu Trp Leu Lys Trp Lys lie Asp Met 
115 120 125 

Val Val His Trp lie Leu Leu Gly Cys Phe Ala lie ser Leu Leu Val 
130 135 140 

Ser Leu lie Ala Ala lie val Leu Ser Cys Asp Tyr Arg Phe His Ala 
145 150 155 160 

lie Ala Lys His Lys Arg Asn lie Thr Glu Met Phe His val Ser Lys 
165 170 175 

lie Pro Tyr Phe Glu Pro Leu Thr Leu Phe Asn Leu Phe Ala lie Val 
180 185 190 

Pro Phe lie Val Ser Leu lie Ser Phe Phe Leu Leu val Arg Ser Leu 
195 200 205 

Trp Arg His Thr Lys Gin lie Lys Leu Tyr Ala Thr Gly Ser Arg Asp 
210 215 220 

Pro Ser Thr Glu Val His val Arg Ala lie Lys Thr Met Thr Ser Phe 
225 230 235 240 

lie Phe Phe Phe Phe Leu Tyr Tyr lie Ser ser lie Leu Met Thr Phe 
245 250 255 

Ser Tyr Leu Met Thr Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu lie 
260 265 270 

Ala Ala lie Leu Tyr Pro Leu Gly His Ser Leu lie Leu lie val Leu 
275 280 285 

Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lys 
290 295 300 

lie Ala Cys Met lie 
305 
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002298-0036-WOl-Sequence-Li sti ng 

<210> 34 
<211> 312 
<212> PRT 
<213> Homo sapiens 

<400> 34 
Met Pro Ser Ala lie Glu Ala lie Tyr lie lie Leu lie Ala Gly Glu 
15 10 15 

Leu Thr lie Gly lie Trp Gly Asn Gly Phe lie Val Leu Val Asn Cys 
20 25 30 

lie Asp Trp Leu Lys Arg Arg Asp lie Ser Leu lie Asp lie lie Leu 
35 40 45 

lie Ser Leu Ala lie Ser Arg lie Cys Leu Leu Cys val lie ser Leu 
50 55 60 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn ser Val 
65 70 75 80 

Leu Val Ser lie Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 
85 90 95 

Leu Trp Phe Thr Ser Cys Leu Ser lie Phe Tyr Leu Leu Lys lie Ala 
100 105 110 

Asn lie Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys lie Asn Lys 
115 120 125 

Val Met Leu Ala lie Leu Leu Gly Ser Phe Leu lie Ser Leu lie lie 
130 135 140 

Ser Val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys val Ser 
145 150 155 160 

His Glu Glu Asn lie Thr Trp Lys Phe Lys val Ser Lys lie Pro Gly 
165 170 175 

Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe lie 
180 185 190 

Leu Cys Leu lie Ser Phe Phe Leu Leu Leu Phe Ser Leu val Arg His 
195 200 205 

Thr Lys Gin lie Arg Leu His Ala Thr Gly Phe Arg Asp Pro ser Thr 
210 215 220 

Glu Ala His Met Arg Ala lie Lys Ala val lie lie Phe Leu Leu Leu 
225 230 235 240 
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002298-0036-WOl-Sequence-Li sti ng 
Leu lie Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 

245 250 255 

lie Pro Gin Gly Lys Leu Val Leu Met lie Gly Asp lie val Thr val 
260 265 270 

lie Phe Pro Ser Ser His Ser Phe lie Leu lie Met Gly Asn ser Lys 
275 280 285 

Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe val Lys Cys Phe Leu 
290 295 300 

Arg Arg Arg Lys Pro Phe Val Pro 
305 310 

<210> 35 
<211> 307 
<212> PRT 
<213> Homo sapiens 

<400> 35 
Met Leu Arg Val Val Glu Gly lie Phe lie Phe Val Val val ser Glu 
15 10 15 

Ser Val Phe Gly val Leu Gly Asn Gly Phe lie Gly Leu Val Asn Cys 
20 25 30 

lie Asp Cys Ala Lys Asn Lys Leu Ser Thr lie Gly Phe lie Leu Thr 
35 40 45 

Gly Leu Ala lie Ser Arg lie Phe Leu lie Trp lie lie lie Thr Asp 
50 55 60 

Gly Phe lie Gin lie Phe Ser Pro Asn lie Tyr Ala Ser Gly Asn Leu 
65 70 75 80 

lie Glu Tyr lie Ser Tyr Phe Trp val lie Gly Asn Gin Ser ser Met 
85 90 95 

Trp Phe Ala Thr Ser Leu Ser lie Phe Tyr Phe Leu Lys lie Ala Asn 
100 105 110 

Phe Ser Asn Tyr lie Phe Leu Trp Leu Lys Ser Arg Thr Asn Met val 
115 120 125 

Leu Pro Phe Met lie Val Phe Leu Leu lie Ser Ser Leu Leu Asn Phe 
130 135 140 

Ala Tyr lie Ala Lys lie Leu Asn Asp Tyr Lys Met Lys Asn Asp Thr 
145 150 155 160 

Val Trp Asp Leu Asn Met Tyr Lys Ser Glu Tyr Phe lie Lys Gin lie 
165 170 175 
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002298-0036-WOl-Sequence-Li sti ng 

Leu Leu Asn Leu Gly Val lie Phe Phe Phe Thr Leu Ser Leu lie Thr 
180 185 190 

Cys lie Phe Leu lie lie Ser Leu Trp Arg His Asn Arg Gin Met Gin 
195 200 205 

Ser Asn val Thr Gly Leu Arg Asp Ser Asn Thr Glu Ala His Val Lys 
210 215 220 

Ala Met Lys Val Leu lie Ser Phe lie lie Leu Phe lie Leu Tyr Phe 
225 230 235 240 

lie Gly Met Ala lie Glu lie Ser Cys Phe Thr Val Arg Glu Asn Lys 
245 250 255 

Leu Leu Leu Met Phe Gly Met Thr Thr Thr Ala lie Tyr Pro Trp Gly 
260 265 270 

His Ser Phe lie Leu lie Leu Gly Asn Ser Lys Leu Lys Gin Ala Ser 
275 280 285 

Leu Arg val Leu Gin Gin Leu Lys Cys Cys Glu Lys Arg Lys Asn Leu 
290 295 300 

Arg Val Thr 
305 

<210> 36 
<211> 303 
<212> PRT 
<213> Homo sapiens 

<400> 36 
Met Glu Ser Ala Leu Pro Ser lie Phe Thr Leu val lie lie Ala Glu 
15 10 15 

