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SEQUENCE LISTING

<110> THE UNITED STATES OF AMERICA, AS REPRESENTED BY THE
SECRETARY, DEPARTMENT OF HEALTH AND HUMAN SERVICES

<120> SMOOTHENED POLYPEPTIDES AND METHODS OF USE

<130=> 707897

<140>= SG 2011080447
<141> 2011-10-31

<150> US 60/855,422

<l51l>= 2006-10-31

<150 PCT/US2007/083027
<151> 2007-10-30

<150> S5G 200903030-5
<ibl=> 2007-10-30

<160> 94

<170> PatentIn version 3.5

<210> 1
<211> 787
<212> PRT

<213> Home sapiens

<220>

<221> MISC_FEATURE
<223> CGenbank NP_005622

<400> 1

Met Ala Ala Ala
1

Leu Leu Leu Leu
20

Ser Gly Asn Ala
35

Arg Arg Ser Ala

Gly Arg Ala Ala
65

Arg

Leu

Thr

Ala

Pro

Pro Ala

Leu Leu

Gly Pro

val Thr

Cvs Glu
70

Arg

Gly

Gly

40

Gly

Pro

Gly Pro
10

Asp Pro

Pro Arg

Pro Pro

Leu Arg

Glu

Gly

Ser

Pro

Tyt
75

Leu

Arg

Ala

Pro

50

Agsn

Pro

Gly

Gly

45

Leu

Val

Leu

Ala

30

Gly

Ser

Cys

Leu

15

Ala

Ser

His

Lieu

Glv

Ser

Ala

Cvys

Gly
80



Ser

Asp

Arg

Val

Thr

145

Arg

Gly

Cys

Asp

Ala

225

Thr

Arg

Cys

Ala

Glu

val

Ser

Asn

VT

130

Leu

Gly

Cys

Glu

Val

210

Glu

Gly

Asn

Fhe

Arg

290

Pro

Leu

Gln

Ala

115

Met

Cys

Trp

Thr

Val

195

Glu

His

Leu

Ser

Phe

275

Arg

Thr

Pro

Glu

100

Pro

Pro

Gln

Pro

Asn

180

Pro

Gly

Gln

Cvs

Asn

260

vVal

Glu

Ser

Tvr

85

Glu

Arg

Lys

Ala

Asp

i6b

Glu

Leu

Cvs

Asp

Thr

245

Arg

Gly

Ile

Asn

Gly

Ala

Cys

Cvse

Thi

150

Phe

Val

vVal

Gly

Met

2390

Leu

Tyr

Ser

Val

Glu

Ala

His

Trp

Glu

135

ALY

Leu

Gln

Arg

Ile

215

His

Phe

Pro

Ile

Cys

295

Thr

Thr

Gly

Ala

126

Asn

Gly

Arg

Asn

Thx

200

Gln

sSexr

Thr

Ala

Gly

280

brg

Leu

Ser

Lys

105

Val

Asp

Pro

Cys

Ile

185

Lsp

Cys

Tyr

Leu

vVal

265

Trp

Ala

Ser

Thr

90

Leu

Ile

ATQ

Cys

Thr

170

Lys

Asn

Gln

Ile

Ala

250

Ile

Leu

Asp

Cvs

Leu

Val

Gin

Val

Ala

155~

Pro

Phe

Pro

AsT1

Ala

235

Thr

Leu

Ala

Gly

val

Leu

Leu

Pro

Glu

140

Ile

Asp

Asn

Lvs

Pro

220

Ala

Phe

FPhe

Gln

Thr

300

Ile

Ala

Trp

Leu

125

Leu

val

Arg

Ser

ser

205

Leu

Phe

Val

Tyr

Phe

285

Mel

Ile

Gly

Ser

110

Lieu

Pro

Glu

Phe

Ser
190

Trp

Phe

Gly

Ala

Val

270

Met

Arg

Phe

Asp

95

Gly

Cys

Ser

Arg

Pro

175

Gly

Tyr

Thyr

Ala

Asp

2558

Asn

Asp

Lieu

val

Ser

Leu

Ala

Arg

Giu

160

Glu

Gln

Glu

Glu

Val

240

Tre

Ala

Gly

Gly

Ile



305

val

Tvr

Leu

Phe

Ser

385

Ala

Tvr

Hisg

Met

Ile

465

Glu

Gly

Pro

Gly

Tvr

Ala

Ser

Val

37¢C

Val

Gly

Phe

Pro

Leu

450

Thr

Arg

Leu

Ser

Ile
530

Ty

Tre

Gly

355

Leu

Ser

Phe

Lieu

Gly

435

Arg

Phe

Ser

Pro

Leu

515

Ala

Ala

His

340

Lys

Thr

Gly

Val

Ile

420

Leu

Leu

Ser

Phe

Thr

500

Leu

Met

Leu

325

Thr

Thr

Val

Ile

Leu

405

Arg

Leu

Gly

Cvs

ATg

485

Lvs

Val

Ser

310

Met

Ser

Ser

Ala

Cys

3580

Ala

Gly

Ser

ile

His

470

Asp

Gln

Glu

Thr

Ala

Phe

Tyr

Ile

375

Phe

Pro

Val

Glu

Phe

455

Fhe

Tyr

Pro

Liys

Trp
535

Gly

Lys

Phe

360

Leu

Val

Ile

Met

Lys

440

Gly

TyY

Val

Ile

Ile

520

Val

val

Ala

345

His

Ala

Gly

Gly

Thr

425

Ala

Fhe

Asp

Leu

Pro

505

Asn

Trp

val

330

Leu

Leu

Val

Tyr

Leu

410

Leu

Ala

Leu

Phe

Cvs

420

Asp

Leu

Thr

Trp

Gly

Leu

Ala

Lyvs

385

Val

Phe

Ser

Ala

Phe

475

Gln

Cys

Fhe

Livs

Phe

Thr

Thr

Gln

380

Asn

Leu

Ser

Lys

Phe

460

Asn

Ala

Glu

Ala

Ala
540

Val

Thr

Trp

265

val

Ty

Ile

Ile

Tle

445

Gly

Gln

Agn

Ile

Met
525

Thr

Val

Tyr

350

Ser

Asp

Arg

Val

Lvs

430

Asn

Phe

Ala

Val

Lvs

510

Fhe

Leu

Leu

335

Giln

Leu

Gly

Ty

Ser

Glu

Val

Glu

Thr

495

Agsn

Gly

Leu

320

Thr

Pro

Pro

Asp

Arg

400

Gly

Asn

Thr

Leu

Trp

480

ile

Arg

Thr

Ile



Trp

545

Lys

His

Thr

Glu

Met

625

Pro

Val

Lys

Pro

Pro

705

Ala

Phe

Pro

Arg Arg Thr Trp

Arg

Glu

Val

Pro

610

Val

Val

Glu

Lys

Glu

690

Gln

Gly

Cvs

Ala

Ile

Leu

ser

595

Ser

Ala

Ala

Ala

Arg

675

Leu

Leu

Asp

Pro

Pro
755

Lys

Leu

580

His

Ala

Arg

Thr

Glu

660

Arg

His

Pro

Ser

Glu

740

Val

Lys

565

Gin

Asp

Asp

Aryg

Pro

645

Ile

Lys

Arg

Cvs

725

Pro

Ala

Cys

550

Ser

Asn

Gly

val

Gly

630

Val

Ser

Arg

Pro

Gln

710

Arg

Ser

Trp

Aryg

Lvs

Pro

Pro

Ser

615

Ala

Pro

Pro

Lvs

Ala

695

Lvs

Gln

Pro

Ala

Leu

Met

Gly

Val

660

Ser

Ile

Fro

Glu

Livs

680

Pro

Cys

Gly

Pro

His
760

Thr

Tle

Gln

585

Ala

Ala

Leu

Glu

Leu

665

Glu

Ala

Leu

Ala

Gln

745

Gly

Gly

Ala

570

Gilu

Gly

Tre

Pro

Glu

650

Gln

Val

Pro

Val

Trp

730

hsp

Arg

Gln

555

Lys

Leu

Leu

Ala

Gln

635

Gln

Lyvs

Cvs

Ser

Ala

715

Thr

Pro

Arg

Ser

Ala

Ser

