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Heavy Chain 1gG1 Constant Region
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FIG. 2A

Kappa Chain Constant Regiom
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Heavy Chain IgG2 Corgtant Regiom
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FIG. 4A

Heavy Chain Tg@4 Constant Region
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26F5 Heavy Chain
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26F5 Xappa
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27¥2Z Heavy
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15C4 Heavy
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1504 Kappa

atgtegecat
attgtgetga
acetgeaggy
cagtatceaa
ttcagtggca
gatgctgeag
accaaggtgg

FIG. 9A

Chain

cacaacteat
cteagteteo
ccagtcagag
agcotectoak
gtggatctgy
cgtattactg
agatcaza

tgggtitetg
agactttcag
cattggtagh
caagtatgeh
gacagatttc
tcatceagaght

ckgetebagy
tctgtgactce
agettacact
tcceagtbect
acccteacea
agtagtttac

FIG. 9B

ttceagecto
caaaggagaa
ggtaccagca
tctecagaggt
tcaatagoet
ctcteackhtt

caggggtgaa
agtcacaate
gazaaccagak
cccecbocgagy
ggaagcigaa
cggcggagygy

MSPSQLIGFL LLWVPASRGE IVELTQSEDFQ SVIPKEKVTI TCRASQSIGE SLHWYQOKED
QSPKLLIKYA SQSFSGVPSR FSGSESGTDF TLTINSLEAE DRARAYYCHQS SSLPLTFEGC

TKVEIK

9/27

60
1240
18¢
240
3040
360
378

60
120
1286



26%5
27F2
15C4

26F5
27¥2
15¢C4

FIG. 10

CDRL CDR2
QVOLVESGEE VVQPGRSLRL SCAASCGFTFS NYCMAWVRQA PGKGLEWVAG IWNDGINKYH
QVOLVESGGEG VVQPGRSLRL SCAVSCFIFS NYGMEWVRQA PEKCGLEWVAA IWNDGENKHH
EVOLMQSGAE VKKPEESLKI SCKGSGYSFS FHWIAWVRQM PGRKGLEWMGI YHPGASDTIRY

CDR3
AHSVRGRFTI SRDNSKNTLY LOMNSPRARD TAVYYCARAR SFDWLLEEFW GQATLVIVIS
AGSVRGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCARGR YFDWLLFEYW GQGTLVIVSS
SPSFOEOVIT SADNSNSATY LOWSSLKASD TAMYFCARQOR ELDYFDYWGQD GILVIVES

10/27



26F5/27F2
1504

26F5/27F2
1504

26F5 /2972
15C4

FIG. 11

CoRy,
EIVLTCSPAT LSLSPGERAT LSCRASQSVE SYLAWYQQUR GOAPRLLIYD
EIVLTQSPDF QSVIPKEKVT ITCRASQSIC SSLEWYQQIP DOSPXLLIRY

CDR2 CDR3

ASNRATGIPA RFSGSCGSGTD FPTLTISSLEP EDFAVYYCQQ RSNWPPLTFG
ASQSISGVPS RFSGSGIATD FTLTINSLEA EDAAAYYCEQ 3SSLELTFGG

GGTEKVELK
GTRVEIK

11727




FIG. 12

120t AR RSN A ST NN EAR N ANEY (NENESNIN EXRE?

100 : A=

s
[

P
HE
1

|

% Maximum Binding
2 5 2
X ]
I
] "F/;U

=]

LR JEC B I NN N0 e T i I

2 4 ¢ 1 2 3 4 57T
LOG jpM] Inhibitor

12127

15C4
26F5
27E2
24E12
10H7
IL-1ra

OO » & e



FIG. 13

Tormajion
120. » . I ¥ i ] 1
100-— ;._\\ _ _

= 3
:ll.

]

I

% Maximum Binding
2 & 2
Py
o
7
T i

0 T L I | ™77 llalﬁ%mﬂ“
0 1 2 3 4 5 &
LOG [pM] IgG

13/27



% Maximmm Binding

c it fTL-1R and IL-1ra Binding 1
IL-1R1

125+

100~} -

w{ |- - -
& N

of | i X

2. \

o SRR

TL-1 beta-rutheninm IL-1ra-cuthenium

Competed Proteln

14/27

1 Hu IgG Control

I 1.jgand/ Antagonist Conirol
R 15C4

26¥5

27F2

24E12

1087




FIG. 15A
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