Phe lie lie Gly Asn Leu Ser Asn Gly Phe lie Val Leu lie Asn Cys 
20 25 30 

lie Asp Trp val Ser Lys Arg Glu Leu Ser Ser Val Asp Lys Leu Leu 
35 40 45 

lie lie Leu Ala lie Ser Arg lie Gly Leu lie Trp Glu lie Leu Val 
50 55 60 

Ser Trp Phe Leu Ala Leu His Tyr Leu Ala lie Phe Val Ser Gly Thr 
65 70 75 80 

Gly Leu Arg lie Met lie Phe Ser Trp lie val Ser Asn His Phe Asn 
85 90 95 
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002298-0036-WC>l-Sequence-Li sti ng 
Leu Trp Leu Ala Thr lie Phe Ser lie Phe Tyr Leu Leu Lys lie Ala 

100 105 110 

Ser Phe Ser Ser Pro Ala Phe Leu Tyr Leu Lys Trp Arg Val Asn Lys 
115 120 125 

val lie Leu Met lie Leu Leu Gly Thr Leu Val Phe Leu Phe Leu Asn 
130 135 140 

Leu lie Gin lie Asn Met His lie Lys Asp Trp Leu Asp Arg Tyr Glu 
145 150 155 160 

Arg Asn Thr Thr Trp Asn Phe ser Met Ser Asp Phe Glu Thr Phe Ser 
165 170 175 

Val Ser Val Lys Phe Thr Met Thr Met Phe Ser Leu Thr Pro Phe Thr 
180 185 190 

Val Ala Phe lie Ser Phe Leu Leu Leu lie Phe Ser Leu Gin Lys His 
195 200 205 

Leu Gin Lys Met Gin Leu Asn Tyr Lys Gly His Arg Asp Pro Arg Thr 
210 215 220 

Lys val His Thr Asn Ala Leu Lys lie val lie Ser Phe Leu Leu Phe 
225 230 235 240 

Tyr Ala Ser Phe Phe Leu Cys val Leu lie Ser Trp lie Ser Glu Leu 
245 250 255 

Tyr Gin Asn Thr val lie Tyr Met Leu Cys Glu Thr lie Gly val Phe 
260 265 270 

Ser Pro Ser Ser His Ser Phe Leu Leu lie Leu Gly Asn Ala Lys Leu 
275 280 285 

Arg Gin Ala Phe Leu Leu Val Ala Ala Lys Val Trp Ala Lys Arg 
290 295 300 

<210> 37 
<211> 317 
<212> PRT 
<213> Homo sapiens 

<400> 37 
Met Gly Gly val lie Lys Ser lie Phe Thr Phe Val Leu lie val Glu 
15 10 15 

Phe lie lie Gly Asn Leu Gly Asn Ser Phe lie Ala Leu Val Asn Cys 
20 25 30 

lie Asp Trp Val Lys Gly Arg Lys lie Ser Ser val Asp Arg lie Leu 
35 40 45 

Page 28 



002298-0036-WOl-Sequence-Li sti ng 

Thr Ala Leu Ala lie Ser Arg lie Ser Leu val Trp Leu lie Phe Gly 
50 55 60 

Ser Trp Cys Val Ser val Phe Phe Pro Ala Leu Phe Ala Thr Glu Lys 
65 70 75 80 

Met Phe Arg Met Leu Thr Asn lie Trp Thr val lie Asn His Phe Ser 
85 90 95 

Val Trp Leu Ala Thr Gly Leu Gly Thr Phe Tyr Phe Leu Lys lie Ala 
100 105 110 

Asn Phe Ser Asn Ser lie Phe Leu Tyr Leu Lys Trp Arg val Lys Lys 
115 120 125 

val val Leu Val Leu Leu Leu Val Thr Ser Val Phe Leu Phe Leu Asn 
130 135 140 

lie Ala Leu lie Asn lie His lie Asn Ala Ser lie Asn Gly Tyr Arg 
145 150 155 160 

Arg Asn Lys Thr Cys Ser Ser Asp Ser Ser Asn Phe Thr Arg Phe Ser 
165 170 175 

Ser Leu lie Val Leu Thr Ser Thr Val Phe lie Phe lie Pro Phe Thr 
180 185 190 

Leu Ser Leu Ala Met Phe Leu Leu Leu lie Phe Ser Met Trp Lys His 
195 200 205 

Arg Lys Lys Met Gin His Thr Val Lys lie Ser Gly Asp Ala Ser Thr 
210 215 220 

Lys Ala His Arg Gly Val Lys Ser Val lie Thr Phe Phe Leu Leu Tyr 
225 230 235 240 

Ala lie Phe Ser Leu Ser Phe Phe lie Ser Val Trp Thr ser Glu Arg 
245 250 255 

Leu Glu Glu Asn Leu lie lie Leu Ser Gin val Met Gly Met Ala Tyr 
260 265 270 

Pro Ser Cys His Ser Cys Val Leu lie Leu Gly Asn Lys Lys Leu Arg 
275 280 285 

Gin Ala Ser Leu Ser val Leu Leu Trp Leu Arg Tyr Met Phe Lys Asp 
290 295 300 

Gly Glu Pro Ser Gly His Lys Glu Phe Arg Glu Ser Ser 
305 310 315 

Page 29 



002298-0036-WOl-Sequence-Li sti ng 

<210> 38 
<211> 291 
<212> PRT 
<213> Homo sapiens 

<400> 38 
Met lie Pro lie Gin Leu Thr val Phe Phe Met lie lie Tyr val Leu 
15 10 15 

Glu Ser Leu Thr lie lie Val Gin ser Ser Leu lie val Ala val Leu 
20 25 30 

Gly Arg Glu Trp Leu Gin val Arg Arg Leu Met Pro val Asp Met lie 
35 40 45 

Leu lie Ser Leu Gly lie Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 
50 55 60 

Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Asn Tyr Val Leu cys Asn 
65 70 75 80 