Ala

Gln

620

Asp

Ala

Arg

Pro

Thr

700

Ala

Leu

Phe

Gin

Asp

Phe

Phe

Phe

605

His

Ile

Asn

Leu

Leu

685

Ile

Gly

Val

Leu

Gly
765

Asp

Ser

Ser

590

Asp

val

Ser

Leu

Gly

670

Ala

Pro

Ala

Ser

Pro

750

Leu

Glu

Lys

575

Met

Leu

Thr

Val

Trp

655

Arg

Pro

Arg

Trp

Asn

735

Ser

Gly

Pro

560

Arg

His

Asn

Lys

Thr

640

Leu

Lys

Pro

Leu

Gly

726

Pro

Ala

Pro



Ile His Ser Arg Thr Asn Leu Met Asp Thr Glu Leu Met Asp Ala Asp
770 75 T80

Ser Asp Phe

785

<210>
<211> 13
<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Pelypeptide

<220>
«<221> MISC_FEATURE
<223» SMOil-1

<220>
<2231> MISC FEATURE
«222>  (1}..(1)

<993> wherein THR at position 1 optionally is palmitoylated

<440> 2

Thr Phe Val Ala aAsp Trp Arg Asn Ser Asn Arg Tyr Pro
1 : 5 i0

<210> 3

<211> 25

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
«<221> MISC_FEATURE
<223> SMOiZ-1

<220>

<221> MISC_FEATURE

<222>  {1)..{1}

<223» wherein LEU at position 1 optionally is palmitoylated

<400> 3

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Rla Leu Gly Thr Thr Tyr
1 5 10 15



Gln Pro Leu Ser Gly Lys Tyr Ser Tyr

<210>
<211l>
<212>
<213>

«<220>
<Z223>

<220>
<221>
<223>

<220>
<221>
<222
<223>

<400>

Arg Gly Vval Met Thr Leu Phe Ser Ile Lys Ser Asn His Pro

1

Leu Ser Glu Lys Ala Ala Ser Lys Ile Asn Glu Thr Met Leu

«<210>
<211i>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

20 25

4

31

PRT

Artificial Seguence

gynthetic Polypeptide

MISC_FEATURE
SMO13-1

MISC_FEATURE
(1) .. (1)

wherein ARG at position 1 optiomally is palmitoylated

4

5

20 25

5

6

PRT

Artificial Seguence

Synthetic Polypeptide

MISC_FEATURE
C-term of 13

5

Leu Leu Ser Glu Lys Ala

i

<210>
<21l1>
<212>
<213>

<220>

5

6

8

PRT

artificial Seguence

Gly Leu

4
L

Arg



<223> Synthetic Polypeptide

<220>

«221> MISC_FEATURE
«223> N-term of 13
<400> &

Leu Phe Ser Ile Lys Ser Asn His

1 5
<210> 7

<21l> 6

<212> PRT

<213> Artificial Seguence
<220>
<223> Synthetic Polypeptide

<220>

<221> MISC_FEATURE
<223> C-term of 12
<400> 7

Gly Thr Thr Tyr Gln FPro

1 5
«<210> 8

<2il> 9

<212> PRT

<213> Artificial Seguence
<220>
<223> Synthetic Polypeptide

<220>
<221> MISC _FEATURE
«223> N-term of 12

<400> 8

Tyr Ala Trp His Thr Ser Phe Lys Ala
1 5

<210> 9
<211> 21
<212> PRT

«213> Artificial Segquence

<220>



<Z223>

<220>
<221>
<223>

<220>
<221>
<223>

<400>

Synthetic Polypeptide

MISC_FEATURE
SMO-13-2

MISC_FEATURE
wherein ARG at position 1 eptionally is palmitoylated

9

Arg Gly val Met Thr Leu Phe Ser Ile Lys Ser Asn His Pro Gly Leu

1

5 10 15

Leu Ser Glu Lys Ala

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<Z223>

<220>
<221>
<222>
<223>

<400>

20

10

26

PRT

aArtificial Seguence

Synthetic Polypeptide

MISC FEATURE
SMO13-4

MISC_FEATURE
(Ly .. {1
wherein LEU at position 1 optionally is palmitoylated

10

Leu Phe Ser Ile Lys Ser Asn His Pro Gly Leu Leu Ser Glu Lys Ala

1

5 10 15

Ala Ser Lys Ile Asn Glu Thr Met Leu Arg

<210>
<211>
<212>
<213>

<220>
<223>

20 25

11

31

PRT

Artificial Seguence

gynthetic Polvpeptide



<220>
<221> MISC _FEATURE
«<223> SMOi3-5-K

<400> 11
Arg Gly Val Met Thr Leu Phe Ser Ile Lys Ser Asn His Pro Gly Leu

1 5 10 15

Leu Ser Glu Lys Ala Ala Ser Lys Ile Asn Glu Thr Met Leu Arg
28 25 30

«<210> 12
<211> 16
«<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> SMO-i3-6-K

<400> 12

Leu Leu Ser Glu Lys Ala Ala Ser Lys Ile Asn Glu Thr Met Leu Arg
1 5 10 15
<210> 13

<211> 26

<212> PRT

<212>» Artificial Sequence

<220>
<223> gynthetic Polypeptide

<220>
<221> MISC FEATURE
<223» SBMOi3-T7-K

<400> 13

Leu Phe Ser Ile Lys Ser Asn His Pro Gly Leu Leu Ser Glu Lys Ala
1 5 10 15

Ala Ser Lys Ile Asn Glu Thr Met Leu Arg
20 25



<2310> 14

<2%ii> 18

<212> PRT

<213> Artificlial Seguence

<220
<223> Synthetic Polypeptide

<220>
<221> MISC FEATURE
«223> SMO-13~8

<220>
<2721> MISC FEATURE

<Z222> (1y .. (1}
«223> wherein ARG at position 1 cptionally is palmitoylated

<400> 14

Arg Gly Val Met Thr Leu Phe Ser Ile Lys Ser Asn His Pro Gly Leu
1 5 10 15

Leu Ser

<210> 15

<211> 13

«212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> S5M0O-13-10

<220>
<223> MISC FEATURE
<222>  (1).. (L1}

<223> wherein ARG at position 1 optionally is palmitoylated

<400> 15

Arg Gly Val Met Thr Leu Phe Ser Ile Lys Ser Asn His
1 5 10

«<210> 16

<211> 14

«<z2iZ>» PRT

<213> Artificial Sequence

10



<220>
<223> Synthetic Polypeptide

<220>
221> MISC_FEATURE
«<223> SMOi3-12-X

<400> 16

Ser Glu Lys Ala Ala Ser Lys Ile Asn Glu Thr Met Leu Arg
1 5 10

«210> 17

<21%1> 25

«212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> SMO i2-2

<220>
<221> MISC_FEATURE
<222> (13 ..{1)

