
SEQUENCE LISTING 

<110> Regeneron. Pharmaceuticals, Inc. 

<120> Human Antibodies to Human GDF8 

<130> 6073A-WO 

<140> To be assigned 
<141> Filed herewith 

<150> 61/348,559 
<151> 2010-05-26 

<150> 61/372,882 
<151> 2010-08-12 

<160> 391 

<170> FastSEQ Ear Windows Version 4.0 

<210> 1 
<211> 366 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 1 
caggtgcagc tggtgcagtc tgggggaggc ttggtccagc ctggggggtc cctgagactc 60 
tcctgtgcag cctctggatt cacctttaac acctatgcca taagctgggt ccgccaggct 120 
ccagggaagg ggctggaatg ggtctcaact attactggta gtggttataa cacatactac 180 
gcagactccg tgaagggccg gttcaccatc tccagagaca attccaagaa cacactgtat 240 
ctacagatga gcagcctgag agccgaggac acggccgtat tttactgtgc gaaagactct 300 
cggtataact ggaattacgg aatttttgac tactggggcc agggaaccac ggtcaccgtc 360 
tcctca 366 

<210> 2 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 2 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Al.a Ala Ser. Gly Phe Thr Phe Asn Thr Tyr 
20 	 25 30 

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
3.5 	 40 •4S 

Ser Thr Ile Thr Gly Ser Gly Tyr Asn Thr Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 	 75 80 
Leu Gin Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Phe Tyr. Cys 

85 	 90 95 
Ala Lys Asp Ser Arg Tyr Asn Trp Asn Tyr Gly Ile Phe Asp Tyr Trp 

100 	 105 110 
Gly Gin Gly Thr Thr Val Thr Val Ser Ser 

115 	 120 

1 



<210> 3 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 3 
ggattcacct ttaacaccta tgcc 24 

<210> 4 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 4 
Gly Phe Thr Phe Asn Thr Tyr Ala 
1 	 5 

<210> 5 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 5 
attactggta gtggttataa caca 24 

<210> 6 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 6 
Ile Thr Gly Ser Gly Tyr Asn Thr 
1 	 5 

<210> 7 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 7 
gcgaaagact ctcggtataa ctggaattac ggaatttttg actac 45 

<210> 8 
<211> 15 
<212> PRT 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 8 
Ala Lys Asp Ser Arg Tyr Asn Trp Asn Tyr Gly Ile Phe Asp Tyr 
1 	 5 	 10 15 

<210> 9 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 9 
gacatccaga tgacccagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 
ctctcctgca gggccagtca gagtgttagc agcaacttag cctggtacca tcagaaacct 120 
ggccaggctc ccaggctcct catctatggt gtatccacca gggccactgg tatccpagcc 180 
aggttcagtg gcaatgggtc tgggacagag ttcactctca ccaLcagcag cctgcagtct 240 
qaagattttg cagtttatta ctgtcagcag cataataact ggccgctcac tttcggtgga 300 
gggaccaagg tggagatcaa acga 324 

<210> 10 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 10 
Asp Ile Gin Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 	 10 15 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Asn 

20 	 25 30 
Leu Ala Trp Tyr His Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 

35 	 40 45 
Tyr Gly Val Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 

50 	 55 60 
Asn Giy Ser Giy Thr Glu Phe Thr Leu, Thr Ile Ser Ser Leu Gin Ser 
65 	 70 	 75 80 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gin His Asn Asn Trp Pro Leu 

85 	 90 95 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg 

100 	 105 

<210> 11 
<211>.18 
<212> DNA  
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 11 
cagagtgtta gcagcsac 18 

<210> 12 
<211> 6 

3 



<212> PRT 
<213> Artificial Sequence 

<2205 
<223> Synthetic 

<400> 12 
Gln. Ser Val Ser. Ser Arc 
1 

<220> 13 
<211> 9 
<212> DNA 
<213> Artificial S- 	zenice 

<20. 
<22.> Synthetic 

<400> /5 
ggtgtatoc 

<210> 14 
<211> 3 
<212> PRT 
.<2135 Artificial. Sequence 

<220.5. 
<223>. SyJnthet c  

<4.00> 14 
Gly Val Ser 

1. 

<2105 25 
<211> 27. 
<212> DNA 
<.213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 15 
cagcagcata ataactggcc gctcact 

<210> 	1.,5 
<211> 9 
<212 	PRT 
<223> Artificial Sequence 

<220> 
<2235 Synthetic 

<400> 16 
Gin Gin His Asn Arc Trn Pro Leu Thr 
1 	 9 

<210> 17.  
<211> 375 
<212> DNA 
<213> Artificial Sequence. 



<220> 
<223> Synthetic 

<400> 17 
cagatgcagc tggtgcagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc 60 
acctgcactg tctctggtgg ctccatcagc aatagtaatt actactgggg ctggatccgc 120 
cagcccccag ggaaggggct ggagtggatt gggactacct attatagtgg gaccacctac 180 
tacaacccgt ccctcaagag tcgagtcacc atatccgtag acacgtccaa gaaccagttc 240 
tccctgaagc tgagctctgt gaccgccgca gacacggctg tgtattactg tgcgagagat 300 
tattatgata gtagtggtta ttattacaac tggttcgatc cctggggcca gggaaccacg 360 
gtcaccgtct cctca 375 

<210> 18 
<211> 125 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 18 . 
Gin Val Gin Leu Val Gln Ser Gil, Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 	 10 15 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Asn Ser 

20 	 25 30 
Asn Tyr Tyr Trp Gly Trp Ile Arg Gin Pro Pro Gly Lys Gly Leu Glu 

35 	 40 45 
Trp Ile Gly Thr Thr Tyr Tyr Ser Gly Thr Thr Tyr Tyr Asn Pro Ser 

50 	 55 60 
Leu Lys Ser Arg Val. Thr Ile Ser Val Asp Thr Ser Lys Asn Gin Phe 
65 	 70 	 75 80 
Ser Leu Lys Leu Ser. Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr 

85 	 90 95 
Cys Ala Arg Asp Tyr Tyr Asp Ser. Ser Gly Tyr Tyr Tyr Asn Trp Phe 

100 	 105 110 
Asp Pro Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 

115 	 120 125 

<210> 19 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 19 
ggtggctcca tcagcaatag taattactac 30 

<210> 20 
<21.1> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 20 
Gly Gly Ser Ile Ser Asn Ser Asn Tyr Tyr 
1 	 5 	 10 

<210> 21 

S 



<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 21 
acctattata gtgggaccac c - 1 .4.,  

<210> 22 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 22  
Thr Tyr Tyr Ser Gly Thr Thr 
1 	 5 

<210> 23 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 23 
gcgagagatt attatgatag tagtggttat tattacaact ggttcgatcc c 51 

<210> 24 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 24 
Ala Arg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Tyr Asn Trp Phe Asp 
1 	 5 	 10 15 
Pro 

<210> 25 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 25 
gacatccagt tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgcc gggcaagtca ggacattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagcgcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc tgggacagaa ttcagtctca cactcagcag cctgcagcct 240 
gaagattttg catcatattt ctgtctacag catcatattt acccgtggac gttcggccaa 300 
gggaccaagc tggagatcaa acga 324 
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1_0› 26 
<211> 108 
<212> TRT 
<213> Artificial Sequence 

<2207> 
<22.3> Synthetic 

<400> 26 
Asp Tie Gln Len Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr Ile Thr gys Arg Ala Ser Gin. Asp Ile 'Arg Asn Asp 
ZO 25 30 

Leu Gly Trp Tyr Gin. Gin T,ys Pro Gly Lys Alo Pro Lys Arg Le14 Ile 
35 40 45 

Tyr Ala Ala. Ser Set Leu Gin Ser Gly. Val PrO Ser Arg Phe Set Gly 
.50 55 60 

Ser Gly Ser. Gly Thr Glu Phe Ser Len Thr Len Set Ser Leu Gin Pro 
65 70 75 80 
Glu A81) Phe Ala Thr Tyr Phe Cys Leu•Gln His His Ile Tyr Ptc Trp 

85 9:0 95 
Thr Phe Gly Gin Gly Thr Lys Len Gin Ile Lys Arg 

100 10S 

<210> 27 
<211> 19 
<212> DNA 
<213> Artificial Sequence 

<220>  
<22.3> Synthetic 

.000? 27 
c.z4gaCatta ga4atgat 

<210> 28 
<211> 6 
.<212> PRT 
<21/5. Artificial Sequence 

<220› 
<223> Synthetic 

<400> 28 
Gin Asp Ile Arg Asn Asp 
1 5 

<210> 29 
<2.2,1 	9 
<2.12> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 29. 
qctgcatcc 

<210> 30 
<211'.  3 
<212> PRT 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 30 
Ala. Ala Ser 
1 

<210> 31 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 31 
ctacagcatc atatttaccc gtggacg 27 

<210> 32 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 32 
Leu Gin His His Ile Tyr Pro Trp Thr 
1 	 5 

<210> 33 
<2.11> 375 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 33 
caagttcagc tggtggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc 60 
acctgcactg tctatggtgg ctccatcagc agtggtaatt actactgggg ctggatccgc 120 
cagcccccag ggaagggact ggagtggatt gggactatct attatagtgg aagcgcctac 180 
tacaacccgt ccctcaagag tcgagtcacc atgtccgtag acacgtccaa gaaccagttc 240 
tccctgaaac tgagctctgt gaccgccgca gacacggctg tttattactg tgtgagagat 300 
tactatgata gtagtggtca ttattacaac tggttcgacc cctggggcca gggaaccacg 360 
gtcaccgtct cctca 375 

<210> 34 
<211> 125 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 34 
Gln Val Gln Leu Val Glu Ser Gly Pro Giy Leu Val Lys Pro Ser Glu 
1 	 5 10 15 
Thr Leu Ser Leu Thr Cys Thr Val Tyr Gly Gly Ser Ile Ser Ser Gly 

20 25 30 
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Asn Tyr Tyr Trp Giy Trp lie Arg Gin. Pro Pro. Gly Lys Gly Leu Ginn 
35 40 45 

Trp Ile Gly Thr lie Tyr Tyr Ser.  Gly Ser Ala Tyr Tyr Asn P.to Ser 
50 	 55 60 

Len Lys Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gin. Phe 
65 	 70 75 80. 
Ser Len Lys Levi Ser Ser. Mal Thr Ala Ala Asp Thr Ala Val Tyr Tyr 

85 90 95 
Cys Val Arg Asp Tyr Tyr Asp Ser Ser Gly His Tyr: Tyr Asn Trp Phe 

100 105 110 
Asp Pro Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 

115. 120 125 

<210> 35 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

‹220> 
<223> Synthetic 

<400> 35 
ggtggctcca tcagcagtgg taattactaz 

<210> 16 
<2.11> 	10 

.<212> PRT 
<213> ArtifiCi.al Sequence. 