Leu Thr lie Thr Trp Glu Phe Phe Asn lie Leu Thr Phe Trp Leu Asn 
85 90 95 

Ser Leu Leu Thr val phe Tyr Cys lie Lys Val Ser ser Phe Thr His 
100 105 110 

His lie Phe Leu Trp Leu Arg Trp Arg lie Leu Arg Leu Phe Pro Trp 
115 120 125 

lie Leu Leu Gly Ser Leu Met lie Thr Cys val Thr lie lie Pro Ser 
130 135 140 

Ala lie Gly Asn Tyr lie Gin lie Gin Leu Leu Thr Met Glu His Leu 
145 150 155 160 

Pro Arg Asn ser Thr val Thr Asp Lys Leu Glu Asn Phe His Gin Tyr 
165 170 175 

Gin Phe Gin Ala His Thr val Ala Leu val lie Pro Phe lie Leu Phe 
180 185 190 

Leu Ala Ser Thr lie Phe Leu Met Ala Ser Leu Thr Lys Gin lie Gin 
195 200 205 

His His Ser Thr Gly His Cys Asn Pro Ser Met Lys Ala Arg Phe Thr 
210 215 220 

Ala Leu Arg Ser Leu Ala Val Leu Phe lie Val Phe Thr Ser Tyr Phe 
225 230 235 240 
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002298-0036-WOl-Sequence-Li sti ng 
Leu Thr lie Leu lie Thr lie lie Gly Thr Leu Phe Asp Lys Arg Cys 

245 250 255 

Trp Leu Trp val Trp Glu Ala Phe Val Tyr Ala Phe lie Leu Met His 
260 265 270 

Ser Thr Ser Leu Met Leu Ser Ser Pro Thr Leu Lys Arg lie Leu Lys 
275 280 285 

Gly Lys Cys 
290 

<210> 39 
<211> 333 
<212> PRT 
<213> Homo sapiens 

<400> 39 
Met Leu Thr Leu Thr Arg lie Arg Thr Val Ser Tyr Glu Val Arg Ser 
15 10 15 

Thr Phe Leu Phe lie Ser val Leu Glu Phe Ala val Gly Phe Leu Thr 
20 25 30 

Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val val Lys Arg Gin 
35 40 45 

Ala Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser lie Ser Arg 
50 55 60 

Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala lie Gin Leu Thr His 
65 70 75 80 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala lie lie 
85 90 95 

Met Leu Trp Met lie Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu lie Arg Phe Ser His Thr Phe 
115 120 125 

Leu lie Cys Leu Ala Ser Trp val Ser Arg Lys lie Ser Gin Met Leu 
130 135 140 

Leu Gly lie lie Leu Cys ser Cys lie Cys Thr val Leu cys val Trp 
145 150 155 160 

Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 175 

Asn Asn Asn Thr Arg Leu Asn Trp Gin lie Lys Asp Leu Asn Leu Phe 
180 185 190 
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002298-0036-WOl-Sequence-Li sti ng 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser val pro Pro Phe Leu Leu 
195 200 205 

Phe Leu val ser Ser Gly Met Leu Thr val Ser Leu Gly Arg His Met 
210 215 220 

Arg Thr Met Lys val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 
225 230 235 240 

Ala His lie Lys Ala Leu Lys Ser Leu Val Ser Phe Phe cys Phe Phe 
245 250 255 

val lie Ser ser cys Ala Ala Phe lie Ser Val Pro Leu Leu lie Leu 
260 265 270 

Trp Arg Asp Lys lie Gly Val Met val Cys Val Gly lie Met Ala Ala 
275 280 285 

Cys Pro ser Gly His Ala Ala lie Leu lie Ser Gly Asn Ala Lys Leu 
290 295 300 

Arg Arg Ala Val Met Thr lie Leu Leu Trp Ala Gin ser Ser Leu Lys 
305 310 315 320 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu cys 
325 330 

<210> 40 
<211> 338 
<212> PRT 
<213> Homo sapiens 

<400> 40 
Met Leu Gly Arg Cys Phe Pro Pro Asp Thr Lys Glu Lys Gin Gin Leu 
15 10 15 

Arg Met Thr Lys Leu Cys Asp Pro Ala Glu Ser Glu Leu Ser Pro Phe 
20 25 30 

Leu lie Thr Leu lie Leu Ala Val Leu Leu Ala Glu Tyr Leu lie Gly 
35 40 45 

lie lie Ala Asn Gly Phe lie Met Ala lie His Ala Ala Glu Trp val 
50 55 60 

Gin Asn Lys Ala Val ser Thr ser Gly Arg lie Leu val Phe Leu Ser 
65 70 75 80 

Val Ser Arg lie Ala Leu Gin ser Leu Met Met Leu Glu lie Thr lie 
85 90 95 
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Ser Ser Thr Ser Leu Ser Phe Tyr ser Glu Asp Ala val Tyr Tyr Ala 

100 105 110 

Phe Lys lie Ser Phe lie Phe Leu Asn Phe Cys ser Leu Trp Phe Ala 
115 120 125 

Ala Trp Leu Ser Phe Phe Tyr Phe Val Lys lie Ala Asn Phe Ser Tyr 
130 135 140 

Pro Leu Phe Leu Lys Leu Arg Trp Arg lie Thr Gly Leu lie Pro Trp 
145 150 155 160 

Leu Leu Trp Leu Ser Val Phe lie Ser Phe Ser His Ser Met Phe Cys 
165 170 175 

lie Asn lie Cys Thr Val Tyr Cys Asn Asn Ser Phe Pro lie His Ser 
180 185 190 

Ser Asn Ser Thr Lys Lys Thr Tyr Leu Ser Glu lie Asn val Val Gly 
195 200 205 

eu Ala Phe Phe Phe Asn Leu Gly lie Val Thr Pro Leu lie Met Phe 
210 215 220 

lie Leu Thr Ala Thr Leu Leu lie Leu Ser Leu Lys Arg His Thr Leu 
225 230 235 240 

His Met Gly Ser Asn Ala Thr Gly Ser Asn Asp Pro Ser Met Glu Ala 
245 250 255 

His Met Gly Ala lie Lys Ala lie Ser Tyr Phe Leu lie Leu Tyr lie 
260 265 270 

Phe Asn Ala Val Ala Leu Phe lie Tyr Leu Ser Asn Met Phe Asp lie 
275 280 285 

Asn Ser Leu Trp Asn Asn Leu Cys Gin lie lie Met Ala Ala Tyr Pro 
290 295 300 

Ala Ser His Ser lie Leu Leu lie Gin Asp Asn Pro Gly Leu Arg Arg 
305 310 315 320 

Ala Trp Lys Arg Leu Gin Leu Arg Leu His Leu Tyr Pro Lys Glu Trp 
325 330 335 

Thr Leu 

<210> 41 
<211> 323 
<212> PRT 
<213> Homo sapiens 
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<400> 41 
Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp lie ser Lys Phe 
15 10 15 