<223> wherein LEU at position 1 optionally is palmitoylated

<400> 17

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tvyr
1 5 10 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr
20 25

<210> 18
<«211> 21
«<212> PRT

«213> Artificial Seguence
<220>
<223> Synthetic Polypeptide

<220>
«221> MISC _FEATURE
<223> SMO i2-3

<220>
«<221> MISC_FEATURE

i1



<222> (1y.. (1)
«223» wherein the LEU at position 1 optionally is palmitoylated

<400> 18

Leu Thr Tyr Alé Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 10 15

Gln Pro Leu Ser Gly
20

<210> 19
«<211> 25
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
«223» SMOi2-4-K

<220>

<221> MISC_FEATURE

«222> {1)..{(1)

<223> wherein LEU at position 1 optionally is acetylated

<400> 19

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 10 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr
20 25

210> 20
«<21il> 23
<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
«22%1> MISC_FEATURE
<223> SMCO 12-5-K

<220>

<221> MISC_FEATURE
<222> (1)..({1)

12



<223>

<400>

wherein the TYR at position 1 opticnally is acetylated

20

Tvr Ala Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr Gln Pro

1

5 10 15

Leu Ser Gly Lys Thr Ser Tyr

<210>
<211l>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221
<222>
<223>

<400>

20

21

18

PRT

Artificial Sequence

Synthetic Polypeptide

MISC_FEATURE
SMO 12-6

MISC_FEATURE

{1y .. (1)
wherein the LEU at position 1 optionally is palmitoylated

21

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tvyr

1

Gln Pro

<210>
<21i>
<212>
<213>

<220>
<223>

<220>
<221>
<Z223>

<400>

5 ie 15

22

13

PRT

Artificial Seguence

gynthetic Polypeptide

MISC FEATURE
SMO 12-7-X

22

Gly Thr Thr Tyr Gln Pro Leu Ser Gly Lys Thr Ser Tyr

1

5 10

13



<210> 23

<211> 12

<212> PRT

<213> Artificial Segquence

<Z220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223 SMO i2-8

<220> _
<221> MISC_FEATURE

<222>  (1})..(1)
<223> wherein the LEU at position 1 optionally is palmitoylated

<400> 23

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu
1 5 10

<210> 24

<21l> 12

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
«221> MISC_FEATURE
<223> SMO 12-9

<220>

<221> MISC_FEATURE

<222  {1)..{1)

«223» wherein the LEU at position 1 opticnally is acetylated

<400> 24

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu
1 5 10

<210> 258

<211> 1l

<212> PRT

<23i3> Artificial Seguence

<220>
<223> Synthetic Polypeptide

14



<220>
«221> MISC FEATURE
«<223> SMO 12-10

<220>
<221> MISC_FEATURE

<222> (L1)..(1)
<223> wherein the THR at position 1 optionally is palmitoylated

<400> 25

Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu
1 5 10
<210> 26

211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_TFEATURE
<223> SMO i2-11

<220>
<221> MISC_FEATURE
<222> {(1)..(%)

<223> wherein the LEU at position 1 optionally is palmitoylated

<400> 26

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala
1 5 10
<210> 27

<211l> 10

<212> PRT

<213» Artificial Sequence

<220>
«223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> 8MO 12-12

<220>

<221> MISC_FEATURE
<222» {1)..{1}

15



«293> wherein the LEU at positicn 1 optionally is palmitoylated

<400> 27

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys
1 5 10
<210> 28

<211> 10

<21Z2> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220> :
<221> MISC _FEATURE
<223> SMO 12-13

<220>
<221> MISC_FEATURE
«222> (1y..(L)

<223> wherein the THR at position 1 optionally is acetylated

<400> 28

Thr Tyr Ala Trp His Thr Ser Phe Lys Ala
1 5 10
<210> 28

<211> 25

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223 SMDiZ2-23-K (12-2 doubly palmityiated)

<220>
<221> MISC_FEATURE
<222> (Ly.. (1}

<273> wherein the LEU at position 1 optionally is palmitoylated

<400> 289

Leu Thr Tyr Ala Trp Hig Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 10 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr

16



<210>
<211>
<212>
<213>

«220>
<223>

<220>
<221>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<400>

20 25

30

12

PRT

Artificial Seguence

gynthetic Polypeptide

MISC _FEATURE
SMOi12-24

MISCMFEATURE . e
wherein each amino acid is the D isomer

MISC _FEATURE
(1y .. (1)
wherein LEU at position 1 optionally is palmitoylated

30

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu

1

<210>
<2il>
<21i2>
<2Z213>

<220>
<223>

<220>
<221=>
<223>

«<220>
<221>
<223>

<220
<221>
<222>
<223>

<400>

5 10

31

12

PRT

Artificial Sequence

gynthetic Polypeptide

MISC_FEATURE
SMOi2-25

MISC_FEATURE
wherein each aminc acid is the D isomer

MISC_FEATURE
(1y..(1)
wherein the LEU at position 1 opticrally is acetylated

31

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu

1

5 10

17



<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<4 00>

32

12

PRT

Artificial Seguence

Synthetic Polypeptide

MISC_FEATURE
SMO12-26

MISC_FEATURE
(Ly.. (1)
wherein the LEU at position 1 optionally comprises myristate

32

Leu Thr Tyr Ala Trp His Thr Ser FPhe Lys Ala Leu

1

<210>
<211>
<212>
<213>

<220=>
<223>

<220>
<221>
<223>

<400>

5 10

33

10

PRT

Artificial Seqguence

Synthetic Polypeptide

MISC_FEATURE
forward seq of i2-20

33

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys

1

<210>
<211l>
<Z12>
«<213>

<220>
<223>

<220>
<221>
<223>

5 10

34

12

PRT

Artificial Seguence

gynthetic Polypeptide

MISC_FEATURE
oaMO 12-16-K retroinverso of SMOiZ-8

18



<220>
<221> MISC_FEATURE
«223> SMO i2~16-K retroinverso of SMO1iZ-8

<220>
«221> MISC_FEATURE
<273> wherein each of the amino acids is the D isomer

<220>
<221> MISC_FEATURE
<222= {1y..(1)

<353> wherein the LEU at positicn 1 opticnally is acetylated

<400> 34

Leu Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu
1 5 10

<210> 35

<211> 11

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223 SMO i2-17-K retroinverso of SMOiZ2-11