•<220 
<223.> SysthetiC 

<400> 3.6 
Gly Gly Ser Ile Ser Ser Gly Ass Tyr Tyr 
1 	 5 IQ 

<210> 37 
.<211> 21 
<212> DNA 
<213> Artificial Sequence 

.<220> 

.<223>. Synthetic 

<4.00> $7 
iatotattAt4 gtggaagcgc c 

<210> 18.  
<211>. 7. 
<212$: PRT 
<213> Artificial Sequence 

<220.> 
<222> Synthetic. 

<400> 3.8 
Ile Tyr Tyr Ser G1y Ser Ala 
1 	 5 

<210:,  39 
<211> 51 



<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 39 
gtgagagatt actatgatag tagtggtcat tattacaact ggt.tcgaccc c 51 

<210> 40 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 40 
Val Arg Asp Tyr Tyr Asp Ser Ser Gly His Tyr Tyr Asn Trp Phe Asp 
1 	 5 	 10 15 

Pro 

<210> 41 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 41 
gccatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgcc gggcaagtca ggacattaga catgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagcgcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc tgggacagaa ttcactctca caatcagcag cctgcagcct 240 
gaagattttg caacttatta ctgtctacag cataatactt acccgtggac gttcggccaa 300 
gggaccaagg tggagatcaa acga 324 

<210> 42 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223,,  Synthetic 

<400> 42 
Ala Ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 	 10 15 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Asp Ile Arg His Asp 

20 	 25 30 
Leu Gly Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile 

35 	 40 45 
Tyr Ala Ala Ser Ser Leu Gin Ser. Gly Val Pro Ser Arg Phe Ser Gly 

50 	 55 60 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 	 70 	 75 80 
Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gin His Asn Thr Tyr Pro Trp 

85 	 90 95 
Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys Arg 

100 	 105 
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<210> 43 
<211> 18 
<212> DNA 
<213>.  Artificial Sequence 

<220> 
<223> Synthetic 

<OD> 4:3• 
Caggacatta gacatgat 

<210>:44 
<211>. ..6 
<212> PRT 
<21:3> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 44 
Gin Asp Ile Arg His Asp 
1 	 5 

<210> 4.5 
<211> 9 
<212> DNA 
<2J 3s Artificial Sequence. 

<229. 
<223> Synthetic 

<400> 4.5 
gctgcatec 

<210> 46 
<211> 3 

.<212> PRT 
<213> Artificial Sequence 

<Z2c).• 
<22.3> Synthetic 

<40:0> 	4.8 
Ala Ala Sre 
1 

<210? 47.  
<221> 27 
<2.12> DNA 
<213> Artificial Sequence 

<22.0.> 
<223> Synthetic 

<40.Q>.47 
cta:cagcat.a atacttacce gtggacg.  

<210> 48. 
<211> 9 
<212> PRT 
<213.> AxtieiCial SeqUenCe 



<220> 
<223> Synthetic 

<400> 48 
Leu Gin His Asn Thr Tyr Pro Trp Thr 
1 	 5 

<210> 49 
<211> 357 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 49 
caggtgcagc tggtgcagtc tgggggaggc ctggtcaagc ctggggggtc cctgagactc 60 
tcctgtgcag cctctggatt caccttcagt agctatagca tgaactgggt ccgccaggct 120 
ccagggaagg ggctggagtg ggtctcatcc attagtagta gtagtagtta catatactac 180 
gcagactcag tgaagggccg attcaccatc tccagagaca acgccaagaa ctcactgtat 240 
ctgcaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gagagatcgt 300 
ggatacacct ttggggttga ctactggggc cagggaacca cggtcaccgt ctcctca 357 

<210> 50 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 50 
Glr Val. Gin Leu Val Gin Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Giy Phe Thr Phe Ser Ser Tyr 
20 25 30 

Ser Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 	 40 45 

Ser Ser Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 	 70 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 
Ala Arg Asp Arg Gly Tyr Thr Phe Gly Val Asp Tyr Trp Gly Gin Gly 

100 105 110 
Thr Thr Val Thr val Ser Ser 

115 

<210> 51 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 51 
ggatacacct tcagtagcta tagc 24 

<210> 52 

12 



<211> 8 
c212> PRT 
<213.>. Artificial .031:144e 

<220> 
<223> SyntheLiC 

<400.> 52 
Gly Phe Thr Phe Ser Ser Tyr Ser 
1 	 5 

<210> 53 
<211> 24. 
<212> DNA 
<213> Arti,a1 SOqueilc& 

<220> 
<2.23> Synthetic 

<400> 53 
attagtagta gtagtagtta cater 

<210> 54 
<211> .8 
<212> PRT 
<213> Artificial Sequence 

<220.> 
‹.223> Synthetic 

,-:40.Q> 	54 
lie Ser Ser Ser Ser Ser Tyr Ile 
1 

<210> 55 
21.1.> 	36 

<212> DNA 
<2.13> Artificial Sequence. 

<220> 
<22.3> Synthetic 

<4.00> 	55 
gCgagagatc gtggatAcac ctttggggtt gactac 

<21.0> 	56 
<211> 12 
<212> 'PRT 
.2135 Artificial Squptic0 

<220> 
<223> Synthetid. 

<400> 56 
Ala Arg Asp Arq Gly Tyr Thr Phe G.ly Val Asp. Tyr 
1 	 5 10 

<210> .57 
.<221> 324 
<212> DNA 
<213.>. Artifilcial Sequence 
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.22(21. 
.223› Synthetic. 

<400> 57 
gccatccaga tgacccagtc tcoatrictcc ctgtotgcat ctgtaggaga cagagtcacc 6.0 
atcacttgcc gggcaagtca gggCattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagcgcct gatotatqct gcatccagtt tgcaaagtgg ggtcccatCa 180 
aggttcagcg gcagtggatc tgggaeAgaa ttcactctca Caatcagcag cctgcagoct 240 
gaagattttg caacttatt:a ctgtctacag cataatagtt atCCgtacac ttttggccag 30:0 
gggaCcaagg tggagatcaa acg4 324 

4:710> 5.8 
211›. 108 
<212> PRT 
<213> ArtifiCial Sequence 

<220>. 
<.2.23> Synthetic  

<400> 58 
Ala Ile Gin Met Thr Gin Ser. Pro Ser. Ser Leu Ser Ala Ser Val Gly 
1 	 5 	 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Arg Ann. Asp 
2.0 	 25 .30 

Leu Gly Trp Tyr Gin Gln Lye Pro Gly Lys Ala Pro Lys Arg Leu ILe 
35 	 40 4.5 

Tyr A3,4 Ala S.ek Ser Leu Gin. Ser Gly Val PrO pot Axq Phe Ser Gly 
50 	 55 60' 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser. Ser Leu Gin Pro 
65 	 7'0 	 75 SG 
Glu Asp Phe. Ala Thr Tyr Tyr Cyr. Leu Gin His.. Asn Ser Tyr Pro Tyr 

85 	 90 95 
Thr Phe Gly Gin Gly Thr Lys Val Giu Ile Lys. Arg 

100 	 105 

.<210> 59 
<211> 18 
<.212> DNA 
<2.13> Artificial Sequence 

<220:  
‹223› Synthetic 

<400> 59 
cagggcatta gaaatgat 

c210> GO 

18 

,c211› 6 
<212> PRT 
213. 	Artificial Sequence 

.22.0›;. 
<223> Synthetic.  

<400> 60 
Gin Gly Ile Arg Asa Asp 
1 	 5 

<210› 61 
<211>  

<212> DNA 

14 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 61 
gctgcatcc 9 

<210> 62 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 62 
Ala Ala Ser 
1 

<210> 63 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 63 
ctacagcata atagttaccc gtacact 27 

<210> 64 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 64 
Leu Gin His Asn Ser Tyr Pro Tyr. Thr 
1 	 5 

<210> 65 
<211> 375 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 65 
caggtgcagc tggtgcagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc 60 
acctgcactg tctctggtgg ctccatcatc acttatagtt actactgggg ctggatccgc 120 
cagcccccag ggaaggggct ggagt.ggatt gggactatcc atcatagtgg gagcacctac 180 
tacaacccgt ccctcaagag tcgagtcacc atatccgtag acacgtccaa gaaccagttc 240 
tccctgacac tgagttctgt gaccgccgca gacacggctg tgtattactg tgcgagagac 300 
tactatgata gtagtggtta ttattataac tggt:tcgacc cctggggcca gggaaccatg 360 
gtcaccgtct cctca 375 

<210> 66 
<211> 125 

15 



c212>.PRT 
<213:, Artificial Sequence 

<220> 
2.:23› Synthetic 

<400> 66 
Gin Val Gin Leu Val Gin Per Gly Pro G1.y ben. Val. Lys Pro Per Glu 
1 5 10 15 

Thr Leu Ser. ben Thr Cys. Thr Val Per Gly Gly Per Ile T1 Thr Tyr 
20 25 20 

5-.pr. Tyr Tyr Trp Gly Trp Il :Ax4 Gin PrO Pro Gly Lys Gly Leu Glu 
35 40 45 

Trp lie Gly Thr Ile His RiS Per Gly Ser Thr Tyr Tyr Asti Pro Per 
50 55 60 

Leu Lys Per A -g Val Thr Ile Ser Val Asp Thr. Per Lys Asn Gln Phe 
65 70 75 80 
Ser lieu .Thr Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr. Tyr 

85 90 95 
Cys Ala Axg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Tyr Asn Trp Phe 

100 105 110 
Asp Pro Trp Oly 01n Gly Thr Met Val Thr Val Ser Sex 

11.5 120 125 

<210> 67 
2.11>. 	3.0 
<2.12> DNA 
<2.13.::. Artificial Seq4ence. 

.<220 
<.22:3.> Synthetic 

1100> 	67 
ggtggctcca tcatcactta tagttactac 

<210> 6-8 
<211› 10 
‹212> PRT 
<.213> Artificial Sequence. 

<2.20> 
<2.23.> Synthetic: 

<400> 68 
Gly Gly Ser Ile. Ile Thr Tyr Ser Tyr Tyr 
1 5 10 

<210> 69 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220. 
<223> Synthetit. 

,..- 40q› 	69 
atC.Cateatia ggggagcac c 

<210.:a 70 
<211> 7 
<212.›. PRT 
<213> Artificial Sequence 

'16. 