".ys Val Thr Phe Thr Leu Val Val Ser Gly lie Glu Cys lie Thr Gly 
20 25 30 

lie Leu Gly ser Gly Phe lie Thr Ala lie Tyr Gly Ala Glu Trp Ala 
35 40 45 

Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg lie Met Leu Met Leu Ser 
50 55 60 

•he Ser Arg Leu Leu Leu Gin lie Trp Met Met Leu Glu Asn lie Phe 
65 70 75 80 

Ser Leu Leu Phe Arg lie val Tyr Asn Gin Asn ser val Tyr lie Leu 
85 90 95 

Phe Lys val lie Thr Val Phe Leu Asn His Ser Asn Leu Trp Phe Ala 
100 105 110 

Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg lie Ala Asn Phe Asn His 
115 120 125 

Pro Leu Phe Phe Leu Met Lys Arg Lys lie lie Val Leu Met Pro Trp 
130 135 140 

Leu Leu Arg Leu Ser val Leu val Ser Leu Ser Phe Ser Phe Pro Leu 
145 150 155 160 

Ser Arg Asp Val Phe Asn val Tyr val Asn Ser ser lie Pro lie Pro 
165 170 175 

Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Ser Glu Thr Asn Met Val 
180 185 190 

Asn Leu Val Phe Phe Tyr Asn Met Gly lie Phe val Pro Leu lie Met 
195 200 205 

Phe lie Leu Ala Ala Thr Leu Leu lie Leu ser Leu Lys Arg His Thr 
210 215 220 

Leu His Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 
225 230 235 240 

Ala His lie Gly Ala lie Lys Ala Thr Ser Tyr Phe Leu lie Leu Tyr 
245 250 255 

lie Phe Asn Ala lie Ala Leu Phe Leu Ser Thr Ser Asn lie Phe Asp 
260 265 270 
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Thr Tyr Ser Ser Trp Asn lie Leu Cys Lys lie lie Met Ala Ala Tyr 
275 280 285 

Pro Ala Gly His Ser val Gin Leu lie Leu Gly Asn Pro Gly Leu Arg 
290 295 300 

Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys Gly 
305 310 315 320 

Gin Thr Leu 

<210> 42 
<211> 307 
<212> PRT 
<213> Homo sapiens 

<400> 42 
Met Gin Ala Ala Leu Thr Ala Phe Phe val Leu Leu Phe Ser Leu Leu 
15 10 15 

Ser Leu Leu Gly lie Ala Ala Asn Gly Phe lie Val Leu val Leu Gly 
20 25 30 

Arg Glu Trp Leu Arg Tyr Gly Arg Leu Leu Pro Leu Asp Met lie Leu 
35 40 45 

lie Ser Leu Gly Ala Ser Arg Phe Cys Leu Gin Leu Val Gly Thr val 
50 55 60 

His Asn Phe Tyr Tyr Ser Ala Gin Lys Val Glu Tyr Ser Gly Gly Leu 
65 70 * 75 80 

Gly Arg Gin Phe Phe His Leu His Trp His Phe Leu Asn Ser Ala Thr 
85 90 95 

Phe Trp Phe Cys Ser Trp Leu Ser val Leu Phe Cys Val Lys lie Ala 
100 105 110 

Asn lie Thr His Ser Thr Phe Leu Trp Leu Lys Trp Arg Phe Leu Gly 
115 120 125 

Trp Val Pro Trp Leu Leu Leu Gly Ser Val Leu lie Ser Phe lie lie 
130 135 140 

Thr Leu Leu Phe Phe Trp val Asn Tyr Pro Val Tyr Gin Glu Phe Leu 
145 150 155 160 

lie Arg Lys Phe Ser Gly Asn Met Thr Tyr Lys Trp Asn Thr Arg lie 
165 170 175 
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Glu Thr Tyr Tyr Phe Pro Ser Leu Lys Leu Val lie Trp Ser lie Pro 

180 185 190 

Phe Ser val Phe Leu Val Ser lie Met Leu Leu lie Asn Ser Leu Arg 
195 200 205 

Arg His Thr Gin Arg Met Gin His Asn Gly His Ser Leu Gin Asp Pro 
210 215 220 

Ser Thr Gin Ala His Thr Arg Ala Leu Lys Ser Leu lie ser Phe Leu 
225 230 235 240 

lie Leu Tyr Ala Leu Ser Phe Leu Ser Leu lie lie Asp Ala Ala Lys 
245 250 255 

Phe lie Ser Met Gin Asn Asp Phe Tyr Trp Pro Trp Gin lie Ala val 
260 265 270 

Tyr Leu Cys lie Ser Val His Pro Phe lie Leu lie Phe Ser Asn Leu 
275 280 285 

Lys Leu Arg Ser Val Phe Ser Gin Leu Leu Leu Leu Ala Arg Gly Phe 
290 295 300 

Trp Val Ala 
305 

<210> 43 
<211> 309 
<212> PRT 
<213> Homo sapiens 

<400> 43 
Met lie Thr Phe Leu Pro lie lie Phe Ser Ser Leu Val val Val Thr 
15 10 15 

Phe Val lie Gly Asn Phe Ala Asn Gly Phe lie Ala Leu val Asn ser 
20 25 30 

lie Glu Ser Phe Lys Arg Gin Lys lie Ser Phe Ala Asp Gin lie Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