<220>
«221> MISC_FEATURE
<223> wherein each of the amino acids is the D isomer

<220>

<221> MISC_FEATURE

<222> (1)..{(1)

«223» wherein the ALA at position 1 optionally is acetylated

«<400> 35

Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu
1 5 10

<210> 36
<211i> 10
<212> PRT

<213> Artificial Segquence

<220>
<223 Synthetic Polypeptide

19



<220>
<221> MISC_FEATURE
«223>» SMOiZ2-20-K

<220>
«<221> MISC FEATURE
<223> wherein each of the aminc agids is the D isomer

<220>
<221> MISC_FEATURE

<222= {1)..(1)
<223» wherein the LYS at position 1 optionally is acetylated

<400> 36

Lys Phe Ser Thr His Trp aAla Tyr Thr Leu
1 5 R
<210> 37

<211i> 11

<212> PRT

<213> Artificial Sequence

«<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223» SM0O12-22

<220>
<221> MISC FEATURE
<223> wherain each of the amino acids is the D lsomer

<400> 37

Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu
1 5 10
<210> 38

<211> 23

<212> PRT

<213> Artificial Seguence
<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> SMOiZ-1

<220>
<221> MISC_FEATURE

20



<222>  (1}..{1)
<223> wherein THR at position 1 optionally is palmitoylated

<220>
<221> MISC_FEATURE

<222>  (4)..{4}
<223> wherein X at position 4 is ¥, F, or benzoylphenalanine (BPA

<400> 38

Thr Tyr Ala Xaa Hig Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr Gln
1 5 10 15

e

Pro Leu Ser Gly Lys Thr Ser
20

<210> 39
<211> 25
<212»> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<220>
<22%> MISC _FEATURE
<223> Generic SMOLZ-2

<220>
<221> MISC_FEATURE
<223> wherein LEU at position 1 optionally is palmitoylated

<220>
«221> MISC_FEATURE
<222> {(5}..(H)

<223> wherein ¥ at pesitien 5 is ¥, F, or 4-henzoylphenalalanine (BPA)

<d00> 39

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thyr Thr Tvr
1 5 10 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr
20 25

<210> 40
<211> 21
<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

21



<220>
<221>
<223>

<220>
<221
<222>
<223>

<220>
<221l>
<222>
<223>

<400>

MISC_FEATURE
Generic SMOi2-3

MISC _FEATURE

{1y .. (1)
wherein the LEU at position 1 opticnally is palmitoylated

MISC_FEATURE

{5)..(5)
wherein X at position 5 is ¥, F, or d~penzoyiphenalalanine (BPA)

490

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tvr

1

5 10 15

Gln Pro Leu Ser Gly

<210>
<Z11l>
<2id>
<Z13>

<220>
<223>

<220>
<22%1>
<223>

<220>
<221>
<222>
<223>

<220>
<Z2Z21>
<222>
<223>

<400>

20

41

25

PRT

Artificial Sequence

Synthetic Polypeptide

MISC_FEATURE
Generic SMO12-4

MISC FEATURE

(23 .. (1)
wherein the LEU at position 1 optionally comprises an acetyl

ragidue

MISC_FEATURE

{5)..(5)
wherein X at position 5 is Y, F, or 4-benzoylphenalalanine

41

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tvr

1

5 10 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr

22



<210>
<Z21l>
<Z212>
<213>

<220>
<223>

C <220
<221>
<223>

<220=
<221>
<222=
«<223>

<220>
<221>
<2 22>
<223>

<400>

20

4z
23
PRT

Artificial Sequence

Synthetic Polypeptide

MISC_FEATURE
Generic SM0iZ-5

MISC_FEATURE

(Ly.. {1
wherein the TYR at position 1 optionally is acetylated

MISC_FEATURE

(3)..(3)

wherein X at pesition 3 is Y, F,

42

25

or 4d-benzovlphenalalanine

Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr Gln Pro

1

Leu Ser Gly Lys Thr Ser Tyr
20

<210>
<211>
<212>
<213>

<220>
<223

<220>
<221>
<223>

<220
<221>
<222
<223>

<220>
<221>
<222>

43
18
PRT

Artificial Sequence

synthetic Polypeptide

MISC FEATURE
Generic SM0i2-6

MISC_FEATURE

(1) .. {1
wherein the LEJ at position 1 is palmitoylated

MISC_FEATURE
{(5)..4(5

)

i0

23

15



«223» wherein ¥ at position 5 is ¥, F, or 4 -benzoylphenalalanine

<400> 43

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 10 15

Gln Pro

<210> 44

<211> 12

<212> PBERT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
«221> MISC_FEATURE
<223> @Generic 8SM0O12-8

<220>

<221> MISC_FEATURE

<222>  (1)..(1)

<223> wherein the LEU at position 1 is palmitoylated

<220>
<221> MISC_FEATURE
<222> {5})..(5)

<223> wherein X at position &5 is Y, F, or 4~penzoylphenalalanine

<400> 44

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu
1 5 i0

<210> 45

<211i> 11

<212> PRT

<213> artificial Sequence

<220>
<223> Synthetic Polypeptide

<Z220>
<221> MISC_TFEATURE
223> (Generic SMO12-10

<220>

<221> MISC_FEATURE
<222 (1).. (1)

24



<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>

wherein the T at position 1 optionally is palmitoylated

MISC_FEATURE
4)..(4)
wherein X at position 4 is Y, F,

or 4-benzoylphenalalanine

45
Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu
5 10
46
11
PRT
Artificial Seguence

<213>

220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223

<220>
<221>
<222>
<223>

<400>

gynthetic Polypeptide

MISC FEATURE
Generic SMOiZ-11

MISC _FEATURE
(1y.. (1)

wherein the LEU at position 1 optionally is palmitoylated

MISC_FEATURE
(3}..(5)

wherein X at position 5 is Y, F,

46

or 4-benzoylphenalalanine

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala

1

<210>
<211l>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>

5 10

47
10
PRT

artificial Seguence

Synthetic Polypeptide

MISC FEATURE
Generic SMOi2-12

MISC FEATURE

25



<222> (1}..(1}
<233> wherein the THR at position 1 optionally is paimitoylated

<220>
<221> MISC_FEATURE
<222> (4} ..(4)

<923> wherein X at position 4 1is Y, F, or 4-benzoylphenalalanine

<400> 47

Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala
1 5 10
«<210> 48

<211l> 10

<212> PRT
<213> Artificilal Sequence

<220>
<223> Synthetic Polypeptide

«<220>
<221> MISC FEATURE
<223> Generic SM012-13

<220>

<221> MISC_FEATURE

<222> {(1)..{1)

<223> wherein the THR at position 1 optiocnally is acetylated

<220>
<221> MISC_FEATURE
<222> (4)..(4)

