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<120>
<130>
<160> 5
<170>
<210> 1
<211>
<212>
<213>

<400> 1
gccaacgcgt

cagtgctcct
tggatttctt
tgcaaggacc
tgtgagacgc
tactgcagtg
ctggcagacg
ctagaaaaaa
aaaggggagt
accctgatca
tggaggaacc
cagagccggc
cacgacatcg
ctctgectgc
gtcagcggct
aacgtgcccc

ccaaatatca

1218
DNA
Homo sapiens

0081563-000234

tcctggagga
tcgaggaggc
acagtgatgg
agctccagtc
acaaggatga
accacacggg
gggtgtcctyg
gaaatgccag
gtccatggca
acaccatctg
tgatcgcggt
gggtggcgcea
cgctgctccg
ccgaacggac
ggggcceagct
ggctgatgac

cggagtacat

FACTOR VIIa GLYCOFORMS

PatentIn version 3.5

gctgeggeceg
ccgggagatc
ggaccagtgt
ctatatctgc
ccagctgatc
caccaagcgc
cacacccaca
caaaccccaa
ggtcctgttg
ggtggtctcc
gctgggegag
ggtcatcatc
cctgcaccag
gttctctgag
gctggaccgt
ccaggactgc

gttctgtgcc

ggctccctgg
ttcaaggacg
gcctcaagtc
ttctgcctcc
tgtgtgaacg
tcctgtceggt
gttgaatatc
ggccgaattg
ttggtgaatg
gcggcccact
cacgacctca
cccagcacgt
cccgtggtcc
aggacgctgg
ggcgecacgsg
ctgcagcagt

ggctactcgg
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agagggagtg
cggagaggac
catgccagaa
ctgccttcga
agaacggegg
gccacgages
catgtggaaa
tggggggcaa
gagctcagtt
gtttcgacaa
gcgagcacga
acgtcccggg
tcactgacca
ccttecgtgceg
ccctggagct

cacggaaggt

atggcagcaa

caaggaggag
gaagctgttc
tgggggctcc
gggccggaac
ctgtgagcag
gtactctctg
aatacctatt
ggtgtgcccc
gtgtggeess
aatcaagaac
cggggatgag
caccaccaac
tgtggtgccc
cttctcattg
catggtcctc

gggagactcc

ggactcctgc
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aagggggaca gtggaggccc acatgccacc cactaccggg gcacgtggta cctgacgggce 1080

atcgtcagct ggggccaggg ctgcgcaacc gtgggccact ttggggtgta caccagggtc 1140
tcccagtaca tcgagtggct gcaaaagctc atgcgctcag agccacgccc aggagtcctc 1200
ctgcgagccc catttccc 1218
<210> 2

<211> 406

<212> PRT

<213> Homo sapiens

<400> 2

Ala Asn Ala Phe Leu Glu Glu Leu Arg Pro Gly Ser Leu Glu Arg Glu
1 5 10 15

Cys Lys Glu Glu Gln Cys Ser Phe Glu Glu Ala Arg Glu Ile Phe Lys
20 25 30

Asp Ala Glu Arg Thr Lys Leu Phe Trp Ile Ser Tyr Ser Asp Gly Asp
35 40 45

Gln Cys Ala Ser Ser Pro Cys Gln Asn Gly Gly Ser Cys Lys Asp Gln
50 55 60

Leu Gln Ser Tyr Ile Cys Phe Cys Leu Pro Ala Phe Glu Gly Arg Asn
65 70 75 80

Cys Glu Thr His Lys Asp Asp Gln Leu Ile Cys Val Asn Glu Asn Gly
85 90 95

Gly Cys Glu Gln Tyr Cys Ser Asp His Thr Gly Thr Lys Arg Ser Cys
100 105 110

Arg Cys His Glu Gly Tyr Ser Leu Leu Ala Asp Gly Val Ser Cys Thr
115 120 125

Pro Thr Val Glu Tyr Pro Cys Gly Lys Ile Pro Ile Leu Glu Lys Arg
130 135 140

Asn Ala Ser Lys Pro Gln Gly Arg Ile Val Gly Gly Lys Val Cys Pro
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145