<220> 
<223> Synthetic 

<400> 70 
Ile His His Ser Gly Ser Thr 
1 	 5 

<210> 71 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 71 
gcgagagact actatgatag tagtggttat tattataact ggttcgaccc c 51 

<210> 72 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 72 
Ala Arg Asp Tyr Tyr Asp Ser Ser Gly Tyr Tyr Tyr Asn Trp Phe Asp 
1 	 5 	 10 15 
Pro 

<210> 73 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 73 
gccatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgcc gggcaagtca gggcattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagcgcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc tgggacagaa ttcactctca caatcagcag cctacagcct 240 
gaagattttg caacttatta ctgtctacag cataatagtt ccccgtggac gttcggccaa 300 
gggaccaagg tggagatcaa acga 324 

<210> 74 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 74 
Ala Ile Gln Met Thr Gin Ser Pro Ser Ser Lou Ser Ala Ser Val Gly 
1 	 5 	 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Gly Ile Arg Asn Asp 
20 	 25 30 
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Leu Gly Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile 
35 	 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
SO 	 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 	 70 75 	 SO 
Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gin His Asn Ser Ser Pro Trp 

85 90 	 95 
Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys Arg 

100 105 

<210> 75 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 75 
cagggcatta gaaatgat 

<210> 76 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 76 
Gin Gly Ile Arg Asn Asp 
1 	 5 

<210> 77 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 77 
gctgcatcc 

<210> 78 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 78 
Ala Ala Ser 
1 

<210> 79 
<211> 27 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 79 
ctacagcata atagttcccc gtggacg 27 

<210> 80 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 80 
Leu Gin His Asn Ser Set' Pro Trp Thr 
1 	 5 

<210> 81 
<211> 369 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 81 
caggtgcact tgaaggagtc tggtcctacg ctggtgaaac ceacacagac cctcacgctg 60 
acctgcacct tctctgggtt ctcactcagc actagtggag tgggtgtggg ctggatccgt 120 
cagcccccag gaaaggccct ggagtggctt gcactcattt attggaatga tgataagcgc 180 
tacagcccat ctctgaagag caggctcacc atcaccaagg acacctccaa aaaccaggtg 240 
gtccttacaa tgaccaacat ggaccctgtg gacacagcca catattactg tacacacacc 300 
tcccgttata actggcacta cggcttcctt gactactggg gccagggaac cacggtcacc 360 
gtctcctca 369 

<210> 82 
<211> 123 
<212> PRT 
<2.13> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 82 
Gin Val His Leu Lys Glu Set Gly Pro Thr Leu Val. Lys Pro Thr Gin 
1 	 5 	 10 15 

Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Len Ser Thr Ser 
20 	 25 30 

Gly Val Gly Val Gly Trp Ile Arg Gin Pro Pro Gly Lys Ala Len Glu 
35 	 40 45 

Trp Len Ala Len Ile Tyr Trp Asn Asp Asp Lys A/9 Tyr Ser Pro Ser 
50 	 55 60 

Leu Lys Ser Arg Leu Thr Ile Thr Lys Asp Thr Ser Lys Asn Gin Val 
65 	 70 	 75 80 
Val Leu Thr Met Thr Asn Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr 

85 	 90 95 
Cys Thr His Thr SerArg Tyr Asn Trp His Tyr Gly Phe Leu Asp Tyr 

100 	 105 110 
Trp Gly Gin Gly Thr Thr Val Thr Val Ser Set 

115 	 120 
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<210> 83 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 83 
gggttctcac tcagcactag tggagtgggt 3C 

<210> 84 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 84 
Gly Phe Ser Leu Ser Thr Ser Gly Val Gly 
1 	 5 	 10 

<210> 85 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 85 
atttattgga atgatgataa g 21 

<210> 86 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 86 
Ile Tyr Trp Asn Asp Asp Lys 
1 	 5 

<210> 87 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

• 
<400> 87 
acacacacct cccgttataa ctggcactac ggcttccttg actac 45 

<210> 88 
<211> 15 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 88 
Thr His Thr Ser Arg Tyr Asn Trp His Tyr Gly Phe Leu Asp Tyr 
I 	 5 	 10 15 

<210> 89 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 89 
gccatccaga tga.cccagtc tccatcctca ctgtctgca't ctgtaggaga cagagtcacc 60 
atcacttgtc gggcgagtca gggcattagc aattatttag cctggtttca gcagaaacca 120 
gggaaagcc.c ctaagtccct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
aagttcagcg gcagtggatc tgggacagat ttcactctca ccatcagcag cctgcagcct 240 
gaagattttg caacttatta ctgccaacaa tataatagtt acccgctcac tttcggcgga 300 
gggaccaagg tggaaatcaa acga 324 

<210> 90 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 90 
Ala Ile Gin Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 	 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Gly Ile Ser Asn Tyr 
20 	 25 30 

Leu Ala Trp Phe Gin Gin Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile 
35 	 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Lys Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr. Leu Thr Ile Ser Ser Leu Gin Pro 
65 	 70 	 75 80 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gln Tyr Asn Ser Tyr Pro Leu 

85 	 90 95 
Thr Phe Gly Gly Gly Thr Lys Val Giu Ile Lys Arg 

100 	 105 

<210> 91 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 91 
cagggcatta gcaat.tat 18 

<210> 92 
<211> 6 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 92 
Gin Gly Ile Ser Asn Tyr 
1 	 5 

<210> 93 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 93 
gctgcatcc 9 

<210> 94 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 94 
Ala Ala Ser 
1 

<210> 95 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 95 
caacaatata atagttaccc gctcact 27 

<210> 96 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 96 
Gin. Gin Tyr Asn Ser Tyr Pro Leu Thr 
1 	 5 

<210> 97 
<211> 375 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

77 



<400> 97 
gaggtgcagc tggtgcagtt gggcccagga ctggtgaagc cttcggagac cctgtccctc 60 
acctgcactg tctctggtgg ctccatcagc aatagtaatt actactgggg ctggatccgc 120 
cagcccccag ggaaggggct ggagtggatt gggactacct attatagtgg gaccacctac 180 
tacaacccgt ccctcaagag tcgagtcacc atatccgtag acacgtccaa gaaccagttc 240 
tccctgaagc tgagctctgt gaccgccgca gacacggctg tgtat.tactg tgcgagagat 300 
tattatgata gtagtggtta ttattacaac tggttcgatc cctggggcca gggaaccacg 360 
gtcaccgtct cctca 375 

<210> 98 
<211> 125 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 98 
Giu Val Gin Leu Val Gin Leu Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 	 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Sear Gly Gly Set Ile Set' Asn Set' 
20 	 25 30 

Asn Tyr Tyr Trp Gly Trp Ile Arg Gin Pro Pro Gly Lys Gly Leu Giu 
35 	 40 45 

Trp Ile Giy Thr Thr Tyr Tyr Set' Giy Thr Thr Tyr Tyr Asn Pro Set 
50 	 55 60 

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gin Phe 
65 	 70 	 75 80 
Set-  Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val. Tyr Tyr 

85 	 90 95 
Cys Ala Arg Asp Tyr Tyr Asp Set Sex-  Gly Tyr Tyr Tyr Asn Trp Phe 

100 	 105 110 
Asp Pro Trp Gly Gin Gly Thr Thr Val Thr Val Set' Ser 

115 	 120 125 

<210> 99 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 99 
ggtggctcca tcagcaatag taattactac 30 

<210> 100 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 100 
Gly Gly Set Ile Set Asn Sex.  Asn Tyr Tyr 
1 	 5 	 10 

<210> 101 
<211> 21 
<212> DNA 
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<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 101 
acctattata gtgggaccac c 21 

<210> 102 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 102 
Thr Tyr Tyr Ser Gly Thr Thr 
1 	 5 

<210> 103 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 103 
gcgagagatt attatgatag tagtggttat tattacaact ggttcgatcc c 51 

<210> 104 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 104 
Ala Arg Asp Tyr Tyr. Asp Ser Ser Giy Tyr Tyr Tyr Asn Trp Phe Asp 
1 	 5 10 15 
Pro 

<210> 105 
<211> 324 
<212> DNA 
<213> Artificial Sequence 

<220>  
<223> Synthetic 

<400> 105 
gccatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgcc gggcaagtca ggacattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagcgcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc t.gggacagaa ttcagtctca cactcagcag cctgcagcct 240 
gaagattttg caacttattt ctgtctacag catcatattt acccgtggac gttcggccaa 300 
gggaccaagg tggagatcaa acga 324 

<210> 106 
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<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 106 
Ala lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Arg Asn Asp 
20 25 30 

Leu Gly Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser.  Gly Val Pro Sex' Arg Phe Ser Gly 
50 55 60 

Ser Gly Set-  Gly Thr Glu Phe Ser Leu Thr Leu Ser Ser Leu Gin Pro 
65 70 75 80 
Glu Asp Phe Ala Thr Tyr Phe Cys Leu Gin His His Ile Tyr Pro Trp 

85 90 95 
Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys Arg 

100 105 

<210> 107 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 107 
caggacatta gaaatgat 

<210> 108 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 108 
Gln Asp Ile Arg Asn Asp 
1 5 

<210> 109 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 109 
gctgcatce 

<210> 110 
<211> 3 
<212> PRT 
<213> Artificial Sequence 



<220> 
<223> Synthetic 

<400> 110 
Ala Ala Ser 
1 

<210> 111 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 111 
ctacagcatc atatttaccc gtggacg 
	 27 

<210> 112 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 112 
Leu Gin His His Ile Tyr Pro Trp Thr 
1 	 5 

<210> 113 
<211> 355 
<212> DNA 
<213> Artificial. Sequence 

<220> 
<223> Synthetic 

<400> 113 
caggtgcagc tggtggagtc tggtggagtc gtggtccagc ctgggaggtc cctgagactc 60 
tcctgtgcag cctctggatt caccttcagt cgctatggca ttcactgggt ccgccaggct 120 
ccaggcaagg ggctggagtg ggtggctgtt atatcttatg atggaagtga tgaatactat 180 
gtagactccg tgaagggccg attcagcatc tcccgaaaca attccaagaa cacgctttat 240 
ctacaaatga acagtctgag gcctgcggac tcggctgttt attactgtgt gaaaggagat 300 
ctggaacttg gttttgacta ctggggccag ggaaccctgg tcaccgtctc ctcaa 355 

<210> 114 
<211> 118 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 114 
Gin Val Gin Leu Val Glu Ser Gly Gly Giy Val Val Gin Pro Gly Arg 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser. Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr 
20 	 25 30 

Gly Ile His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 	 40 45 

Ala Val Ile Ser Tyr Asp Gly Ser Asp Glu Tyr Tyr Val Asp Ser Val 
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50 	 55 60 
Lys Giy Arg Phe Ser Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
.65 	 70 75 80 
Leu Gin Met Asn Ser Leu Arg Pro Ala Asp Ser Ala Val Tyr Tyr Cys 

85 90 95 
Val Lys Gly Asp Leu Glu Leu Gly Phe Asp Tyr Trp Gly Gin Gly Thr 

100 	 105 110 
Leu Val Thr Val Ser Ser 

115 

<210> 115 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 115 
ggattcacct tcagtcgcta tggc 

<210> 116 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 116 
Gly Phe Thr Phe Ser Arg Tyr Gly 
1 	 5 

<210> 117 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 117 
atatcttatg atggaagtga tgaa 

<210> 118 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 118 
Ile Ser Tyr Asp Gly Ser Asp Glu 
1 	 5 

<210> 119 
<211> 33 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 119 
gtgaaaggag atctggaact tggttttgac tac 33 

<210> 120 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 120 
Val Lys Gly Asp Leu Glu Leu Gly Phe Asp Tyr 
1 	 5 	 10 

