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Figure 1
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Figure 1 - continued
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Figure 1 - continued
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Figure 1 - continued
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Figure 2
319C07 serotype-la
no - 319C07
inhibition ~@- P8D11
-%- 24C03
complete
inhibition
319C07 serotype-lb
no - 319C07
inhibition -@ P8D11
-%- 24C03
complete
inhibition




WO 2021/250097 PCT/EP2021/065462
6/21

Figure 2 - continued
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Figure 2 - continued
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Figure 2 - continued
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Figure 2 - continued
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Figure 2 - continued
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Figure 3
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Figure 3 - continued
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Figure 3 - continued
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Figure 4
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Figure 5
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Figure 5 - continued
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Figure 5 - continued

ELISA on VP1-l with mutations

100- ¢ 24C03 - E73Q

5 ] -©- 24C03 - JCV
| o
z ] -8 24C03-N191K
5 0. o~ 24C03 - VP1-Ib (Wt)
2 ] -® 24C03-CMV
c .

0+—B=p L o

10-2 101 100 101 102

conc mAb [nM]
ELISA on VP1-l with mutations
1004 ¢ P8D11-E73Q

5 ] -~ P8D11-JCV
el
> -8 P8D11- N191K
L o o P8D11 - VP1-Ib (wt)
E ] -8 P8D11-CMV

04—=C s - ,

102 101 100 101 102

conc mAb [nM]
ES3A E138D | K172A | Y173A | D175A | N191K | S275A v

336F07 + + + + + + + I
P8D11 + + + + + +




WO 2021/250097

Figure 6
inhibition of BKV (33-1) on HRPTEC
107_
g 106
E{ 105_
2 10
_..Vé 103_
>
§ 102-
101 T I I I
0.01 0.1 1 10
conc mAb [nM]
inhibition of BKV (33-1) on HRPTEC
107_
TS
£ 104
g 10°-
102 | T T T

18/21

0.01 0.1 1 10
conc mAb [nM]

PCT/EP2021/065462

-%-- 24C3
-o- BM2
- 319C07

-%- 24C3
e BM2

-& 336F07
8- 336F07-4



WO 2021/250097 PCT/EP2021/065462
19/21

Figure 7
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Figure 7 - continued
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Figure 8
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