Lys

Leu

His

Gly

Val

225

His

His

Leu

Asp

Leu

305

Pro

Lys

Arg

Gly

Cys

Cys

Glu

210

Ala

Asp

Val

Ala

Arg

290

Met

Asn

Asp

Gly

Glu

Gly

Phe

195

His

Gln

Ile

Val

Phe

275

Gly

Thr

Ile

Ser

Thr
355

Cys

Gly

180

Asp

Asp

Val

Ala

Pro

260

Val

Ala

Gln

Thr

Cys

340

Trp

Pro

165

Thr

Lys

Leu

Ile

Leu

245

Leu

Arg

Thr

Asp

Glu

325

Lys

Tyr

150

Trp

Leu

Ile

Ser

Ile

230

Leu

Cys

Phe

Ala

Cys

310

Tyr

Gly

Leu

Gln

Ile

Lys

Glu

215

Pro

Arg

Leu

Ser

Leu

295

Leu

Met

Asp

Thr

Val

Asn

Asn

200

His

Ser

Leu

Pro

Leu

280

Glu

Gln

Phe

Ser

Gly
360

Leu

Thr
185

Trp

Asp

Thr

His

Glu

265

Val

Leu

Gln

Cys

Gly

345

Ile

Leu

170

Ile

Arg

Gly

Tyr

Gln

250

Arg

Ser

Met

Ser

Ala

330

Gly

Val

155

Leu

Trp

Asn

Asp

Val

235

Pro

Thr

Gly

Val

Arg

315

Gly

Pro

Ser
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Val

Val

Leu

Glu

220

Pro

Val

Phe

Trp

Leu

300

Lys

Tyr

His

Trp

Asn

Val

Ile

205

Gln

Gly

Val

Ser

Gly

285

Asn

Val

Ser

Ala

Gly
365

Gly

Ser

190

Ala

Ser

Thr

Leu

Glu

270

Gln

Val

Gly

Asp

Thr

350

Gln

Ala

175

Ala

Val

Arg

Thr

Thr

255

Arg

Leu

Pro

Asp

Gly

335

His

Gly

160

Gln

Ala

Leu

Arg

Asn

240

Asp

Thr

Leu

Arg

Ser

320

Ser

Tyr

Cys



Ala Thr Val
370

Glu Trp Leu
385

Leu Arg Ala

<216> 3

<211> 1332
<212> DNA
<213> Homo

<400> 3
atggtcagcc

gcagtgttcg
gcgttcctgg
tcatttgaag
tcctactcag
gaccagctcc
actcacaagg
agcgaccata
gacggcgtgt
aaacgcaacg
gaatgcccct
atcaatacca
aatctgatcg
agacgcgtcg
atcgcccttt

ctgccagaac

ggatggggac

Gly His

Gln Lys

375

390

Pro Phe Pro

405

sapiens

aagcccttcg
tgactcaaga
aggagttgag
aggccagaga
acggagatca
agtcctacat
atgaccagct
ccggaaccaa
cgtgtactcc
catccaagcc
ggcaagtgct
tctgggtggt
ccgtgetggg
cgcaagtgat
tgcgactcca
ggacgttctc

aactgctgga

cctcctctgt
agaggcccac
gcccggctca
gattttcaag
gtgcgcctcg
ctgcttctgc
catctgcgtt
gcgctcegtgc
aaccgtcgag
tcagggacgg
gctcctcgtg
gtcggecegeg
agagcatgac
catcccgtcg
tcagcctgtt

cgaaagaacc

cagggscecg

395

ctcctecctcg
ggagtgctgc
ctggaacggg
gatgcagaac
tcgccgtgcec
ctgccggegt
aacgaaaacg
agatgccacg
tacccgtgceg
atcgtgggss
aacggagctc
cactgcttcg
ttgtccgagc
acttacgtgc
gtgctgactg
ctggecctttg

actgctctgg
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380

gccttcaagg
acaggcgecg
aatgcaagga

gcaccaagtt

aaaacggagg
tcgaagggcg
ggggatgcga
aaggttactc

gaaagatccc

ggaaggtctg
agctgtgegg
ataagatcaa
acgacggcga
cggggaccac
accacgtcgt
tgaggtttag

aactgatggt

Phe Gly Val Tyr Thr Arg Val Ser Gln Tyr Ile

Leu Met Arg Ser Glu Pro Arg Pro Gly Val Leu

400

atgtctcgca
gagagcgaac
ggagcagtgc
gttctggatc
ctcatgcaaa
gaactgtgaa
acagtactgt
cctgcttgcec
tatcctggag
tccaaaagga
gggaacgctc
gaactggcgg
tgaacagtcc
caatcacgac
cccgctctgt
cctggtgagc

gcttaatgtg

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020



ccacggctga
atcactgagt
gatagcggtg
tcgtggggac
tacattgaat
gccccctttce
<210> 4

<211>
<212>

<213>

<400> 4
atggcaactg

ttgcaagagg
ttcagcgaaa
gccctgacct
gcggecegatg
acttggggcc
tacggatact
ttcgtctact
cgcaacgtga
cctcggctca
gatgtgagat
aagggtcgcc
atccaagcgt
gtcggagata
aattcgcgcg
gcaacttacg