<210> 121 
<211> 337 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 121 
gatattgtga tgactcaggc tgcaccctct atacctgtca ttccaggaga gtcagtatcc 60 
atgtcctgca ggtctagtaa gagtctcctg tacagtaatg gacatactta cgtgtattgg 120 
tttgtgcaga ggccaggcca gtctcctcag ctcctgatat atcggatgtc caaccttgcc 180 
tcaggagtcc cagacaggtt cagtggcagt gggtcaggaa ctgctttcac actgagaatc 240 
agtagagtgg aggctgagga tgtgggtgtt tattactgta tgcaaaatct agaatttccg 300 
ctcacgttcg gtgctgggac caagctggag ctgaaac 337 

<210> 122 
<211> 112 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 122 
Asp Ile Val Met Thr Gin Ala Ala Pro Ser Ile Pro Val Ile Pro Gly 
1 	 5 	 10 15 
Glu Ser Val Ser Met Ser Cys Arg Ser Ser Lys Ser Leu Leu Tyr Ser 

20 	 25 	 30 
Asn Gly His Thr Tyr Val Tyr Trp Phe Val. Gin Arg Pro Gly Gin Ser 

35 	 40 	 45 
Pro Gln Leu Leu Ile Tyr Axg Met Ser Asn Leu Ala Ser Gly Val Pro 

50 	 55 	 60 
Asp Arg ?he Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg Ile 
65 	 70 	 75 .  80 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Asn 

85 	 90 95 
Leu Glu Phe Pro Leu. Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

100 	 105 	 110 

<210> 123 
<211> 33 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 123 
aagagtctcc tgtacagtaa tggacatact tac 

<210> 124 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 124 
Lys Ser Leu Leu Tyr Ser Asn Gly His Thr Tyr 
1 	 5 10 

<210> 125 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 125 
cggatgtcc 

<210> 126 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 126 
Arg Met Ser 
1 

<210> 127 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 127 
atgcaaaatc tagaatttcc getcacg 

<210> 128 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 128 
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Met Gin Asn Leu Glu Phe Pro Leu Thr 
1 	 5 

<210> 129 
<211> 355 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 129 
caggtgcagc tggtggaggc ggggggaggc gtggtccagc ctgggaggtc• cctgagactc 60 
tcctgtgcag cctctggatt caccttcagt cgctatggca ttcactgggt ccgccaggct 120 
ccaggcaagg ggctggagtg ggtggctgtt atatcttatg atggaactga tgaatactat 180 
gcagactccg tgaagggccg attcaccatc tcccgagaca attccaagaa cacgctttat 240 
ctacaaatga acagtctgag acctgcggac tcggctgtat attactgtgc gaaaggagat 300 
ctggaacttg gttttgacta ctggggccag ggaaccctgg tcaccgtctc ctcaa 355 

<210> 130 
<211> 118 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 130 
Gin Val Gin Leu Val Glu Ala Gly Gly Gly Val Val Gin Pro Gly Arg 
1 	 5 	 10 15 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr 

20 	 25 30 
Gly Ile His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Giu Trp Val 

35 	 40 45 
Ala Val lie Ser Tyr Asp Gly Thr Asp Giu Tyr Tyr Ala Asp Ser Val 

50 	 55 60 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 	 75 80 
Leu Gin Met Asn Ser Leu Arg Pro Ala Asp Ser Ala Val Tyr Tyr Cys 

85 	 90 95 
Ala Lys Gly Asp Leu Glu Leu Gly Phe Asp Tyr Trp Gly Gin Gly Thr 

100 	 105 110 
Leu Val Thr Val Ser Ser • 

115 

<210> 131 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<2.23> Synthetic 

<400> 131 
ggattcacct tcagtcgcta tggc 24 

<210> 132 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<223> Synthetic 

<400> 132 
Gly Phe Thr Phe Ser Arg Tyr Gly 
1 	 5 

<210> 133 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 133 
atatcttatg atggaactga tgaa 

<210> 134 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 134 
Ile Ser Tyr Asp Gly Thr Asp Glu 
1 	 5 

<210> 135 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 135 
gcgaaaggag atctggaact tggttttgac tac 

<210> 136 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 136 
Ala Lys Gly Asp Leu Glu Leu Gly Phe Asp Tyr 
1 	 5 10 

<210> 137 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 137 
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gccatccggt tgacccagtc tccatcttcc gtgtctgcat ctgtgggaga cagagtcacc 60 
atcacttgtc gggcgagtca ggatattagt atttggttag cctggtatca gcagagtcca 120 
gggaaagccc ctaaactcct gatcaatgtt gcatcccgtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc tgggacagat ttcactctca ccatcaacgg tctgcagcct 240 
gaagattttg taacttacta ttgtcaacag gctaacagtt tcccgatcac cttcggccaa 300 
gggacacgac tggcgaccaa ac 322 

<210> 138 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 138 
Ala Ile Arg Leu Thr Gin Ser Pro Ser Ser Val Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Asp Ile Ser Ile Trp 
20 25 30 

Leu Ala Trp Tyr Gin Gln Ser Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Asn Val Ala Ser Arg Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn Gly Leu Gln Pro 
65 	 70 75 80 
Glu Asp Phe Val Thr Tyr Tyr Cys Gin Gin Ala Asn Ser Phe Pro Ile 

85 90 95 
Thr Phe Gly Gin Gly Thr Arg Leu Ala Thr Tys 

100 105 

<210> 139 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 139 
caggatatta gtatttgg 18 

<210> 140 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 140 
Gin Asp Ile Ser Ile Trp 
1 	 5 

<210> 141 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 141 
gttgcatcc 

.210> 142 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220.> 
<223> Synthetic 

<400.> 	142 
Val Ala Set 
1 

<210>' 143 
<211> 27 
<212> .DNA 
<213> Artificial Sequence 

<220> 
<222> Synthetic 

<4.0q0.> 	143 
caacaggcta acagtttdqc gatcatc 27 

<210> 144 
<211> 9 
‹212),. PRT 
2.13› Artificial Sequence 

c220> 
<223> Synthetic 

<40'0> 	144 
Gln Gin Ala Ass Ser Phe Pro Ile Thr 
1 	 5 

2:10, 145 
<211> 358 
<2.1.› PNA 
<213> Artificial Secruence 

‹22a5,  
<22.3:> Synthetic 

<400> 145 
caggtgcagc tggtgcagtc tgggggaggc ctggtcaagc ctggggggtc cctgagactc 6:0 
tcctgtgcag c:ctctggat.t catcttcaat acntatacca tgaattgggt ccgccaggct 120 
ccagggaagg ggctagagtg ggtctcatcc atcactagtc gtggtactta tatatt•c:tac 1'80 
tcagactcac ttaagggccg attcaccatt tccagagaca acgccaat;aa tteactgttt 240 
ctgcaaatga acagcctgag agtcgaagac acggctgttt attactgttc gagagatcgt 300 
ggatacacct ttggtcctga ctactggggc cagggaactt tggteaccgt ctcttcag 358 

21.0› 146 
<211> 119 
<212> PRT 
<213? Artificial Sequence 

<22Q>. 
<223.> Synthetic 
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<400> 146 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ile Phe Asn Thr Tyr 
20 25 30 

Thr Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Ser Ile Thr. Ser Arg Gly Thr Tyr Ile Phe Tyr Ser Asp Ser Leu 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Asn Asn Ser Leu Phe 
65 70 75 80 
Leu Gin Met Asn Ser Leu Arg Val Giu Asp Thr Ala Val. Tyr Tyr Cys 

85 90 95 
Ser Arg Asp Arg Gly Tyr Thr Phe Gly Pro Asp Tyr Trp Gly Gin Gly 

100 105 110 
Thr Leu Val Thr Val Ser Ser 

115 

<210> 147 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 147 
ggattcatct tcaataccta tacC 

<210> 148 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 148 
Gly Phe Ile Phe Asn Thr Tyr Thr 
1 5 

<210> 149 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 149 
atcactagtc gtggtactta tata 

<210> 150 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 150 
Ile Thr Ser Arg Gly Thr Tyr Ile 
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1 

<210> 151 
<211> 36 
<212> DNA 
<213> Artificial Sequence 

<220> 
<22.3> Synthetic 

<400> 151 
tcgagagatc gtggatacac ctttggtcct gactac 36 

<210> 152 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 152 
Ser Arg Asp Arg Gly Tyr Thr Phe Gly Pro Asp Tyr 
1 	 5 	 10 

<210> 153 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 153 
gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgcc gggcaagtca ggacattaga aatgatttag gctggtatca gcagaaacca 120 
gggaaagccc ctaagggcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
aggttcagcg gcagtggatc tgggacagaa ttcactctca caatcagcag cctgcagcct 240 
gaagattttg caacttatca ctgtctacat tatgattttc atcctcggac gtteggccaa 300 
gggaccaagg tggaaatcaa gc 322 

<210> 154 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 154 
Asp Ile Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 	 10 15 

Asp Arg Val Thr Tie Thr Cys Arg Ala Ser Gin Asp Ile Arg Asn Asp 
20 	 25 30 

Leu Gly Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Gly Leu Ile 
35 	 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 	 70 	 75 80 
Giu Asp Phe Ala. Thr Tyr His. Cys Leu His Tyr Asp Phe His Pro Arg 

85 	 90 95 
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Thr Phe Gly Gin my Thr Lye \Jai Ginn Ile Lys 
100 	 105 

<210> 155 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223>. Synthetic 

<400> 	.1.5. 
cagga04tta gaaatgat 

<21.0> 	156. 
<211> 6 
<212> PRT 
<213> Artificial. Secopience 

<220> 
<223> Synthetic 

<400> 156: 
GIn Asp Ile Arg Asn Asp 
1 	 5 

<210> 157 
<211> 	9 
<12.> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 157 
gctgcatcc. 