<223> wherein X at position 4 is ¥, ¥, or d-benzovlphenalalanine

<400> 48

Thy Tyr Ala ¥aa His Thr Ser Phe Lys Ala
1 5 10
<210> 49

<211> 12

<212> PRT

<213> Artificial Seguence
<220>
<223> Synthetic Polypeptide

<220>
«<221> MISC_FEATURE
<223> Generic SMOi2-16

<220>

26



<221> MISC_FEATURE
<7722 wherein esach of the amino acids is the D isomer

<220>

<221> MISC_FEATURE

<222> {8)..(8}

<223> wherein X at position 8 is Y, F, or 4-benzoylphenalalanine

<400> 49

Leu Ala Lys Phe Ser Thr His Xas Ala Tyr Thr Leu
1 5 10

<210> 50

«211l> 11

<212> PRT

<213>» Artificial Sequence

<220>
<223 Synthetic Polypeptide

<220>
«<221> MISC_FEATURE
<223> QGeneric SMOi2-17

<Z20>
<221> MISC_FEATURE
<273 wherein each of the amino acids i1s the D isomer

<220>
<221> MISC_FEATURE
<222>  {1Yy..{Ll)

<223 wherein the ALA at position 1 optionally is acetylated

<220>
«221> MISC_FEATURE

222> (T)y..(7)
<223> wherein X at position 7 is ¥, F, or 4-benzovlphenalalanine (BPA)

<400> 50

Ala Lys Phe Ser Thr His Xaa Ala Tyr Thr Leu

1 5 10
<210> 51
<211> 10

<212> PRT
<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>

27



<221> MISC FEATURE
<223%> QGeneric SMOi2-20

<220>
<221> MISC _FEATURE
<0223> wherein each of the amino acids is the D isomexr

<220>
<221> MISC_FrATURE
<222>  (Ly.. ({1}

<223> wherein the LYS at position 1 optionally is acetylated

<220>
<221> MISC_FEATURE
«<222> {6)..(6)

<223> wherein X at position 6 is Y, F, or 4-benzoylphenalalanine (BPA)

<400> 51

Lys Phe Ser Thr His Xaa Ala Tyr Thr Leu
1 5 10
<210> 52

<211> 11

<212> PRT

«213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<220>
«<221> MISC_FEATURE
<223> QGeneric SMOi2-22

<220>
<221> MISC_FEATURE
<223> wherein each of the amino acids is the D isomer

<220>
«<221> MIGC_FEATURE
<222= (7)..{7")

<223> wherein X at position 7 is Y, F, or 4-benzoylphenalalanine (BPA)

<400> 52

Ala Lys Phe Ser Thr His Xaa Ala Tyr Thr Leu
1 5 10
<210> 53

<211> 25

<212> PRT

<213> Artificial Seguence

<220

28



<223>

<220>
<221>
<223>

<220>
221>
<222>
<223>

<220>
<221
<222>
<223>

<400>

Synthetic Polypeptide

MISC_FEATURE
Generic SMOiZ-23

MISC_FEATURE

{1y ..(%)
wherein LEU at position 1 optionally is palmitoyliated

MISC_FEATURE

(5)..(5)
wherein X at position 5 is Y, F, or 4-benzoylphenalalanine (BPA)

53

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tvr

1

5 10 15

Gin Pro Leu Ser Gly Lys Thr Ser Tyr

<210>
<2l1li>
<Z212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<400>

20 25

54

12

PRT

Artificial Seguence

Synthetic Polypeptide

MISC_FEATURE
SMOi2-18

MISC_FEATURE
(1) .. (L)
wherein the LEU at position 1 optionally is palmitoyvlated

MISC _FEATURE
(5)..(5)
wherein X at position 5 is BPA

54

Leu Thr Tyr Ala Xaa His Thr Ser Phe lys Ala Leu

1

<210>

5 10

55

29



<211> 17
<212> PRT
<213> Artificial Seguence

<220>
<223» Synthetic Polypeptide

<220=
<221> MISC_FEATURE
<223> SMOi2-14

<400> 55

Val Trp Phe val vVal Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala
1 5 10 15

Leu

<210> 56

<211> 16

<212> PRT

<213> Artificial Segquence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> SMOiZ-15

<400=> 56

Trp Phe Val Val Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu
1 5 10 15
<210> 57

<211> 12

«<212> PRT

<213» Artificial Segquence

<220>
<2723> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223» SMoiz-24

<220>
<221> MISC_FEATURE
<2723> wherein each amino acid is the D isomer

30



<220>
<221>
<222>
<223>

<220>
<Z221>
<222>
<223>

<400>

MISC_FEATURE
(1)..(1)

wherein the LEU at position 1 optionally is palmitoylated

MISC FEATURE
(5y..(5)
wherein X at position 5 is ¥, F,

57

or 4-benzoylphenalalanine (BPA)

lL.eu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<Z223>

<220>
<221>
<223>

<220>
«221>
<222>
<223>

<220>
<221>
<222>
<223>

<4G0>

5 10

58

12

PRT

Artificial Seguence

synthetic Polypeptide

MISC_FEATURE
SMO12-25

MISC _FEATURE

wherein each of the amino acids is the D isomer

MISC_FEATURE
{1y..(3)

wherein the LEU at position 1 optionally is acetylated

MISC_FEATURE

{5)..(5)
wherein X at position 5 is Y, F,

58

or 4~benzoylphenalalanine (BPA)

Leu Thr Tyr Ala Xaa Hig Thr Ser Phe ILys Ala Leu

4

R

<210>
<211>
<212>
<213>

<220>
<223

5 10

59

12

PRT

Artificial Seguence

Synthetic Polypeptide'

31



<220>
<Z221>
<223>

<220>
<221>
<222
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
EMOi2-26

MISC _FEATURE
(1y.. (1}
wherein the LEU at position 1 optionally is myristoylated

MISC_FEATURE

(5)..(5)
wherein ¥ at position 5 is ¥, F, or 4-benzoylphenalalanine (BPA)

59

Leu Thr Tyr Ala Xas His Thr Ser Phe Lys Ala Leu

1

<210>
<211=>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<4 00>

5 10

50

32

PRT

Artificial Sequence

synthetic Polypeptide

MISC FEATURE
Generic SMO13-5

MISC FEATURE

(32)..(32}
wherein X at position 32 is K, C, homoCys, Orn, diaminobutyric

acid (DBA), or diaminopropaneic acid (DPA)

MISC_FEATURE
(22)..(32}
wherein X at position 32 is optionally palmitoylated

60

arg Gly val Met Thr Leu Phe Ser Tle Lys Ser Asn His Pro Gly Leu

1

5 10 15

Leu Ser Giu Lys Ala Ala Ser Lys Ile Asn Glu Thr Met Leu Arg Xaa

<210>

20 25 30

61

32



<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<4 00>

17
PRT
Artificial Seguence

synthetic Polypeptide

MISC FEATURE
Generic SMO13-6

MISC_FEATURE
(17)..(17)
wherein ¥ at position 17 is K, C, homoCys, Orn, diaminobutyric

acid (DBA), or diaminopropanocic acid (DPA]