attgcgcgca

1563
DNA
Arthrobacter ureafaciens

tgacgcaaga
acatgttctg
gcccacatgc
aaggttgcgc
ggttgcagaa

cg

gttcgcggac
gaagcgctgc
ctaatctggc
acttgggcaa
ctccaaaccc
cagtgcaagt
cagacccctc
ccaaggatca
tttcgtcggce
tcacctcggt
ccaatttcgc
tgatccaaca
attccgtgta
ggatggacga
acaacgctaa

gaccggtcag

tgttcccgaa

ctgcctgcag
cgctggctac
aactcactat
taccgtcggt

actcatgcgc

ctccttgcectt
ccctacccct
tgcagatcgg
cgacgtggtg
gaactcgatc
gatcgctgct
gtacatctac
aggctttggc
cgtgatcgaa
gactaagccg
ctcatcgggc
gtacgcggga
ctcggacgac
aaacaagacc
tcgcggctat

ccaggacacc

tgccgcgcag

cagtctcgta
agcgatggca
cgcggtacct
catttcggag

tccgagcectc

ctcgccttcg
ccgaacagcc
actgccgcca
ctggccgcat
gtccagaggc
ggccatgtcg
gacgcagaag
ggctcccagt
agctcggacg
ggtacgtcaa
gaggggattc
gatgtcagac
cacggcgtga
gtggaactga
agaaaggtgg
gagctgccag

gggtccgegg
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aggtcggcga
gcaaggattc
ggtacctgac

tgtatactcg

ggccgggagt

gcctgectctg
cgactctccc
actttttcta
gggacggacg
gctccaccga
ccgacgcgtc
cgaacaaggt
tcggaaatga
cgggagtgac
agaccaatcc
agctcaagta
aggctgacgg
cctggcacaa
gcgacggacg
cggtgtcgac
acccggcgaa

atgcgaaaaa

ctcgccgaat
atgtaaagga
cggaattgtc
cgtgtcgcag

gctgctgaga

tctgccctgg
gccaggatcc
ccgcatccca

gcctggatca

tggcggaaaa
cggaccgegg
gttcgccttc
cgatgccgat
ctggtcccag
ggcagcages
cggaccgcat
atcaaacaaa
aggtgccaat
ggtcctgctt
tgatggaggsg
caatggtgca

gctgatcttc

1080

1140

1200

1260

1320

1332

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020



accaacgcca
ggagagactt
acccggctgg
ccatttgcca
gctgtgaaca
gccacgaccc
actgtcccgg
gcaccagegg
agagtgtcac
atc

<210> 5
<211> 521
<212> PRT
<213> Arth
<400> 5
Met Ala Thr

1

Cys Leu Pro

Ser Pro Thr
35

Asp Arg Thr
50

Leu
65

Gly Asn

Ala Ala Asp

attcaaagac
ggccgggagt
ccgacggaaa
cttttgatga
tcgccccegtc
tttcgggagc
tgcctgacgt
acgcctcggg

agtttacctt

robacter

Ser

Trp Leu

20

Leu Pro

Ala

Ala

Asp Val

Arg

Gln

Pro

Asn

Val

tggacgggaa

gcgcaccatc
gttcggagtc
cgcttggttg
cgcaacccaa
aaccgctact
ggcccctggt
cccaagaagc

tactgcaact

ureafaciens

Thr Ser

Glu

Gly

Ser
40

Gly

Phe Phe

55

Leu Ala

70

Ala Pro

85

Asn

Pro Asn

aacgtgtccg
aggagcggat
ctctacgagg
aactacgtgt
gaagtgccag
gtgtacaccc
gcctccgtga
ctgaacgccg

actcccgtcg

Leu Leu

10

Leu

Ser Ala Ala

25

Phe Ser Glu

Tyr Arg Ile

Ala Trp Asp

75

Ile Val

90

Ser
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ctcgecgtgtc
tcagcgcata
ggaattacac
gcgctcectct
tcactgtcac
cgagcggctg
cggtgacggt
ccttcacgac

ctccccaagt

Ala Phe Gly

Thr Pro

30

Pro

Thr Asn Leu

45

Pro Ala Leu

60

Gly Arg Pro

Gln Arg Arg

atgcgatgac
ctccaccgtg
cgataacatg
cgecggtccect
caaccaggag
gtcggccact
cgcgctgacc
cgccgatggt