<210› 156. 
<211> 3 
<212> PRT 
<213> Artificial SeqUenCe 

<22.4 
<223.> Synthetic 

<0.01> 158 
Ala Ala Ser 
1 

<210> 159 
<211> 27 
<2.12:> DNA. 
<213> Artificial Sequence 

<2211> 
<22.3> Synthetic 

<400> 159 
ctacattatg attttcatCc tCggacg 

<210> 
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<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 160 
Leu His Tyr Asp Phe His Pro Arg Thr 
1 	 5 

<210> 161 
<211> 391 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 161 
caggtgcaac tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 60 
tcctgtgcag cgtctggatt caccttcagt agctatgcca tgcactgggt ccgccaggct 120 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaactaa ttattactat 180 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240 
ctgcaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gagagatccc 300 
c.tatattacg atattttgac tggttattcc cccgactact actacggtat ggacgtctgg 360 
ggccaaggga ccacggtcac cgtctcctca g 391 

<210> 162 
<211> 130 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 162 
Gin Val Gin Len Val Giu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 	 25 30 

Ala Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Giu Trp Val 
35 	 40 45 

Ala Val Ile Trp Tyr Asp Gly Thr Asn Tyr Tyr. Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 	 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Giu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 95 
Ala Arg Asp Pro Leu Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Pro Asp 

100 	 105 110 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val 

115 	 120 125 
Ser Ser 

130 

<210> 163 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
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<223> Synthetic 

<400>• 163 
gga=cacct tcagtagcta tgc.c 24 

<210> 164 
<211> 8 
<212>. PRT 
<213:> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 164 
Gly Phe Thr She Ser Ser 	Ala 
1 	 .5 

c210> 165 
<211? 24 
<212> DNA 
<213> Artificial Segue:rice 

<220> 
.<223>• Synthetic 

<400> 165 
atatggtatg atggaactaa ttat 24 

<210> 166 
<211> 8 
<212> PRT 
.21:3. 	Artificial Sequence 

<220> 
<223> Synthetic 

<400> 166 
Ile Trp Tyr Asp Gly Thr Asn Tyr 
1 	 S 

<210.> 167 
<211.,> 	69 
<212> DNA 
<213> Artificial .Secpence 

<720> 
<.223> Synthetic 

<4005. 167 
gcsagagatc. ccctatatta cgatattttg actggttatt cccccgacta ctactacvgt 60 
atggacgtc 69 

‹210› 168 
<211> 23 
<212.> PAT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 16$ 
Ala 	Asp Pro Len Tyr Tyr A6p Ile Leu Thr Gly Tyr Ser Pro Asp 
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1 	 5 	 10 15 
Tyr Tyr Tyr Gly Met Asp Val 

20 

<210> 169 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 169 
gaaatagtga tgacgcagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 
ctctcctgca gggccagtca gacttttagc agcaacttag cctggtacca gcagaaacct 120 
ggccaggctc ccaggct:cct catctatggt gcatccacca gggccactgg tatcccagcc 180 
aggttcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cctgcaatct 240 
gaagattttg cagtttatta ctgtcagcag tataataagt ggccgctcac tttcggcgga 300 
gggaccaagg tggagatcaa ac 322 

<210> 170 
<211> 107 
<212> PRT 
<.213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 170 
Glu Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
3. 	 5 	 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Thr Phe Ser Ser Asn. 
20 	 25 	 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 	 40 	 45 

Tyr Giy Ala Ser Thr Arg Ala Thr Giy Ile Pro Ala Arg Phe Ser Gly 
50 	 55 	 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Ser 
65 	 70 	 75 80 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Lys Trp Pro Leu 

85 	 90 95 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 

100 	 105 

<210> 171 
<211> 18 
<212> DNA  
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 171 
cagactttta gcagcaac 18 

<210> 172 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 172 
Gin Thr Phe Ser Ser Asn 
1 

<2.10> 173 
<211> 9 
<212> DNA 
<213>. Artificial Seauenee 

<220>. 
<223> Synthetic 

<400> 173 
ggtgcatcc 

<210> 174 
<211> 3 
<212> PRT 
<213> Artifj.cial Sequence 

<220> 
<221> .Synthetic 

<4002, 	174 
Gly Ala Ser 

<210> 175 
<211> 27 
<212> DNA 
<,2.1.3.> Artificial Sequence 

<22.0>• 
<223> Synthetic  

<400> 175 
cagcagtata ataagtggcc gctcact 

<210> 176  
<211> 9 
<212> MT' 
<213> Artificial. Sequence 

<220> 
<223> Synthetic 

<400> 176 
Gin Gin Tyr Asn Lys- Trp Pro Leu Thr 

<210> 177 
<211> 367 
<212:> DNA 
<21.3> Artificial Sequence 

<220> 
<223> Synthetic 

<4.0.0> 177 
gaggtgcagc tgttggagtc tggggo-aggc ttagtcpagc ctggggagtc 0,gagacto 60 

27 
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tcctgtgcag cctctgga.tt cacctttagc agctatgcca tgaactgggt ccgccaggct 120 
ccagggaagg ggctggagtg ggtctcaact atcagtggta gtggtggtta tatatactac 180 
gcagactccg tgaagggccg gttcaccatc tccagagaca attccaagaa cacgctgtat 240 
ctgcaaatga acagcctgag agccgaagac acggccgtat atttctgtgc gaaagattcc 300 
aggtataact ggaactacgg caattttgac tactggggcc agggaaccct ggtcaccgtc 360 
tc.ctcag 367 

<210> 178 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 178 
Giu Val. Gin Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Glu 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Ala Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Thr Ile Ser Gly Ser Gly Gly Tyr Ile Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Phe Cys 

85 90 95 
Ala Lys Asp Ser Arg Tyr Asn Trp Asn Tyr Gly Asn Phe Asp Tyr Trp 

100 105 110 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 

115 120 

<210> 179 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 179 
ggattcacct ttagcagcta tgcc 24 

<210> 180 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 180 
Gly Phe Thr Phe Ser Ser Tyr Ala 
1 	 5 

<210> 181 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
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<223> Synthetic 

<400> 182 
atcagtggta gtggtggtta tata 24 

<210>. 182 
<211>: 8 
<.212> PRT 
<213> Artificial Sequence 

<220, 
<223> Synthetic 

<400> 182 
itle.Ser Gly Ser Gly Gly Tyr Ile 
1 	 5 

.<210> 	1.83 
<211> 45 
<212> DNA 
<21.3? Artificial Sequence 

<220> 
<223> Synthetic 

<4.0.0:> 	183 
gcgaaagatt ccaggtataa ctggaactac ggcaattttg act4p 45 

<210> 184. 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

c?0›.• 
<223> Synthetic 

<4.00> 184 
Ala Lys Asp Sex: Arg Tyr Asn Trp Asn Tyr Gly Asn She Asp Tyr 
1 	 5 	 10 15 

<21.0> 185 
<211> .322 
<212> DNA 
5213> Artificial Sequence 

<220> 
<223..>• Synthetic 

<400> 185 
gaaatagtaa tgacgCaatc tccaaccacc ctgtctgtgt ctecagggga aagaaccacc 60 
ctctcctgca gggccagtca gaatgttagc agcaacttag cctggaacaa gcagaaacct 120 
ggccaggctc ccagactcct: catctatgct acatccacca gggccactgg tgtcccagcc 180 
aggttcagtg ccagtgggtc tgggacagac ttcgctctca ccatcaacag cctgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataact ggcctctcac tttcggcgga 300 
qggaCCaagg tggagatcaa ac 322 

<210> 186 
<211> 107 
<212> PRT 
<2.12.> Artificial Sequence 

<220),  
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<223> Synthetic 

<400> 186 
Glu Ile Val Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 5 10 15 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Asn Val Ser Ser Asn 

20 25 30 
Leu Ala Trp Asn Lys Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 

35 40 45 
Tyr Ala Thr Ser Thr Arg Ala Thr Gly Val Pro Ala Arg Phe Ser Ala 

50 55 60 
Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Asn Ser Leu Gin Ser 
65 70 75 80 
Giu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Asn Trp Pro Leu 

85 90 95 
Thr Phe Gly Gly Gly Thr. Lys Val Glu Ile Lys 

100 105 

<210> 187 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 187 
cagaatgtta gcagcaac 

<210> 188 
<211.> 	6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 188 
Gin Asn Val Ser Ser Asn 
1 5 

<210> 189 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 189 
gctacatcc 

<210> 190 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 190 
Ala Thr Ser 
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I 

<210> 191 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 191 
cagcagtata ataactggcc tctcact 27 

<210> 192 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 192 
Gin Gin Tyr Asn Asn Trp Pro Leu Thr 
1 	 5 

<210> 193 
<211> 367 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 193 
gaggtgcaac tgttggaatc tgggggaggc ttggtacagc ctggggggtc cctgagactc 60 
tcctgtgtag cctctcgatt caccttcagc agcaatgcca tgagttgggt ccgccaggct 120 
ccagggacgg ggctggagtg ggtctcagct attactggta gtggtagtag gacatactac 180 
gcagactccg tgaagggccg gttcaccatc tccagagaca attccaagaa cacggtgtat 240 
ctgcaaatga acagcctgag aggcgaggac acggccgtat attactgtgc gaaagatcaa 300 
gggggtacct ggaactacgg agattttgac tactggggcc agggaaccct ggtcaccgtc 360 
tcctcag 367 

<210> 194 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 194 
Glu Val Gln Leu Leu Glu Ser Gly Giy Gly Levi Val Gin Pro Gly Gly 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Val Ala Ser Arg Phe Thr Phe Ser Ser Asn 
20 	 25 30 

Ala Met Ser Trp Val Arg Gin Ala Pro Gly Thr Gly Leu Glu Trp Val 
35 	 40 45 

Ser Ala Ile Thr Sly Ser Gly Ser Arg Thr Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Sly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Val Tyr 
65 	 70 	 75 80 
Leu Gin Met Asn Ser Leu Arg Gly Glu Amp Thr Ala Val Tyr Tyr Cys 
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85 90 	 95 
Ala Lys Asp Gin Gly Gly Thr Trp. Asa Tyr Gly Asp She Asp 1yr 	p 

100 105 	 110 
Gay Gin Gly Thr Leu Val Thr Val Ser Ser 

115 120 

‹2qp› 195 
5241> 24 
212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 195 
cgattcacct tcagcagcaa tgcc 

5210.5 	196. 
52115 F. 
<2125 PRT 
.52135 .Artificial Sequence 

5220> 
<223> Synthetic 

<400> 196 
Arg She Thr She Ser Ser Apt Ala 
1 	 5 

521.05 197. 
<2:11>.24 
52125 DNA 
<2135 Artificial Sequence 

522P> 
<223> Synthetic 

<400> 197 
attaCtggta gtggtagt 	gaca 

<2105 198 
52115 8 
<212> PRT 
52135 Artificial Sequence' 

<220> 
5223> Syn the tic 

<400> 198 
Ile Thr Gly Ser Gly Ser Arg 
a 	 5 

Thr 

<210> 199 
<211> 45 
52125 DNA 
<213> Artificiai Sequence 

<220> 
52235 Synthetic 

<4005 199 
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gcgaaagatc aagggggtac ctggaactac ggagattttg actac 45 

<210> 200 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 200 
Ala Lys Asp Gin Gly Gly Thr Trp Asn Tyr. Giy Asp Phe Asp Tyr 
1 	 5 10 15 

<210> 201 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 201 
gaaatagtga tgacgcagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 
ctctcctgca gggccagtca gagtgttagc agcaacttag cctggtacca gcagaaacct 120 
ggccaggctc ccaggctcct catctatggt gcatccacca gggccactgg tctcccagcc 180 
aggttcagtg gcagtgggtc tgggacagac ttcactctca ccatcagcag cctgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataact ggcctctcac tttcggcgga 300 
gggaccaagg tggagatcaa gc 322 

<210> 202 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 202 
Glu Ile Val Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 10 15 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Asn 

20 25 30 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 

35 	 40 45 
Tyr Gly Ala Ser Thr Arg Ala Thr Gly Leu Pro Ala Arg Phe Ser Gly 

50 	 55 60 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Ser 
65 	 70 75 80 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Asn Trp Pro Leu 

85 90 95 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 

100 105 

<210> 203 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 203 
cagagtgtta gcaacaac 	 18 

<210> 204 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 204 
Gin Ser Val Ser Ser Asn 
1 	 5 

<210> 205 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 205 
ggtgcatcc 

<210> 206 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 206 
Giy Ala Ser 
1 

<210> 207 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 207 
cagcagt.ata ataactgacc t.ctcact 