MISC FEATURE
{(17)..(17)
wherein ¥ at position 17 optionally is palmitoylated

61

Leu Leu Ser Glu Lys Ala Ala Ser Lys Ile Asn Glu Thr Met Leu Arg

1

Xaa

<210>
<21lil>
<212
<213>

<220>
<223>

<Z220>
<221>
<Z223>

<220>
<221
<222>
<223>

<220>
<Z221l>
<222>
<223>

5 10 15

62

27

PRT

Artificial Seguence

gynthetic Polypeptide

MISC FEATURE
Generic SMOi3-7

MISC FEATURE
(27y..(27)
wherein X at position 27 is K, C, homoCys, Orn, diaminobutyric

acid (DBA), or diaminopropancic acid {DPA}

MISC_FEATURE
(27) .. (27}
wherein X at position 27 optionally is palmitoylated

33



<400> 62

Leu Phe Ser Ile Lys Ser Asn His Pro Gly Leu Leu Ser Glu Lys Ala
1 5 10 15

Ala Ser Lys Ile Asn Glu Thr Met Leu Arg Xaa
20 25

<210> 63
«211> 15
<212> PRT

<213> Artificial Segquence

«<220>
<223> Synthetic Polypeptide

<220> )
<221> MISC_FEATURE
<223> SMOi3-12

220>
<221> MISC_FEATURE
<222>  {15)..(15)

<2923> wherein X at position 15 is K, C, homoCys, Orn, diaminobutyric
acid (DRA), or diaminopropanoic acid (DPA}, wherein X at

position
15 optionally is palmitovlated

<400> 63

Ser Glu Lys Ala Ala Ser Lys Ile Asn Glu Thr Met Leu Arg Xaa
1 5 10 15
<210> 64

<211> 26

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<220=>
«221> MISC_FEATURE
<223> SMUiZ-4

<220>
<221> MISC FEATURE
«222> (1) .. (1)

<223> wherein LEU at position 1 comprises acetate

<220> .
«221> MISC_FEATURE

34



<222 {26)..(26]
<223> wherein X at position 26 is K, C, homoCys, Orn, diaminobutyric

acid (DBAa), or diaminopropanoic acid (DPA)

<220>
<221> MISC _FEATURE

«222>  {26)..(26)
<293 wherein X at position 26 optionally is palmitoylated

<400> &4

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 10 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr ZXaa
20 25

<210> 65
<211> 24
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC FEATURE
<223> SMO1i2~5

<220>
<221> MISC_FEATURE
<222>  {1)..(1)

«223> wherein TYR at position 1 comprises acetate

<220>
<221> MISC_FEATURE

<222>  (24)..(24)
<223> wherein X at position 24 is K, C, homoCys, Orn, diaminobutyric

acid (DBA), or diamincpropanclc acid (DPA)

<220>

<221> MISC_FEATURE

<222 {24)..{24)

<223> wherein X at position 24 optionally is palmitoylated

<400> 65

Tvr Ala Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr Gln Pro
1 5 10 15

Leu Ser Gly Lys Thr Ser Tyr Xaa
20

35



<210> 66
<211> 14
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Polypeptide
<220>
«<221> MISC_FEATURE
<223> SMQizZ-7
<220>
<221> MISC_FEATURE
222>  (14)..{(14)
<223> wherein X at position 14 is K, C, homceCys, Orn, or
diaminobutyric
acid (DBA), or diaminopropanoic acid (DFPA}; wherein X at
position
14 optionally is palmitoylated
<400> 66

Gly Thr Thr Tyr Gln Pro Leu Ser Gly Lys Thr Ser Tyr Xaa

1

<210>
<21i>
<212>
<213>

<220>
<Z23>

<220>
<221>
<223>

<220>
<221>
<223>

<220>
<221>
<222
<223>

<220
<221>
<222>
<223>

5 10

67

13

PRT

Artificial Sequence

synthetic Polypeptide

MISC FEATURE
SMOiZ2~-16

MISC _FEATURE
wherein each of the amine acids is the D isomer

MISC_FEATURE

(1y.. (1)
wherein LFU at position 1 optionally is acetylated

MISC_FEATURLD

{(13)..{(13)
wherein X at position 13 is K, C, homoCys, Orn, diamincbutyric

acid (DBA), or diaminopropancic acid (DPA)

36



<220>
<221=>
<222>
<223>

<4 00>

MISC_FEATURE

{(13)..(13)
wherein X at position 13 optiocnally is palmitoylated

67

Leu Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu Xaa

1

<210
<21i>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<223>

<220>
<221
<222>
<223

<220
<221>
<222>
<223>

<220=>
<221>
<222>
<223>

<400>

5 10

68

12

PRT

Artificial Seguence

synthetic Polypeptide

MISC_FEATURE
SMO12-17

MISC_FEATURE
wherein each of the amino acids 1s the D isomer

MISC_FEATURE

{1)..(1)
wherein the ALZ at position 1 optionally is acetylated

MISC_FEATURE

(12)..{12)
wherein X at position 12 is K, C, homoCys, Orn, diaminckutyric

acid (DBA), or diamincpropanoic acid (DPA)

MISC_FEATURE
(12)..{12)
wherein X at position 12 optionally is palmitoylated

68

ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu Xaa

i

<210>
<211>
<212>
<213>

<2 20>
<223>

5 10

69

11

PRT

Artificial Seguence

gynthetic Polypeptide

37



<220>
<221>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

S <222

<223>»

<220>
<221
<222>
<223>

<400>

MISC_FEATURE
SMOi2-20

MISC _FEATURE
wherein each of the amino acids is the D isomer

MISC _FEATURE

(1) .. (1)
wherein LYS at position 1 optionally is acetylated

MISC FEATURE
(11).. {11} _
wherein X at position 11 optionally is palmitoylated

MISC _FEATURE
(11) .. (1%}
wherein X at position 11 is K, C, homoCys, Orn, diamincbutyric

acid (DBA)}, or diaminopropancic acid (DPA}

69

Lys Phe Ser Thr His Trp Ala Tyr Thr Leu faa

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<Z22Li>
<222>
<223>

<220>
<221>
<222>
<223>

5 10

70

26

PRT

artificial Seguence

Synthetic Polypeptide

MISC_FEATURE
SMOL2-23

MISC_FEATURE

(1) .. (%)
wherein each of L at position 1 and X at position 26 optionally

is palimitoylated

MISC FEATURE

(26)..(26}
wherein X at pesition 26 is K, C, homolys, Crn, diaminobutyric

acid (DRA), or diaminopropanoic acid (DPA)

38



<220>
<221> MISC_FEATURE
<222> (26)..(26}

<223» wherein sach of L at position 1 and X at position 26 optionally

is palimitoylated

<400> 70

Leu Thr Tyr Ala Trp His Thr Ser Fhe Lys 2la Leu Gly Thr Thr Tyr
1 5 10 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr Xasa
20 25

<210> 71

<213i> 26

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide

<Z220>
<221> MISC_FEATURE
<2723> QCeneric SMQOi2-4

<220>
<7221l> MISC_FEATURE
<222>  (1)y..(%)

«923» wherein LEU at position 1 optionally is acetylated

<220>
<221> MISC_FEATURE
<222> (B)..(5H)

«223> wherein X at position 5 is Y, ¥, or 4-penzoyiphenalalanine {BPA)

