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<110> KO-WEN, WU
KUN-LIN, LI

<120> Method and System for Sequence Alignment and Variant Calling
<160> 14
<170> SIPOSequencelisting 1.0

210> 1

<211> 130

<212> DNA

<213> %8 A (Homo sapiens)

<400> 1

cctttctctc ctcatacctc ccctcacctg cctggecatcc gaggecccttc cccgtecceccect 60
gttggctctc ccgccagtgt tgctcagtct cgctcaggac cactctcgec tgctgcagtg 120
ccaggtaccc 130

<210> 2

<211> 132

<212> DNA

<213> %8 A (Homo sapiens)

<400> 2

cacctggagt gagccctgct cccccctgge tccttcccag cctgggecatc cttgagttcc 60
aaggcctcat tcagctctcg gaacatctcg aagcgctcac gcccatctcg aagcgctcac 120
gcccacggat ct 132

<210> 3

<211> 20

<212> DNA

<213> %8 A (Homo sapiens)

<400> 3
catctcgaag cgctcacgcc 20

210> 4

<211> 118

<212> DNA

<213> %8 A (Homo sapiens)

<400> 4
gtggtgggga agcaggtgag tcctcaggtg gtggggatgt gggggagtcc tcaggtggtyg 60
gggagaggcg tgaagcctca ggtggagggg acgtgggaga ctcctcagge ggtgggga 118

210> 5

<211> 93

<212> DNA

<213> % A (Homo sapiens)



<400> 5
tagggactct ggatcccaga aggtgagaaa
agagaagcaa catctccgaa agccaacaag

<210> 6

<211> 93

<212> DNA

<213> %8 A (Homo sapiens)

<400> 6
tagggactct ggatcccaga aggtgagaaa
agagaagcaa catctccgaa agccaacaag

210> 7

<211> 123

<212> DNA

<213> % A (Homo sapiens)

<400> 7

caagctcttt ctttctctct gttttaagat
agagtacaca ctcctcattt ggataggctt
gaa

210> 8

<211> 89

<212> DNA

<213> % A (Homo sapiens)

<400> 8
ggcactgggt caaagtctcc tggggcccat
tctctgtttt aagatctggg cagtgaatt

<210> 9

<211> 198
<212> DNA
<213>

<400> 9

agcttttcat tctgactgca acgggcaata
tgacagcagc ttctgaactg gttacctgcc
tcactaaata ctttaaccaa tataggcata
acaacatcca tgaaacgc

<210> 10
<211> 8
<212> DNA
<213>

<400> 10
ataatcag

<210> 11
<211> 4
<212> DNA

K& (Escherichia coli)

gttaaaattc ccgtcgctat caaggaatta
gaa

gttaaaattc ccgtcgctat caaggaatta
gaa

ctgggcagtg aattagttcg ctacgatgca
gtaagtgccc gaagtgtaag cccaactaca

gatagccgtc tttaacaagc tctttctttc

tgtctctgtg tggattaaaa aaagagtctc
gtgagtaaat taaaatttta ttgacttagg
gcgcacagac agataaaaat tacagagtac

AIRF5(artificial sequence)

60
93

60
93

60
120
123

60
89

60
120
180
198



<213> AIF3Fl(artificial sequence)

<400> 11
ttcc

<210> 12

<211> 4

<212> DNA

<213> AIF3Fl(artificial sequence)

<400> 12
ttcc

<210> 13

<211> 6

<212> DNA

<213> AIF3Fl(artificial sequence)

<400> 13
ataatc

210> 14

<211> 4

<212> DNA

<213> AIF3Fl(artificial sequence)

<400> 14
ttcc