<210> 208 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 208 
Gin Gin Tyr Asn Asn Trp Pro Leu Thr 
1 	 5 

9 

27 
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<2.10 	209 
<.211> 373 
<212..? DNA 
‹213>ArtifiCial Sequence 

<2:Z0> 
..5221 	Synthetic 

<400> 209 
caggtgcagc tggtIgagto tgggggagat gtggtccagc ctgggaggtc cctgagactc 60 
tcctgtacag cCtOtggatt caccttcagt agttatggca tgoaCtgggt ccgccaggct 120 
OCaggcaggg ggCtgaagtg ggtggcagtt atatcatttg atggaaaaaa taaatactat 190 
gcagactccg tgaagggccg attcaccgtc tccagagaca attccaagaa cacgctgttt 240 
ctgcaaatga acagc.ctgag agctgaggac acggctctat attac.tgtgc gaaaaggata 3.00 
acagcaactg gttactacta cttctacggt ttggacgtct ggggccaagg gaccacggtc 360 
aCCgtctcct cag 373  

.<21:0> 210 
<211..> 	124 
<212> PRT 
<213? Artificial Sequence 

‹.220 
<22.3> Synthetic 

<400> 210 
Gin Val Gin Lett Val Giu Ser Gly Gly Asp Val Val Gln Pro Gly Arg 
1 	 5 	 10 15 

Ser Len. Arg Leu SerGys Mx Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 	 25: 30 

Sly Met His Trp Val Arg Gin Ala Pro Gly Arg GIy TJeu Glu Trp Val 
35 	 40 45 

Ala Val Ile Ser Phe Asp Gly Lys Asn LyS Tyr Tyr Ala Asp Ser Val 
50 	 5$ 60 

Lys Gly Arg Phe Thr Val Ser. Arg Asp Asn Ser Lys. ASn Thr Let& Phe 
65 	 70 	 75 80 
Leu Gln Met Asn Ser Len Arg Al.a plu Asp Thr Ala Leu Tyr Tyr Gya. 

85 	 90 95 
Ala Lys. Arg Tie Ala Ala Thr Gly Tyr Tyr Tyr Phe Tyr Sly Leu Asp 

100 	 105 110 
Val Trp Gly Gin. Gly Thr Thr Val Thr Val Ser Ser 

115 	 120 

<210.> 211 
<211> 24 
‹21.2 .  DNA 
<213>. Artificial Sequence 

<220>. 
<223> Synthetic 

<400> 211 
ggattcacct tCagtagtta tggc 24 

..2.10› '212. 
<211> 8 
.212..> 	PRT 
2.13.7 ArtifiCial Sequence 

<220> 
‹22.3• Synthetic 

<400> 212.  
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Gly Phe Thr Phe Ser Ser Tyr Gly 
1 	 5 

<210> 213 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 213 
atatcatttg atggaaaaaa taaa 24 

<210> 214 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 214 
Ile Ser Phe Asp Gly Lys Asn Lys 
1 	 5 

<210> 215 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 215 
gcgaaaagga tagcagcaac tggttactac tacttct.acg gtttggacgt c 51 

<210> 216 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 216 
Ala Lys Arg Ile Ala Ala Thr Gly Tyr Tyr Tyr Phe Tyr Gly Leu Asp 
1 	 5 10 15 
Val 

<210> 217 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 217 
gaaataatga tgacgcagtc tccagccacc ctgtctgtgt ctccagggga aagaggcacc 60 

49 



ctct.cdtgca gggccagtca gagtgttagt adcaacttag cctggtacca gcagaaatpt 120 
ggccagactc ccaggctcct catctatggt gcatceacca gggccagtgg tatoccagCC•180 
aggttcagtg gcagtgggtc tgqqacagag ttcactctca ccatcagcag cctgcagtct 240 
aagattttg eagtttatta ctgteagcag tataataact ggccgctcac tttcggcgga 300 
gggaCCaagg tggagatcaa ac 322 

<10> 218.  
<:211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<4'00> 218 
Glu Ile. Met Met Thr Gin Ser pro Ala Thr. Leu Ser Val Ser Pro Giy 

5 10 15 
Olu Arg G4y Thr Leu Set Cys Arg Ala Ser Gin Set.  Val Ser Ser Asn 

20 25 30 
Leu Ala Trp Tyt Gin Gip liy.a Pro.• .Giy Gin Ala Pro Arg Len Leu Ile.  

35 40 45 
Tyr Gly Ala Ser Thr Arg Ala Ser Gly Ile PrO.  Ala Arg Phe Ser Gly 

50 	 55 80 
Ser Giy. Ser Gly Thr Glu Phe 
6S 	 70 

Thr Len Thr Val 
75 

Ser Ser Lep, Giza Ser 
RO 

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Acn Asn Trp Pro Leu 
85 

Thr Phe Gly Gly Gly Thr Lys val. Clu 
90 
Ile Lys 

95 

100 105 

<21.0> 219 
<211.> 1.8 
<212> DNA 
<:213.> .Artificial SeqUence 

<220> 
<223> Synthetic 

<400> 219 
Cagagtgtta gtagcaac 18 

<210> 220 
<211> 6. 
<212> PRT 
<213> :Artificial Sequehce 

<220> 
<228.>Synthetic 

<400> 220 
Gin Ser Val Ser.  Set Asn 

4, 	 S 

<21.0> 221 
<21.1> 9 
<212> DNA 
<213> Artificial Seqpence 

<220> 
<223> Synthetic 

<100> 221 
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ggtgcatcC 

<210> 222 
<211> 3 
<.212> PRT 
<211,1> Xrtificial SeVerice 

<220> 
<2.23>. Synthetic 

<400> 222 
Gly Ala Ser 
1 

<210> 223 
<211> 27 
<212> DNA 
<213> Artificial :Sequence 

‹22,0› 
<2:2.3> S 	lt4etre 

<400> 223 
cagcagtata ataactggcc gctcact 27 

<21t1> 224 
<221.> 9 
.212.> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 224 
Girl Gln Tyr Asn. Asn. Trp Pro 1,0'9, 

1. 
Thr 

<210> 225 
<211> 367 
<212:> DNA 
‹2a3›. Artificial. Sequence 

<220> 
<223.> Synthetic 

<400> 225 
gaggttcagc tgttggagtc tgqgggaggc ttggtacagc cgagggggtc cctaagactc 60 
tcctgtgcag cctctggatt cacctctatc acctatgcca tgagctgggt ccgccaggct 120 
ccaaggaagg ggctggagtg ggtct.cagct attagtgtta gtggtactaa tacatac:ac 180 
gcagactccg tgaagggccs gttcaccatc tccagagaca agtccaagaa catgctgtat 240 
rtgcaaatga adagOctgag agccgaggac acggccgtgt attactgtgc gaaaga:tctc 300 
otacataact ggaaataegg gaottttgat atctggggcc aagggacaat ggtcaccgtc 360 
tottcag 367 

<210> 226 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 226 
Giu Val Gin Leu Leu Giu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 ,,. 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Ser Ile Thr. Tyr 
20 25 30 

Ala Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Ala Ile Ser Val Ser Gly Thr Asn Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Lys Ser Lys Asn Met Leu Tyr 
65 70 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 
Ala Lys Asp Leu Leu His Asn Trp Lys Tyr Gly Thr Phe Asp Ile Trp 

100 105 110 
Gly Gin Gly Thr Met Val Thr Val Ser Ser 

115 120 

<210> 227 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 227 
ggattcacct ctatcaccta tgcc 

<210> 228 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 228 
Gly Phe Thr Ser Ile Thr Tyr Ala 
1 5 

<210> 229 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 229 
actagtgtta gtggtactaa taca 

<210>.230 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 230 
Ile Ser Val Ser Gly Thr Asn Thr 
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1 
	

5 

<210> 231 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 231 
gcgaaaaatc tcctacataa ctggaaatac gggacttttg atatc 45 

<210> 232 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<4.00> 232 
Ala Lys Asp Leu Leu His Asn Trp Lys Tyr Gly Thr Phe Asp Ile 
1 	 5 	 10 15 

<210> 233 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 233 
gaaatagtga tgacgcagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 
ctctcctgca gggccagtca gagtgttgac agcaacttag tctggtacca acaaaaacct 120 
ggccaggtt:c ccaggctcct catctatggt gcatccacca gggccactgg tatcccagcc .180 
aggttcagtg gcagt:gggtc tgggacagag ttcactctca ccatcagcaq cctgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataagt ggccgcteac tttcggcgga 300 
gggaccaagg tggagatcaa ac 322 

<210> 234 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 234 
Glu Ile Val Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 	 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Set Gin Ser Val Asp Set Asn 
20 	 25 30 

Leu Val Trp Tyr Gin Gin Lys Pro Gly Gin Val Pro Arg Leu Leu Ile 
35 	 40 45 

Tyr Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr. Glu Phe Thr Leu Thr Tie Ser Ser Leu Gin Ser 
65 	 70 	 75 80 
Giu Asp Phe Ala Val Tyr Tyr Cys Gin Gln Tyr Asn Lys Trp Pro Leu 

85 	 90 95 
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Thr Phe Sly Gly sly Thr Lys Val Glu Ile Lys 
100 	 105. 

<210> 235 
<211> la 
<.212> DNA 
<213> Artificial Sequence 

<2.20> 
<223> Synthetic 

<400> 235 
cagegtgt:tg aOsigcaac 

<210> 230 
<2.11> 6 
<2.12>. PRT 
<213> AXtificial Sequence 

<220> 
<223> Synthetic 

<400> 236 
Gin Ser Val Asp Ser Ama 
1 
	

5 

<210> 233 
<2'4.1> 9 
5211> DNA 
<213> Artificial SequOnCO. 

<220> 
<223> Synthetic 

<400> 237 
ggtgcatcc. 