Asn Trp Tyr Ser Thr val Leu Asn Pro Ala Phe Asn Ser val Glu va 
65 70 75 80 

Arg Thr Thr Ala Tyr Asn lie Trp Ala Val lie Asn His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Thr Leu Ser lie Phe Tyr Leu Leu Lys lie Ala Asn 
100 105 110 
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Phe Ser Asn Phe lie Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

lie Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys His Leu 
130 135 140 

Phe val lie Asn Met Asn Glu lie val Arg Thr Lys Glu Phe Glu Gly 
145 150 155 160 

Asn Met Thr Trp Lys lie Lys Leu Lys Ser Ala Met Tyr Phe Ser Asn 
165 170 175 

Met Thr Val Thr Met Val Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

Leu Ser Phe Met Leu Leu lie Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu Arg Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys val His 
210 215 220 

lie Lys Ala Leu Gin Thr Val lie Ser Phe Leu Leu Leu Cys Ala lie 
225 230 235 240 

Tyr Phe Leu Ser lie Met lie Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala lie Arg Phe Ser Tyr Pro 
260 265 270 

Ser lie His Pro Phe lie Leu lie Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser val Phe Trp Gin Met Arg Tyr Trp val Lys Gly Glu 
290 295 300 

Lys Thr Ser Ser Pro 
305 

<210> 44 
<211> 300 
<212> PRT 
<213> Homo sapiens 

<400> 44 
Met Thr Thr Phe lie Pro lie lie Phe Ser ser val val val val Leu 
15 10 15 

Phe Val lie Gly Asn Phe Ala Asn Gly Phe lie Ala Leu Val Asn Ser 
20 25 30 
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lie Glu Arg val Lys Arg Gin Lys lie Ser Phe Ala Asp Gin lie Leu 

35 40 45 

Thr Ala Leu Ala val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

Asn Trp Tyr ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 
65 70 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala val Thr Gly His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Ser Leu ser lie Phe Tyr Leu Leu Lys lie Ala Asn 
100 105 110 

Phe Ser Asn Leu lie Phe Leu His Leu Lys Arg Arg val Lys ser va 
115 120 125 

lie Leu val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 140 

Phe val lie Asn Met Lys Glu lie Val Arg Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

Asn Met Thr Trp Lys lie Lys Leu Arg Ser Ala val Tyr Leu Ser Asp 
165 170 175 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

eu Cys Phe Leu Leu Leu lie Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly ser Gin Asp Pro Ser Thr Lys val His 
210 215 220 

lie Lys Ala Leu Gin Thr val lie Phe Phe Leu Leu Leu Cys Ala val 
225 230 235 240 

Tyr Phe Leu Ser lie Met lie Ser val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro val Phe Met Phe Cys Lys Ala lie Arg Phe Ser Tyr Pro 
260 265 270 

Ser lie His Pro Phe lie Leu lie Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp 
290 295 300 
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<210> 45 
<211> 299 
<212> PRT 
<213> Homo sapiens 

<400> 45 
Met lie Thr Phe Leu Pro lie lie Phe Ser lie Leu val val Val Thr 
15 10 15 

Phe val lie Gly Asn Phe Ala Asn Gly Phe lie Ala Leu val Asn Ser 
20 25 30 

Thr Glu Trp Val Lys Arg Gin Lys lie Ser Phe Ala Asp Gin lie Val 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

Asn Trp Tyr Ser Thr val Leu Asn Pro Ala Phe Cys ser Val Glu Leu 
65 70 75 80 

Arg Thr Thr Ala Tyr Asn lie Trp Ala val Thr Gly His Phe Ser Asn 
85 90 95 

Trp Pro Ala Thr Ser Leu Ser lie Phe Tyr Leu Leu Lys lie Ala Asn 
100 105 110 

Phe Ser Asn Leu lie Phe Leu Arg Leu Lys Arg Arg val Lys Ser Val 
115 120 125 

lie Leu Val Val Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys His Leu 
130 135 140 

Phe val Val Asn Met Asn Gin lie Val Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

Asn Met Thr Trp Lys lie Lys Leu Arg Arg Ala Met Tyr Leu Ser Asp 
165 170 175 

Thr Thr val Thr Met Leu Ala Asn Leu val Pro Phe Thr Val Thr Leu 
180 185 190 

lie Ser Phe Leu Leu Leu val Cys Ser Leu cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro ser Thr Lys val His 
210 215 220 

lie Lys Val Leu Gin Thr Val lie Ser Phe Phe Leu Leu Arg Ala lie 
225 230 235 240 

Tyr Phe Val Ser Val lie lie Ser Val Trp Ser Phe Lys Asn Leu Glu 
245 250 255 
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Asn Lys Pro Val Phe Met Phe Cys Gin Ala lie Gly Phe Ser Cys Ser 
260 265 270 

Ser Ala His Pro Phe lie Leu lie Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Tyr Leu Ser Val Leu Trp Gin Met Arg Tyr 
290 295 

<210> 46 
<211> 309 
<212> PRT 
<213> Homo sapiens 

<400> 46 
Met lie Thr Phe Leu Pro lie lie Phe Ser lie Leu lie Val val Thr 
15 10 15 

Phe Val lie Gly Asn Phe Ala Asn Gly Phe lie Ala Leu Val Asn Ser 
20 25 30 

lie Glu Trp Phe Lys Arg Gin Lys lie Ser Phe Ala Asp Gin lie Leu 
35 40 45 

Thr Ala Leu Ala Val ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser lie Glu Val 
65 70 75 80 

Arg lie Thr Ala Tyr Asn Val Trp Ala val lie Asn His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr ser Leu Ser lie Phe Tyr Leu Leu Lys lie Ala Asn 
100 105 110 

Phe Ser Asn Leu lie Phe Leu His Leu Lys Arg Arg val Lys Ser val 
115 120 125 

Val Leu Val lie Leu Leu Gly Pro Leu Leu Phe Leu val Cys His Leu 
130 135 140 

Phe Val lie Asn Met Asn Gin lie lie Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

Asn Met Thr Trp Lys lie Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 

Thr Thr Val Thr lie Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 
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lie Ser Phe Leu Leu Leu lie cys ser Leu Cys Lys His Leu Lys Lys 

195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys val His 
210 215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala lie 
225 230 235 240 

Tyr Phe Leu Ser lie lie Met Ser Val Trp Ser Phe Glu Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Glu Ala lie Ala Phe Ser Tyr Pro 
260 265 270 

Ser Thr His Pro Phe lie Leu lie Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp His val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 

Lys Pro Ser Ser Ser 
305 

<210> 47 
<211> 319 
<212> PRT 
<213> Homo sapiens 

<400; 47 
Met lie Thr Phe Leu Pro lie lie Phe Ser lie Leu lie val val lie 
15 10 15 