gggactgacc

Leu Leu

15

Pro Asn

Ala Ala
Thr

Tyr

Ser
80

Gly

Ser Thr

95

1080

1140

1200

1260

1320

1380

1440

1500

1560

1563



Asp

Val

Ile

Lys

145

Arg

Thr

Ser

Ser

Ile

225

Ile

Lys

Leu

Gly

Pro

Gly

Ala

Tyr

130

Asp

Asn

Trp

Lys

Gly

210

Gln

Gln

Gly

Ser

Tyr

290

Val

Gly

Asp

115

Asp

Gln

Val

Ser

Thr

195

Glu

Gln

Ala

Ala

Asp

275

Arg

Ser

Lys

100

Ala

Ala

Gly

Ile

Gln

180

Asn

Gly

Tyr

Tyr

Asn

260

Gly

Lys

Gln

Thr

Ser

Glu

Phe

Ser

165

Pro

Pro

Ile

Ala

Ser

245

Val

Arg

Val

Asp

Trp

Gly

Ala

Gly

150

Ser

Arg

Ala

Gln

Gly

230

Val

Gly

Val

Ala

Thr

Gly

Pro

Asn

135

Gly

Ala

Leu

Ala

Leu

215

Asp

Tyr

Asp

Leu

Val

295

Glu

Pro

Arg

120

Lys

Ser

Val

Ile

Gly

200

Lys

Val

Ser

Arg

Leu

280

Ser

Leu

Val

105

Tyr

Val

Gln

Ile

Thr

185

Asp

Tyr

Arg

Asp

Met

265

Asn

Thr

Pro

Gln

Gly

Phe

Phe

Glu

170

Ser

Val

Gly

Gln

Asp

250

Asp

Ser

Asp

Asp

Val

Tyr

Ala

Gly

155

Ser

Val

Arg

Pro

Ala

235

His

Glu

Arg

Gly

Pro

Page 7

Ile

Ser

Phe

140

Asn

Ser

Thr

Ser

His

220

Asp

Gly

Asn

Asp

Gly

300

Ala

Ala

Asp

125

Phe

Asp

Asp

Lys

Asn

205

Lys

Gly

Val

Lys

Asn

285

Ala

Asn

Ala

110

Pro

Val

Asp

Ala

Pro

190

Phe

Gly

Ser

Thr

Thr

270

Ala

Thr

Asn

Ser

Tyr

Ala

Gly

175

Gly

Ala

Arg

Asn

Trp

255

Val

Asn

Tyr

Gly

His

Tyr

Ser

Asp

160

Val

Thr

Ser

Leu

Lys

240

His

Glu

Arg

Gly

Ala



305

Ile

Lys

Ser

Thr

Asp

385

Pro

Leu

Pro

Ala

Pro

465

Ala

Thr

Val

Ala

Leu

Ala

Ile

370

Gly

Phe

Ala

Val

Thr

450

Asp

Pro

Ala

Ala

Arg

Ile

Arg

355

Arg

Lys

Ala

Val

Thr

435

Val

Val

Ala

Asp

Pro
515

Met

Phe

340

Val

Ser

Phe

Thr

Pro

420

Val

Tyr

Ala

Asp

Gly

500

Gln

Phe

325

Thr

Ser

Gly

Gly

Phe

405

Ala

Thr

Thr

Pro

Ala

485

Arg

Val

310

Pro

Asn

Cys

Phe

Val

390

Asp

Val

Asn

Pro

Gly

470

Ser

Val

Gly

Asn

Ala

Asp

Ser

375

Leu

Asp

Asn

Gln

Ser

455

Ala

Gly

Ser

Leu

Ala

Asn

Asp

360

Ala

Tyr

Ala

Ile

Glu

440

Ser

Pro

Gln

Thr
520

Ala

Ser

345

Gly

Tyr

Glu

Trp

Ala

425

Ala

Trp

Val

Arg

Phe

505

Ile

Gln
330

Lys

Glu

Ser

Gly

Leu

410

Pro

Thr

Ser

Thr

Ser

490

Thr

315

Gly

Thr

Thr

Thr

Asn

395

Asn

Ser

Thr

Ala

Val

475

Leu

Phe
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Ser

Gly

Trp

Val

380

Tyr

Tyr

Ala

Leu

Thr

460

Thr

Asn

Thr

Ala

Arg

Pro

365

Thr

Thr

Val

Thr

Ser

445

Thr

Val

Ala

Ala

Asp

Glu

350

Gly

Arg

Asp

Cys

Gln

430

Gly

Val

Ala

Ala

Thr
510

Ala

335

Asn

Val

Leu

Asn

Ala

415

Glu

Ala

Pro

Leu

Phe

495

Thr

320

Lys

Val

Arg

Ala

Met

400

Pro

Val

Thr

Val

Thr

480

Thr

Pro