<21.0> 238 
<211> 3 
<2.1.2.> 	I:421' 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<40'0> 238 
sly Ala $er 
1 

<21.0> 	239.  
<2:11> 27 
<212> DNA 
<21:3.› Artificial Sequence 

<220> 
<223> Synthetic 

0.0.p› 239 
cAgcagtata. atnagtgi:Icc. 4ctcact 

<2110> 24.0 
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<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 240 
Gin Gin Tyr Asn Lys Trp Pro Leu Thr 
1 	 5 

<210> 241 
<211> 367 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 241 
gaggttcagc tgttggagtc tgggggaggc ttggtacagc cgggggggtc cctgagactc 60 
tcctgtgcag cctctggatt cacctctatc acctatgcca tgagctgggt ccgccaggct 120 
ccagggaagg ggctggagtg ggtctcagct attagtgtta gtggtactaa tacatactac 180 
gcagactccg tgaagggccg gttcaccatc tccagagaca agtccaagaa catgctgtat 240 
ctgcaaatga acagcctgag agccgaggac acggccgtgt attactgtgc gaaagatctc 300 
ctacataact ggaaatacgg gacttttgat atctggggcc aagggacaat ggtcaccgtc 360 
tcttcag 367 

<210> 242 
<211> 122 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 242 
Glu Val Gin Leu Leu Giu Ser Gly ay Gly Leu Val Gin Pro Gly Gly 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Ser Ile Thr Tyr 
20 	 25 30 

Ala Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 	 40 45 

Ser Ala Ile Ser Val Ser Gly Thr Asn Thr Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Lys Ser Lys Asn Met Leu Tyr 
65 	 70 	 75 80 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 95 
Ala Lys Asp Leu Leu His Asn Trp Lys Tyr Gly Thr Phe Asp Ile Trp 

100 	 105 110 
Gly Gin Gly Thr Met Val Thr Val Ser Ser 

115 	 120 

<210> 243 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 
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<400> 243 
ggattcacct ctatcaccta tgcc 
	 24 

<210> 244 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 244 
Gly Phe Thr Ser Ile Thr Tyr Ala 
1 	 5 

<210> 245 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 245 
attagtgtta gtggtactaa taca 24 

<210> 246 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 246 
Ile Ser Val Ser Gly Thr Asn Thr 
1 	 S 

<210> 247 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 247 
gcgaaagatc tcctacataa ctggaaatac gggacttttg atatc 45 

<210> 248 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 248 
Ala Lys Asp Leu Leu His Asn Trp Lys Tyr Gly Thr Phe Asp Ile 
1 	 5 10 15 
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•<210.> 249 
<211> 325 
<212> DNA. 
<213> ArtifiCial Sequence 

<220> 
<223> Synthetic 

<400> 249 
gaaatagtqa tgacacagte tecagccaoc ctgtctgtgt. ctCcagggga SagacccaCC. 60 
ttctectgca gggccagtca gagtgttagC agcaacttag cctggaacca geagaaacct 12.0 
ggceaggctc .etaggctcot catctatggt gCatccacca gggtcacggg tatcccagcc 180 
aggttcagtg geagtgggLe tggaacagag ttcactttea ccatcagcaq cctgcagtet 240 
gaagattttg cagtttatta ctgtcagcag tataaCaact ggcecatgta Cacttttggq 30.0 
caggggacca agctggagat caaac 325 

<210> 250 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<490> ..250 
Glu Ile. Val Met Thr G1.n Ser  Pro Ala Thr BELT Ser Val. S'.r Pro Gly 
I 	 :5 	 10 15 
Gin Arg Ala.  Thr Len Ser. Cys Arg Ala Ser Gin Set Val Ser Set NOn 

20 	 25 30 
Leu Ala Trp ASn Gin Gin Lys Pro Gly Gin Ala Pro Arg Len Len Ile 

35 	 40 45 
Tyr Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 

50 	 55 .60. 
Ser Gly Ser Gly Thr Gin PIe Thr Len Thr Ile Ser Ser Len Gin Ser 
65 	 '70 	 75 80 
GIu Asp PIe Ala Val Tyr Tyr Cys G n Gin STI. Asn Trp Pro Met 

5 	 90' 95 
Tyr Thr She Gly Gin Gly Thr LyS Len Giu Ile Lys 

100 	 V)5. 

<210> 	25:..1 
<211> IS 
‹212:,  DNA. 
2a3-3-- Artificial Sequence 

<220> 
<223> Synthetic 

<400> 251 
cagagtgtta gpagoaac 18 

<210> 25.2 
<211> 5 
<212> PRT 
.5213> Artificial S6..quence 

<220› 
‹;223..> Synthetic 

.40() 	252 
Gin Ser Val Ser Ser Asn 
1 	 5 
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<210> 253 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 253 
qqtgcatcp. 9 

<210 -> 	254 
‹21.a› .3 
<21.2> PRT 
<213> Artificial Sequence 

<220> 
<223.> :Synthetic 

<4.0.0>• 254 
Gly Ala Ser 

<210>. '255 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<2.23>. 'Synthetic 

<400> 255 
cag.cagtata acaactggcc catgtacact 30 

<210> 256  
5211> 10 
<212> :PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 256. 
Gin. Gin Tyr Aan Asfl• Tip Pro Met Tyr Thr 
1 	 5 10 

<210> 257 
<211> 361 
<212> DNA 
<213> Artifdial Sequence 

<220> 
<223> ...Synthetic 

<4.00> 	2.57 
caggtgcagc tggtggagto tqggggaggc gtggteeagc ctgggagate cctgagactc 60 
tcctgtgaag cotCtggatt caCCttcagt agttctggca tgcactgggt ecgccaggct 12:0 
ccaggcaagg ggctgcagtg ggtggctgtt atatcatatg atggaaataa taaattttat 18-0 
gaagactccg tgaagggccg attgaccatt tccagagaca attccaacaa oactctgtgg 240 
ctgcaaatga acagcctgag agttgaagac acggetgttt attactqtgc gaaatcagga 30.0. 
ggtagagtgg gagecgoott tgcctaetgg ggccagagaa ccctagtcac cgtetcotca .360 
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e210> 258 
<.211> 120 
<212> PRT 
<213> Artificial Sequence 

20? 
, 2235 	81,11P- 

<400> 258 
Gin Val Gin Len Val Glu Ser Gly Gly Gly Val Val Cln PrO Gly Arg 
1 5 10 15 

Ser Len Arg Leu Ser Cys Glu Ala Ser Gly Phe Thr She .8er• Set Ser 
20 25 30 

Gly :Met His Trp Val. Arg Gin Ala Pro Gly Lys Gly Leu Gin Trp Val 
35 40. 45 

Ala Val Ile Ser Tyr Asp Gly Asn Asn L.ys Phe Tyr Gin Asp Ser Val 
50 SS 60. 

Lys Gly Arg Leu 
65 

Thr Ile Ser 
70 

Arg Asp Asn Set 
75 

Aan Asn. Thr Len Trp 
as 

Lett Gin Met. Asn Ser X,eu Arq Vai Glu Asp Thr Ala Val Tyr Tyr Cys 
SS 90 95. 

Ala Lye Ser Gly Gly Arg Val Gly Ala Ala She Ala Tyr Tfp Gly Gin 
100 105 110 

Gly Thr Leu Val Thr Val Ser Per 
115 :120 

<210..› .259 
‹211.› 24 
<212.> DNA 
!c213> Artificial Sequence 

<220> 
<2..23. 	Synthetic 

.41.0.0> 	259 
ggattCacct tcagtagttc tggc 

<2:10> 260 
<211> :8 

2:12 	PRT 
<213>. Artificial Sequence 

<22:0),  
<2:23> Synthetic 

<400>: 260 
Gly Phe Thr She Ser Ser Ser Gly 
1 5 

<210> 261 
<2.11›. 24 
<212›. DNA 
<213:> .Artificial Sequence 

<220> 
223 	Synthetic 

<400> 261 
atatcatatg atggaaataa. taaa 

361 

24 

24 
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<210> 262 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 262 
Ile Ser Tyr Asp Gly Asn Asn Lys 
1 	 5 

<210> 263 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<40.0> 263 
gcgaaatcag gaggtagagt gggagccgcc tttgcctac 39 

<210> 264 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 264 
Ala Lys Ser Gly Gly Arg Val Gly Ala Ala Phe Ala Tyr 
1 	 5 10 

<210> 265 
<211> 337 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 265 
gatattgtga acactcagtc tccactctct ctgcccgtca cccctggaga gccggcctcc 60 
atctcctgca ggtctagtca gagcctcctg tatggtaatg gatacaacta tttggattgg 120 
tacctgcaga agccagggca ctctccacag ctcctgatct atttgggttc taatcggggc 180 
tccggggtcc ctgacacgtt cagtggcagt ggatcaggca cagattttac actgaagatc 240 
agcagagtgg aggctgaaga tgttggcatt tattactgca tg.caaactct acaaactcca 300 
ttcactttcg gccctgggac caaaatgtat atcaaac 337 

<210> 266 
<211> 112 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 266 
Asp Ile Val Asn Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 	 5 10 is  
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Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gin Set Leu Leu Tyr Gly 
20 25 30 

Asn Gly Tyr Asn Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly His Sex- 
35 40 45 

Pro Gin Leu Leu Ile Tyr Leu Gly Set Asn Arg Gly Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile 
65 70 75 80 
Ser Arg Val Glu Ala Glu Asp Val Gly Ile Tyr Tyr Cys Met Gin Thr 

85 90 95 
Leu Gin Thr Pro Phe Thr Phe Gly Pro Gly Thr Lys Met Tyr Ile Lys 

100 105 110 

<210> 267 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 267 
cagagcctcc tgtatggtaa tggatacaac tat 

<210> 268 
<211> 11 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 268 
Gin Ser Leu Leu Tyr Gly Asn Gly Tyr Asn Tyr 
1 5 10 

<210> 269 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 269 
ttgggttct 

<210> 270 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 270 
Leu Gly Set' 
1 

<210> 271 
<211> 27 

61 



<212> DNA 
<213> Artificial .Sequence 

<220 
<223> Synt4etic 

<400.› 271 
atgcaaactc tacaaactcc attcact 27 

<210> 272. 
<21.1.> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 2.112 
Met Gin Thr Len Gin "hr Pro Phe Thr 
1 	 5 

<210> 273.. 
<211> 376 
<212> DNA 
<.213> Artificial Sequence 

<22.0.5• 
<2235. Synthetic 

<400? 2/3 
gaggtgcagc tgttggagfe t.gggggaggc ttggtacagc Olgggiaggtc ccgagactc 6.0 
tcctgtgcag gctctggaa.cacctttagc agctatgcca tgagCtgggt ccgccAggct. 120. 
doagnaagg ggctggagtg• ggtctcagct attagtggta atggtggtac OacaaactaC 180 
gcagactccg. tgaagggccg gttcaccatc tccagagaca ac.tccaagaa aacgctgtat 240 
ctgcaaatga aCagcctgag agccgaggac acggccgtat attactgtgc gaaagaaaga 300. 
atccttacca guagctggap gaggtaeggt attatggacg tctggggcca agggaccacg 360 
gtca:ccgtct cOtCaq 376 

<210>:274. 
<211> 125 
<212.5 PRT 
<213.> Artificial Sequence 

<220> 
22.3..> .Synthetic 

<40.0> 274 
Glu Val Gln Len Lea G111. Str qly Gly Gly Len Val Gin Pro Gly G..1,  
1 	 5 	 10 IS 

Ser Len Arg Len Ser Cys .Ala ply ser Gly Ile Thr Phe $/,-. 
20 	 25 	 ap 

Str Tyr 

Ala met. Ser Itp Val Arg Gin Ala fro .Gly Lys Giy Len Gin Trp Val 
35 	 40 	 46 

Ser Ala Ile Ser Gly Asn Gly Gly Thr Thr Asn Tyr Ala. Asp. Ser Val 
50 	 55. 	 6.0 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Len Tyr 
65 	 70 	 75 $0 
Len Gin Met Asn Ser Len Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 	 90 35 
Ala Lys Glu Arg.  Ile lieu.. ihr Ser Ser Trp Thr Arg Tyr Gly Ile Met 

100 	 105 110 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser $e.,_- 

115 	 120. 	 125. 