Phe Val lie Gly Asn Phe Ala Asn Gly Phe lie Ala Leu Val Asn Ser 
20 25 30 

lie Glu Trp Val Lys Arg Gin Lys lie Ser Phe val Asp Gin lie Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser val Glu Val 
65 70 75 80 

Arg lie Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg lie Ala Asn 
100 105 110 

Phe Ser Asn Leu lie Phe Leu Arg lie Lys Arg Arg val Lys Ser va 
115 120 125 
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Val Leu Val lie Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

Phe Val lie Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 
145 150 15 5 160 

Asn Val Thr Trp Lys lie Lys Leu Arg ser Ala Met Tyr His Ser Asn 
165 170 175 

Met Thr Leu Thr Met Leu Ala Asn Phe val Pro Leu Thr Leu Thr Leu 
180 185 190 

lie Ser Phe Leu Leu Leu lie Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys val His 
210 215 220 

lie Lys Ala Leu Gin Thr val Thr Ser Phe Leu Leu Leu Cys Ala lie 
225 230 235 240 

Tyr Phe Leu Ser Met lie lie ser Val Cys Asn Leu Gly Arg Leu Glu 
245 250 255 

Lys Gin Pro Val Phe Met Phe cys Gin Ala lie lie Phe Ser Tyr Pro 
260 265 270 

Ser Thr His Pro Phe lie Leu lie Leu Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

lie Phe Leu Ser val Leu Arg His val Arg Tyr Trp val Lys Asp Arg 
290 295 300 

Ser Leu Arg Leu His Arg Phe Thr Arg Ala Ala Leu Cys Lys Gly 
305 310 315 

<210> 48 
<211> 299 
<212> PRT 
<213> Homo sapiens 

<400> 48 
Met Met Cys Phe Leu Leu lie lie Ser Ser lie Leu val val Phe Ala 
15 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe lie Ala Leu Val Asn Val 
20 25 30 

lie Asp Trp Val Asn Thr Arg Lys lie Ser Ser Ala Glu Gin lie Leu 
35 40 45 
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Thr Ala Leu val Val Ser Arg lie Gly Leu Leu Trp val Met Leu Phe 

50 55 60 

Leu Trp Tyr Ala Thr val Phe Asn Ser Ala Leu Tyr Gly Leu Glu val 
65 70 75 80 

Arg lie Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Ser Leu Ser lie Phe Cys Leu Leu Lys lie Ala Asn 
100 105 110 

Phe Ser Asn Leu lie Ser Leu His Leu Lys Lys Arg lie Lys Ser Val 
115 120 125 

Val Leu Val lie Leu Leu Gly Pro Leu Val Phe Leu lie Cys Asn Leu 
130 135 140 

Ala Val lie Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

Asn val Thr Trp Lys lie Lys Leu Arg Asn Ala lie His Leu Ser Ser 
165 170 175 

Leu Thr val Thr Thr Leu Ala Asn Leu lie Pro Phe Thr Leu Ser Leu 
180 185 190 

lie Cys Phe Leu Leu Leu lie Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala lie 
225 230 235 240 

Tyr Phe Leu Cys lie lie Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala lie Met Tyr Pro 
260 265 270 

Ser Phe His Ser Phe lie Leu lie Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 

<210> 49 
<211> 309 
<212> PRT 
<213> Homo sapiens 
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<400> 49 
Met Met Ser Phe Leu His lie val Phe Ser lie Leu val val val Ala 
15 10 15 

Phe lie Leu Gly Asn Phe Ala Asn Gly Phe lie Ala Leu lie Asn Phe 
20 25 30 

lie Ala Trp val Lys Arg Gin Lys lie Ser Ser Ala Asp Gin lie lie 
35 40 45 

Ala Ala Leu Ala val Ser Arg val Gly Leu Leu Trp Val lie Leu Leu 
50 55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr ser Ser Asn Leu Lys Val 
65 70 75 80 

lie lie Phe lie Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser lie 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser lie Phe Tyr Leu Leu Lys lie Val Asn 
100 105 110 

Phe Ser Arg Leu lie Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 

Val Leu Val lie val Leu Gly Ser Leu Phe Phe Leu Val Cys His Leu 
130 135 140 

Val Met Lys His Thr Tyr lie Asn val Trp Thr Glu Glu Cys Glu Gly 
145 150 155 160 

Asn Val Thr Trp Lys lie Lys Leu Arg Asn Ala Met His Leu Ser Asn 
165 170 175 

Leu Thr Val Ala Met Leu Ala Asn Leu lie Pro Phe Thr Leu Thr Leu 
180 185 190 

lie Ser Phe Leu Leu Leu lie Tyr Ser Leu cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys lie His 
210 215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu lie Leu Leu Ala lie 
225 230 235 240 

Tyr Phe Leu Cys Leu lie lie Ser Phe Trp Asn Phe Lys Met Arg Pro 
245 250 255 

Lys Glu lie Val Leu Met Leu Cys Gin Ala Phe Gly lie lie Tyr Pro 
260 265 270 
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Ser Phe His Ser Phe lie Leu lie Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 
290 295 300 

Asn Gin Ser Thr Pro 
305 

<210> 50 
<211> 299 
<212> PRT 
<213> Homo sapiens 

<400> 50 
Met lie Thr Phe Leu Tyr lie Phe Phe Ser lie Leu lie Met val Leu 
15 10 15 

Phe val Leu Gly Asn Phe Ala Asn Gly Phe lie Ala Leu val Asn Phe 
20 25 30 

lie Asp Trp Val Lys Arg Lys Lys lie Ser Ser Ala Asp Gin lie Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg lie Gly Leu Leu Trp Ala Leu Leu Leu 
50 55 60 

Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 
65 70 75 80 

Arg lie Thr Ser Tyr Asn Ala Trp val val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Asn Leu Ser lie Phe Tyr Leu Leu Lys lie Ala Asn 
100 105 110 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg val Arg ser Val 
115 120 125 

lie Leu val lie Leu Leu Gly Thr Leu lie Phe Leu val Cys His Leu 
130 135 140 

Leu val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Gly 
145 150 155 160 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu ser Tyr 
165 170 175 

Leu Thr val Thr Thr Leu Trp Ser Phe lie Pro Phe Thr Leu Ser Leu 
180 185 190 
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lie Ser Phe Leu Met Leu lie Cys Ser Leu Tyr Lys His Leu Lys Lys 