<220>
<221> MISC_FEATURE
<222> {(26)..(26)

<223> wherein X at position 26 is K, €, homoCys, Orn, diamincbutyric

acid (DBA), or diamincpropanoic acid (DPA)

<220>

<221> MISC_FEATURE

<222> {26)..(26)

<223» wherein X at position 26 optionally is palmitoylated

<400> 71

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 190 15

Gln Pro Leu Ser Gly Lys Thr Ser Tyr Xaa

39



<210>
<211=>
<212>
<213>

<220>
<223>

<220>
<Z221i>
<Z223>

o «<220>
221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
«<221>
<222>
<223>

<220
<221>
<222>
<223>

<400

72
24
PRT
Artificial Seguence

Synthetic Polypeptide

MISC FEATURE
Generic SMOiZ-5

"MISC FEATURE

{1y .. (1)
wherein TYR at position 1 optionally is acetylated

MISC_FEATURE

{3)..(3)
wherein ¥ at position 3 is ¥, F, or 4-benzoylphenalalanine (BPA)

MISC_FEATURE

{24)..{24)
wherein X at position 24 is K, C, homoCys, Orn, diaminobutyric

acid (DBA), or diaminopropanoic acid {(DPA)}

MIGC_FEATURL
{(24)..(24)
wherein X at position 24 optiocnally is palmitoylated

72

Tvr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tvyvr Gln Pro

5 10 15

Leu Ser Gly Lys Thr Ser Tyr Xaa

<210>
<21i>
<212>
<213>

<220>
<223>

<220>

20

73

13

PRT

Artificial Seguence

Synthetic Polypeptide

40



<221
«<223>

<220>
<221>
<Z223>

<220>
<Z221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221
<Z22>
<Z223>»

<220>
<221>
<222>
<Z223>

<400>

MISC _FEATURE
Generic SMOi2-16

MISC _FEATURE
wherein each of the aminc acids is the D isomer

MISC _FEATURE
{1y..(1)
wherein LEU at position 1 optionally is acetylated

MISC FEATURE

{(8)..(8)
wherein X at position 8 is Y, F, or 4-penzoyiphaenalalanine (BPA)

MISC_FEATURE
(13}..(13)
wherein ¥ at position 13 is K, C, homoCys, Orm, diaminobutyric

acid (DBA), or diaminopropancic acid (DPA)

MISC FEATURE
{13)..(13)
wherein X at position 13 optionally is palmitoylated

73

Leu Ala Lys Phe Ser Thr His Xaa Ala Tyr Thy Leu Xaa

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<223>

<220>
<221>
<222>
<223>

<220

5 10

74

12

PRT

Artificial Seguence

Synthetic Polypeptide

MISC_FEATURE
Generilc SMOiZ2-17

MISC FEATURE
wherein each of the amino acids is the D isomer

MISC_FEATURE

{(1)y..(1)
wherein ALA at position 1 optionally is acetylated

41



<221>
<222
<223>

<220>
<223
<222>
<Z23>

<220>
<221>
<Z22Z>
<223>

<400>

MISC_ FEATURE

(7y..47)
wherein X at position 7 1is ¥, F, or 4-bhenzoylphenalalanine (BPA)

MISC_FEATURE

{12)..{12)
wherein X at position 12 is K, ¢, homolys, Orm, diaminobutyric

acid (DBAY, or diaminopropancic acid (DPA)

MISC_FEATURE
(12)..(12)
wherein X at position 12 optionally is palmitoylated

74

Ala Lys Phe Ser Thr His Xaa Ala Tyr Thr Leu Xaa

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
«<223>

<220>
<221>
<Z222>
<223>

<220
<221>
<222
<223>

<220>
<221>
<222>
<223>

<220>
«221>
<222>

5 10

75

11

PRT

Artificial Seguence

synthetic Polypeptide

MISC_FEATURE
Generic SMOi2-20

MISC _FEATURE
wherein each of the amino acids is the D isomer

MISC_FEATURE
(L) .. {1)
wherein LYS at position 1 optionally is acetylated

MISC_FEATURE

(6)..1(6)
wherein ¥ at position 6 is ¥, F, or 4-henzoviphenalalanine (BFA)

MISC_FEATURE

(11)..{11)
wherein ¥ at position 11 is K, C, homoCys,0rn, diaminobutyric

acid (DBA), or disminopropancic acid (DPA)

MLISC_FEATURE
(11y..(11)

42



<223> wherein X at position 11 optionally is palmitoylated

<400= 75

lys Phe Ser Thr His Xaa Ala Tyr Thr Leu Xaa
1 5 10
<210> 76

<211> 26

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<22%1> MISC_FEATURE
<223> QGeneric SMO12-23

<220>

<221> MISC FEATURE

<222> (1)..{1)

<223> wherein the LEU at position 1 optionally is palmitoylated.

<220>
<221> MISC_FEATURE

<222> (5}).. {5}
<223> wherein X at position & is ¥, F, or 4-benzoylphenalalanine [BFA)

<220>
<221> MISC_FEATURE

<222> (26}..1(26)
<273> wherein X at position 26 ig X, ¢, homolys, Ormn, diaminobutyric

acid (DBA), or diaminopropancic acid (DPA]

<220>

<221> MISC_FEATURE

<222> (26} ..(26)

<773> wherein X at position 26 optionally is palmitoylated

<400> 76

Leu Thr Tyr Ala Xaa His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 10 15

Gin Pro Leu Ser Gly Lys Thr Ser Tyr Xaa
20 25

<210> 77
<211> 19
<212> PRT

<213> Artificial Seguence
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<220>
<223> Synthetic Polypeptide

<220>
«221> MISC_FEATURE
<223> SMO-13-9

<220>
<221> MISC_FEATURE
<222>  (1).. (1)

«223> wherein ALA at position 1 optionally comprises homoCys-palmitate

<400> 77

"aAla Arg Gly Val Met Thr Leu Phe Ser Ile Lys Ser Asn His Pro Gly
1 5 10 15

Leu Leu Ser

<210> 78
«<211> 16
«<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223>» Penetratin

400> 78

Aarg Gln Ile Lys Ile Trp Phe Gln Asn Arg Arg Met Lys Trp Lys Lys
1 5 10 15
<210> 79

<21il> 13

<212> PRT

<213> Artificial Seguence
«220>
<223> Synthetic Polypeptide

<220>
<221> MISC _FEATURE
<223> Tat (48-60)

<400> 79
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Gly Arg Lys Lys Arg Arg Gln Arg Ary Arg Pro Fro Gln

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<220>
<221>
<222
<223>

<400>

5 10

80

g

PRT

Artificial Seguence

Synthetic Polypeptide

MISC_FEATURE
N~term of 12 with X

MISC_FEATURE

(33..(3) .
wherein X at position 3 is W, Y, F, or 4-benzoylphenalalanine

{BPA}

80

Tyr Ala Xaa His Thr Ser Phe Lys Ala

1

<210>
<211>
<212>
<213>

«<220>
<223>

<220>
<221>
<223>

<220>
<221>
<22Z2>
<223>

<220
<221>
<222
<Z223>

<220>
<221>
<Z222>
<Z223>

5

81

12

PRT

Arcificial Seguence

Synthetic Polypeptide

MISC_FEATURE
SMO12-21

MISC_FEATURE

(1) .. (1)
wherein LEU at position 1 optionally is palmitoylated

MISC_FEATURE
(5)..(5)
wherein the X at position 5 is BPA

MISC FEATURE
(12)..(12)
wherein the LEU at position 12 optionally comprises

homocysteine-biotin

45



<400> 81

Leu Thr Tvr Ala Xaa His Thr Ser Phe Lys Ala Leu

1 5 10
<210> 82

<211> 28

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
«221> MISC_FEATURE
<223> SMOi2-29

<220> .