195 200 205 

Met Gin Leu His Gly Glu Gly ser Gin Asp Leu ser Thr Lys Val His 
210 215 220 

lie Lys Ala Leu Gin Thr Leu lie Ser Phe Leu Leu Leu Cys Ala lie 
225 230 235 240 

Phe Phe Leu Phe Leu lie val Ser val Trp Ser Pro Arg Arg Leu Arg 
245 250 255 

Asn Asp Pro Val val Met Val Ser Lys Ala Val Gly Asn lie Tyr Leu 
260 265 270 

Ala Phe Asp Ser Phe lie Leu lie Trp Arg Thr Lys Lys Leu Lys His 
275 280 285 

Thr Phe Leu Leu lie Leu cys Gin lie Arg cys 
290 295 

<210> 51 
<211> 314 
<212> PRT 
<213> Homo sapiens 

<400> 51 
Met Ala Thr Glu Leu Asp Lys lie Phe Leu lie Leu Ala lie Ala Glu 
15 10 15 

Phe lie lie Ser Met Leu Gly Asn val Phe lie Gly Leu Val Asn Cys 
20 25 30 

Ser Glu Gly lie Lys Asn Gin Lys val Phe Ser Ala Asp Phe lie Leu 
35 40 45 

Thr Cys Leu Ala lie Ser Thr lie Gly Gin Leu Leu val lie Leu Phe 
50 55 60 

Asp Ser Phe Leu val Gly Leu Ala Ser His Leu Tyr Thr Thr Tyr Arg 
65 70 75 80 

Leu Gly Lys Thr Val lie Met Leu Trp His Met Thr Asn His Leu Thr 
85 90 95 

Thr Trp Leu Ala Thr cys Leu ser lie Phe Tyr Phe Phe Lys lie Ala 
100 105 110 

His Phe Pro His Ser Leu Phe Leu Trp Leu Arg Trp Arg Met Asn Gly 
115 120 125 

Met lie Val Met Leu Leu lie Leu Ser Leu Phe Leu Leu lie Phe Asp 
130 135 140 
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Ser Leu val Leu Glu lie Phe lie Asp lie Ser Leu Asn lie lie Asp 
145 150 155 160 

Lys Ser Asn Leu Thr Leu Tyr Leu Asp Glu Ser Lys Thr Leu Tyr Asp 
165 170 175 

Lys Leu Ser lie Leu Lys Thr Leu Leu Ser Leu Thr Ser Phe lie Pro 
180 185 190 

Phe Ser Leu Phe Leu Thr Ser Leu Leu Phe Leu Phe Leu Ser Leu val 
195 200 205 

Arg His Thr Arg Asn Leu Lys Leu Ser Ser Leu Gly Ser Arg Asp Ser 
210 215 220 

Ser Thr Glu Ala His Arg Arg Ala Met Lys Met Val Met Ser Phe Leu 
225 230 235 240 

Phe Leu Phe lie val His Phe Phe Ser Leu Gin val Ala Asn Gly lie 
245 250 255 

Phe Phe Met Leu Trp Asn Asn Lys Tyr lie Lys Phe val Met Leu Ala 
260 265 270 

Leu Asn Ala Phe Pro Ser Cys His Ser Phe lie Leu lie Leu Gly Asn 
275 280 285 

Ser Lys Leu Arg Gin Thr Ala Val Arg Leu Leu Trp His Leu Arg Asn 
290 295 300 

Tyr Thr Lys Thr Pro Asn Ala Leu Pro Leu 
305 310 

<210> 52 
<211> 318 
<212> PRT 
<213> Homo sapiens 

<400> 52 
Met Asn Gly Asp His Met Val Leu Gly Ser ser val Thr Asp Lys Lys 
15 10 15 

Ala lie lie Leu Val Thr lie Leu Leu Leu Leu Arg Leu Val Ala lie 
20 25 30 

Ala Gly Asn Gly Phe lie Thr Ala Ala Leu Gly Val Glu Trp Val Leu 
35 40 45 

Arg Arg Met Leu Leu Pro Cys Asp Lys Leu Leu Val Ser Leu Gly Ala 
50 55 60 
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Ser Arg Phe Cys Leu Gin Ser Val Val Met Gly Lys Thr lie Tyr Val 
65 70 75 80 

Phe Leu His Pro Met Ala Phe Pro Tyr Asn Pro Val Leu Gin Phe Leu 
85 90 95 

Ala Phe Gin Trp Asp Phe Leu Asn Ala Ala Thr Leu Trp Ser Ser Thr 
100 105 110 

Trp Leu Ser val Phe Tyr Cys val Lys lie Ala Thr Phe Thr His pro 
115 120 125 

Val Phe Phe Trp Leu Lys His Lys Leu Ser Gly Trp Leu Pro Trp Met 
130 135 140 

Leu Phe Ser ser Val Gly Leu Ser Ser Phe Thr Thr lie Leu Phe Phe 
145 150 155 160 

lie Gly Asn His Arg Met Tyr Gin Asn Tyr Leu Arg Asn His Leu Gin 
165 170 175 

Pro Trp Asn Val Thr Gly Asp Ser lie Arg Ser Tyr Cys Glu Lys Phe 
180 185 190 

Tyr Leu Phe Pro Leu Lys Met lie Thr Trp Thr Met Pro Thr Ala val 
195 200 205 

Phe Phe lie Cys Met lie Leu Leu lie Thr Ser Leu Gly Arg His Arg 
210 215 220 

Lys Lys Ala Leu Leu Thr Thr Ser Gly Phe Arg Glu Pro Ser Val Gin 
225 230 235 240 

Ala His lie Lys Ala Leu Leu Ala Leu Leu Ser Phe Ala Met Leu Phe 
245 250 255 

lie Ser Tyr Phe Leu Ser Leu val Phe Ser Ala Ala Gly lie Phe Pro 
260 265 270 

Pro Leu Asp Phe Lys Phe Trp val Trp Glu Ser val lie Tyr Leu cys 
275 280 285 

Ala Ala Val His Pro lie lie Leu Leu Phe Ser Asn cys Arg Leu Arg 
290 295 300 

Ala Val Leu Lys Ser Arg Arg Ser Ser Arg Cys Gly Thr Pro 
305 310 315 

<210> 53 
<211> 236 
<212> PRT 
<213> Mus musculus 
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<400; 53 
Met Ala Arg ser Thr Trp Gly Cys cys Trp cys Thr Lys Thr Ala Ala 
15 10 15 