<221> MISC_FEATURE

<222> (Ly.. {1}

<223> wherein LEU at position 1 optionally is actylated

<220>

<221> MISC_FEATURE

<222> (24)..{24)

<223%> wherein the ¥ at position 24 is norleucine

<400> 82

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu Arg Gln Ile Lys
1 5 10 15

Tle Trp Phe Pro Asn Arg Arg Xaa Lys Trp Lys Lys
20 25

<210> 83
<21l> 28
«212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> BMOiZ2~30

<220>
<221> MISC _FEATURE
<222>  {(12)..{12)

<223> wherein the X at position 12 is norleucine

46



<4 00>

83

Arg Gln Ile Lys Ile Trp Phe Pro Asn Arg Arg Xaa Lys Trp Lys Lys

1

5 1.0 15

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu

<210>
<211~
<212>
<213>

<220>
<223>

<220>
<221>
223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

20 25

84

14

PRT

Artificial Seguence

Synthetic Polypeptide

MISC_FEATURE
SMOiZ~56

MISC FEATURE
(12)..(12)
wherein the X at position 12 is beta-Ala

MISC_FEATURE

(13 ..(13)
wherein the K at position 13 comprises AKFSTHWAYTL-beta-Ala

attached to 1ts gamma amino group

MISC_FEATURE

(14)..(14)
wherein the X at position 14 is K, C, homoCys or DBA and

opticnally is palmitoylated

84

ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu Xaa Lys Xaa

i
£

<210>
<21i>
<212>
<213>

<220>
<Z223>

<220>

5 10

85

12

PRT

Artificial Seguence

Synthetic Polypeptide
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<221> MISC_FEATURE
<223> Sequence X of Dimer 1

<220>
<221> MISC_FEATURE
«223> wherein each amino acid is the D isomer

<220>
<221> MISC_FEATURE
<222> (1)..{1)

<223> wherein the LEU at position 1 optionally is acetylated

<400> 85

Leu Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu
1 5 10

<210> 86

<211> 11

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

«220>
<221> MISC_FEATURE
<223> Sequence X of Dimer 2

<220>
<221> MISC FEATURE
<223> wherein each amino acid is the D iscmer

<220>
<221> MISC FEATURE
<222> (1y.. (L1}

<223> wherein the ALA at position 1 optionally ia acetylated

<400> 86

Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu
1 5 10
<210> 87

<211> 10

<212> PRT

<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC FEATURE

48



<223> Sequence X of Dimer 3

<220>
«<221> MISC_FEATURE
<223> wherein each amino acid is the D isomer

<220>
«221> MISC _FEATURE
<222= (1)..(L1)

<223> wherein the LYS at position 1 optionally ia acetylated

<£00> 87

Lys Phe Ser Thr His Trp Ala Tyr Thr Leu
1 5 10
<210> 88

<211> 25

<212> PRT

<213> Artificial Seguence

<220>
«223> Synthetic Polypeptide

<220>
«221> MISC_FEATURE
<223> E5MO1iZ-1

<220>
<22%1> MISC_FEATURE
<222> {1}..(1)

«223> wherein LEU at position 1 optionally is palmitoylated

<4(0> 88

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu Gly Thr Thr Tyr
1 5 10 15

Gin Pro Leu Ser Gly Lys Thr Ser Tyr
20 25

<210> 89
211> 10
«212> PRT

<213> Artificial Sequence
<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
<223> SMO 1i2-1Z2
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<220>

<221> MISC_FEATURE

<222> {L1l)y..({1)

<223> wherein the THR at position 1 cptiocnally is palmitoylated

<400> 89

Thr Tyr Ala Trp His Thr Ser Phe Lys Ala
1 5 10
<210> 90

<211> 16

<212> PRT

<213> Artificial Seguence

<220> R
<223> Synthetic Polypeptide

<220>
<221> MISC _FEATURE
<223> SMOiz-14

<400> 90

val Trp Phe Val Val Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu
1 5 10 15
<210> 91

<211> 15

<212> PRT

<213> Artificial Segquence

<220>
<223» Synthetic Polypeptide

«<220>
«<221> MISC _FEATURE
«223> SMOi2-15

<400> 91

Tyrp Phe Val Val Thr Tyr Ala Trp His Thr Ser Phe Lys Ala Leu
1 5 10 i5
<210> 92

<211> 25

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic Polypeptide
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<220>
<221> MISC _FEATURE
<223» SMOiZ-~57

<220>

<221> MISC_FEATURE

«<222> (1) ..{12)

<223> wherein sach of the aminoe acids at positions 1-12 is the D

isomer

<Z220>
«221»> MISC_FEATURE
<222>  (13)..{13}

<2923> wherein the LYS at position 13 opticnally is palmitoylated on

the
epsilon carbon and optionally is the D isomer

<400> 92

Leuy Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu Lys Leu Thr Tyr
1 5 10 15

Ala Trp His Thr Ser Phe Lys Ala Leu
20 25

<210> 93
<211> 28
<212» PRT

«<213> Artificial Seguence

<220>
<223> Synthetic Polypeptide

<220>
<221> MISC_FEATURE
«223>» SMO12~58

<220>
<221> MISC_FEATURE
«222>  (1)..(12)

<293> wherein each of the amino acids at positioms 1-12 is the b
isomer

«<220>
<221> MISC FEATURE
<222>  {13)..{13}

«297% wherein the LYS at position 13 optionally is palmitoylated on
the
epsilon carbon and optionally is the D isomer

<A00> 93

51



Asp Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu Lys Pro Ala Leu
ﬂ 5 10 15

e

Leu Thr Tvr Ala Trp His Thr Ser Phe Lys Ala Leu
20 25

«210> 94
<211> 27
«212> PRT

<213> Artificial Seguence

<220>
«<223> Synthetic Polypeptide

<320
<221> MISC_FEATURE
<223> SM01i2-59

<220>

<221> MILSC_FEATURE

<222 {(1)y..(12}

<223 wherein each of the amino acids at pesitions 1-12 is the D

isomer

<220>
<221> MISC_FEATURE
«<222>  {13)..(13}

«223> wherein the LYS at position 13 optionally is palmitoylated om

the
epsilon carbon and optionally is the D isomer

<400> 94

Asp Ala Lys Phe Ser Thr His Trp Ala Tyr Thr Leu Lys Pro Ala Leu
1 5 10 15

R

Leu Thr Tyr Ala Trp His Thr Ser Phe Lys Ala
20 25
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