Arg Asp Asn Arg Lys Lys Arg Lys Gly Gly Ser Gly Lys Ser Thr Lys 
20 25 30 

Met Arg His Gly val Gly Tyr ser Asp Arg Arg Ala Arg Tyr Asn Val 
35 40 45 

Ser Met Ala Met Asp Ala Met Asp Arg Ser Arg Asp Ser Lys His Ala 
50 55 60 

Ser Val Met Thr Asp Tyr Lys Val ser Thr Lys Tyr Ala Val Ala Met 
65 70 75 80 

Tyr Trp Arg Asp Ala Gly Arg Ala Cys Tyr Arg Arg Arg His Asp Ser 
85 90 95 

Ala Val Tyr Tyr Ser His Arg Ser Asp ser Tyr Thr Ala Asp Val Arg 
100 105 110 

Ser Arg Met Thr Thr Gly Asn Tyr Cys Ser Val Lys Lys Thr Lys Arg 
115 120 125 

Val Asp Val Gly Gly Arg Ser Arg Arg Lys Trp His Cys Asn Val Ala 
130 135 140 

Tyr Ala Ser Ser Tyr Asp Cys Asn Asp Asn Arg Met Ser Ala Ser Thr 
145 150 155 160 

Trp Lys Ser Thr Ser val Asn Lys Thr Asp Asp Lys His Thr Ser His 
165 170 175 

Ala Thr Tyr Ser Gly Arg Arg Asp Ala Ala Ala Lys Ser Asp Met Tyr 
180 185 190 

Ala Arg Val Tyr Ala Ser cys Ala Asp Gly Gly Arg Lys Gly Ser Arg 
195 200 205 

Ala Arg Arg Ala His Thr cys Ala Thr Asp Thr ser Val Arg Ser val 
210 215 220 

Lys Asp val Arg Asp Ser val Ala Arg Tyr Asp Asn 
225 230 235 

<210> 54 
<211> 333 
<212> PRT 
<213> Homo sapiens 

<400> 54 
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Met Leu Thr Leu Thr Arg lie Arg Thr Val Ser Tyr Glu val Arg Ser 
15 10 15 

Thr Phe Leu Phe lie Ser val Leu Glu Phe Ala val Gly Phe Leu Thr 
20 25 30 

Asn Ala Phe Val Phe Leu val Asn Phe Trp Asp val val Lys Arg Gin 
35 40 45 

Pro Leu ser Asn Ser Asp Cys val Leu Leu cys Leu Ser lie Ser Arg 
50 55 60 

Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala lie Gin Leu Thr His 
65 70 75 80 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His ser Tyr Gin Ala lie lie 
85 90 95 

Met Leu Trp Met lie Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu lie Arg Phe Ser His Thr Phe 
115 120 125 

Leu lie cys Leu Ala Ser Trp val ser Arg Lys lie Ser Gin Met Leu 
130 135 140 

Leu Gly lie lie Leu Cys Ser Cys lie Cys Thr val Leu Cys Val Trp 
145 150 155 160 

Cys Phe Phe Ser Arg Pro His Phe Thr val Thr Thr Val Leu Phe Met 
165 170 175 

Asn Asn Asn Thr Arg Leu Asn Trp Gin lie Lys Asp Leu Asn Leu Phe 
180 185 190 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser val Pro Pro Phe Leu Leu 
195 200 205 

Phe Leu Val Ser Ser Gly Met Leu Thr val Ser Leu Gly Arg His Met 
210 215 220 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 
225 230 235 240 

Ala His lie Lys Ala Leu Lys Ser Leu val ser Phe Phe Cys Phe Phe 
245 250 255 

Val lie Ser Ser Cys Ala Ala Phe lie Ser Val Pro Leu Leu lie Leu 
260 265 270 
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Trp Arg Asp Lys lie Gly val Met Val Cys val Gly lie Met Ala Ala 

275 280 285 

Cys Pro Ser Gly His Ala Ala Val Leu lie Ser Gly Asn Ala Lys Leu 
290 295 300 

Arg Arg Ala Val Met Thr lie Leu Leu Trp Ala Gin Ser Ser Leu Lys 
305 310 315 320 

val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 

<210> 55 
<211> 1002 
<212> DNA 
<213> Homo sapi ens 

<400> 55 
atgttgactc taactcgcat ccgcactgtg tcctatgaag tcaggagtac atttctgttc 60 

atttcagtcc tggagtttgc agtggggttt ctgaccaatg ccttcgtttt cttggtgaat 120 

ttttgggatg tagtgaagag gcagccactg agcaacagtg attgtgtgct gctgtgtctc 180 

agcatcagcc ggcttttcct gcatggactg ctgttcctga gtgctatcca gcttacccac 240 

ttccagaagt tgagtgaacc actgaaccac agctaccaag ccatcatcat gctatggatg 300 

attgcaaacc aagccaacct ctggcttgct gcctgcctca gcctgcttta ctgctccaag 360 

ctcatccgtt tctctcacac cttcctgatc tgcttggcaa gctgggtctc caggaagatc 420 

tcccagatgc tcctgggtat tattctttgc tcctgcatct gcactgtcct ctgtgtttgg 480 

tgctttttta gcagacctca cttcacagtc acaactgtgc tattcatgaa taacaataca 540 

aggctcaact ggcagattaa agatctcaat ttattttatt cctttctctt ctgctatctg 600 

tggtctgtgc ctcctttcct attgtttctg gtttcttctg ggatgctgac tgtctccctg 660 

ggaaggcaca tgaggacaat gaaggtctat accagaaact ctcgtgaccc cagcctggag 720 

gcccacatta aagccctcaa gtctcttgtc tcctttttct gcttctttgt gatatcatcc 780 

tgtgctgcct tcatctctgt gcccctactg attctgtggc gcgacaaaat aggggtgatg 840 

gtttgtgttg ggataatggc agcttgtccc tctgggcatg cagccgtcct gatctcaggc 900 

aatgccaagt tgaggagagc tgtgatgacc attctgctct gggctcagag cagcctgaag 960 

gtaagagccg accacaaggc agattcccgg acactgtgct ga 1002 
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