<210> 275 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 275 
ggaatcacct ttagcagcta tgcc • 24 

<210> 276 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 276 
Gly Ile Thr. Phe Ser Ser Tyr Ala 
1 	 5 

<2.10> 277 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 277 
attagtggta atggtggtac caca 24 

<210> 278 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 278 
Ile Ser Gly Asn Gly Gly Thr Thr 
1 	 5 

<210> 279 
<211> 54 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 279 
gcgaaagaaa gaatccttac cagcagctgg acgaggtacg gcattatgga cgtc 54 

<210> 280 
<211> 18 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 280 
Ala Lys Glu Arg Ile Leu Thr Ser Ser Trp Thr Arg Tyr Gly Ile Met 
1 	 5 10 15 

Asp Va]. 

<210> 281 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 281 
gaaatagtga tgacgcagtc tccagccacc ctgtctatgt ctccagggga aagagccacc 60 
ctctcctgca gggccagtca gagtgttagc agcaacttag cctggtacca gcagaaacct 120 
ggccaggctc ccaggctcct catctatggt gcatccacca gggccactgg tatcccagcc 180 
aggttcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cctgcagtct 240 
gaagattttg cagtttatta ctgtcagcag tataataact ggcctctcac tttcggcgga .300 
gggaccaagt tagagatcaa ac 322 

<210> 282 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400>.  282. 
cau Ile%Val Met Thr Gln Ser Pro Ala Thr Leu Ser Met Ser Pro Gly 
1 	 5 10 .15 

Gip. Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Asn 
20 2.5 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 
35 	 40 45 

Tyr G.ly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser 
65 	 70 75 80 
Giu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Asn Asn Trp Pro Leu 

85 90 95 
Thr Phe Gly Gly Gly Thr Lys Leu Giu Ile Lys 

100 105 

<210> 283 
<211> 18 
<212> DNA 
<213> Artificial Seauence 

<220> 
<223> Synthetic 

<400> 283 
cagagtgtta gcagcaac 18 
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210> 284 
2i1.? 	6 

<21.2> PRT 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400:› 284 
Gin Ser VO.. Ser Sr Asn 
1 	 5 

<210> 285 
<211> 9 
<212> DNA 
<213›• Artificial Sequence 

<210.  
<223> Synthetic 

<400> .285 
ggtgOatc-C. 

<210> 286. 

<211. .. 
<212> PRT 
<21.1> ArtificiaI Segtlende. 

<220> 
<223> Synthetic 

<400> 286 
Gly Ala Ser 
a 

<210> 287 
<211› 27 
c21.2> DNA 
<213> Artificial Sequence 

4:220.> 
<223? Synthetic 

<400> 287 
cagcagtata ataactggcc tctcact 

<2.10 	28B 
<211> 9 
<212> PRT 
'213> Artificial Sequence 

c220?. 
<223> Synthetic 

<400> 288. 
:Gin Oln Tyr Azn...Aen Trp Pro. Leu Thr 
1 	 5 

‹.:210. 28.5 
',11-.› 	358 

.‹212› DNA 
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<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 289 
caggtgcaac tacagcagtg gggcgcagga ctgttgaagc cttcggagac cctgtccctc 60 
acctgcgctg tctatggtgg gtccttcagt ggttactact ggagctggat ccgccagccc 120 
ccagggaagg ggctggagtg gattggggaa atcaatcata gtggaaacac caactacaac 180 
ccgtccctca agagtcgagt caccatatca gtagacacgt ecaagaacca gttctccctg 240 
aaactgaact ctgtgaccgc cgcggacacg gctgtgtatt actgtgcgag aagagaggct 300 
acagtaactc catactttga ctactggggc cagggaaccc tggtcaccgt ctcctcag 358 

<210> 290 
<211> 119 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 290 
Gin Val Gin Leu Gin Gin Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu 
1 	 5 	 10 15 
Thr Leu Ser Leu Thr Cys Ala Val Tyr Gly Gly Ser Phe Ser Gly Tyr 

20 	 25 30 
Tyr Trp Ser Trp Ile Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp Ile 

35 	 40 45 
Gly Glu Ile Asn His Ser Gly Asn Thr Asn Tyr Asn Pro Ser Leu Lys 

50 	 55 60 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gin Phe Ser Leu 
65 	 70 	 75 80 
Lys Leu Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala 

85 	 90 95 
Arg Arg Glu Ala Thr Val Thr Pro Tyr Phe Asp Tyr Trp Gly Gin Gly 

100 	 105 110 
Thr Leu Val Thr Val Ser Ser 

115 

<210> 291 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 291 
ggtgggtcct tcagtggtta ctac 24 

<210> 292 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 292 
Gly Gly Ser Gly Ser Gly Tyr Tyr 
1 	 5 
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<210> 293 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 293 
atcaatcata gtggaaacac c 21 

<210> 294 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 294 
Ile Asn His Ser Gly Asn Thr 
1 	 5 

<210> 295 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 295 
gcgagaagag aggctacagt aactccatac tttgactac 39 

<210> 296 
<211> 13 
<212> PRT 
<213> Artificial. Sequence 

<220> 
<223> Synthetic 

<400> 296 
Ala Arg Arg Glu Ala Thr Val Thr Pro Tyr Phe Asp Tyr 
1 	 5 10 

<210> 297 
<211> 322 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 297 
gacatccagt tgacccagtc tccatccttc ctgtctgcat ctgtaggaga cagagtcacc 60 
atcacttgct gggccagtca gggcattagc agttabttag cctggtatca gcaaaaacca 120 
gggaaagccc ctaagctcct gatctatgct gcatccactt tgcaaagtgg gggccagtca 180 
aggttcagcg gcagtggatc tgggacagaa tt.c.actctca caatcagcag cctgcagcct 240 
gaagattttg caacttatta ctgtcaacag cttaatagtt atccgctcac tttcggcgga 300 
gggaccaagg tggagatcaa ac 322 
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<210> 298 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 298 
Asp Ile Gin Leu Thr Gin Ser Pro Ser Phe Leu Ser Ala Ser Val Gly 
1 5 10 15 
Asp Arg Val Thr Ile Thr Cys Trp Ala Ser Gin Gly Ile Ser Ser Tyr 

20 25 30 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 

35 40 45 
Tyr Ala Ala Ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 

50 55 60 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 70 75 80 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gln Leu Asn Ser Tyr Pro Leu 

85 90 95 
Thr Phe Gly Gly Gly Thr Lys Val Giu Ile Lys 

100 105 

<210> 299 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 299 
cagggcatta gcagttat 

<210> 300 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 300 
Gin Gly Ile Ser Ser. Tyr 
1 5 

<210> 301 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 301 
gctgcatcc 

<210> 302 
<211> 3 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> Synthetic 

<400> 302 
Ala Ala Ser 
1 

<210> 303 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 303 
caacagctta atagttatcc gctcact 27 

<210> 304 
<211> 9 
<.212> PRT 
<213> Artificial Sequence 

<2.20> 
<223> Synthetic 

<400> 304 
Gin Gin Leu Asn Ser Tyr Pro Leu Thr 
1 	 5 

<210> 305 
<211> 355 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 305 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 60 
tcctgtgtag tctctggatt caacttcagt aggaatggca tacactgggt ccgccaggct 120 
ccaggcaagg ggctggaatg ggtggcagtt atatcatatg atggaagaaa taaattttat 180 
gtagagtccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240 
ctgcaaatga acagtctgag agttgaggac acggctgtat attactgtgc gaaatcctca 300 
attggagggt tttttgaata ctggggccag ggaaccctgg tcaccgtctc ctcag 355 

<210> 306 
<211> 118 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 306 
Gin Val Gln Leu Val Giu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Val Val Ser Gly Phe Asn Phe Ser Arg Asn 
20 	 25 30 

Gly Ile His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Giu Trp Val 
35 	 40 45 
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Ala Val Ile Ser Tyr Asp Gly Arg Asn Lys Phe Tyr Val Glu Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 75 	 80 
Leu Gin Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 	 95 
Ala Lys Ser Ser Ile Gly Gly Phe Phe Glu Tyr Trp Gly Gin Gly Thr 

100 105 	 110 
Leu Val Thr Val Ser Ser 

115 

<210> 307 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 307 
ggattcaact tcagtaggaa tggc 

<210> 308 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 308 
Gly Phe Asn Phe Ser Arg Asn Gly 
1 	 5 

<210> 309 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 309 
atatcatatg atggaagaaa taaa 

<210> 310 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 310 
Ile Ser Tyr Asp Gly Arg Asn Lys 
1 	 5 

<210> 311 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

70 



5220› 
<221> Synthetic 

<.400> 311 
gcgaaatcct caattggagg gttttttgaa t 0: 33 

<21.0.> 312 
<211.., 	11 
<2:12> PRT 
<213> Artificial Sequence 

<220> 
<223>. Synthetic 

<400> 312 
Ala: Lys Ser. Ser Ile Gly G r Phe Phe Glu Tyr 

5 	 10 

<21Q> 313 
‹211› 33/ 
<212> DNA 
<2.13> Artificial Sequence 

<22.0> 
<2:23.> Synthetic 

<400> 313 
gatattgtga taactcagtc tecactetct ctgCccgtca ctcctggaga gccggcctcc 60 
atctcctgca ggtctagtca gagcctcctg Cataataatg gatacaacta tttggattgg 120 
tacctgcaga agccaggaca gtctccacaa ctcatgatct atttgggttc tcatCggg0C 180 
tccgaggtcc ctgacaggtt cagtggcagt ggatcaggca cagattttac actgaaaatC 240 
agcagagtgg agclogagga tgttggagtc tattactgca ttcaagttca acaaactccg 3.0.0 
atcaccttcg gccaagggac acggctggag attaaac .337 

.2.10> 	.314 
<211> 112 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> SynOtetic 

<400> 314 
Asp Ile val Met Thr Gin Set Pro Leu Ser Leu pro Val Thr pro Gly 
1 	 5 	 10 15 

Glu Pro Ala Ser Ile Set Cys: Arg Ser Ser Gin Ser Leu Leu His Ser 
20 	 25 30 

Asn Gly Tyr. Asn Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin Her 
35 	 40 45 

Pro Gin Leu Met Ile Tyr Len Gly Ser His Arg Ala Her Gly Val Pro 
50 	 5.5 50 

Asp Arq Phe Ser Gly Ser Gly Her Sly Thr Asp Phe. Thr. Leu Lys Ile 
65 	 70 	 75 80 
Ser Arg Val Gin ..Ala Glu Asp Val Gly Val Tyr Tyr Cys Ile Gln Val 

85 	 90 95 
Gin Gin Thr Pro Tie Thr Phe my pin Gly Thr Ars Leu. Glu Ile Lys 

100 	 105 110 

.<21.0> 315 
<211> 33 
<2a2> DNA 
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‹213› Artificial equence 

<220> 
<223> Synthetic 

<400> 315: 
cacragcct'cc: tgcatagtaa, tggatacaac tat 

<210> 316 
<211> 11 
.212› PRT 

<213>. Artifi ial 	equence 

<220> 
<223> Synthetic 

<420> 316 
Gin Ser Leta Leu Hie Set 4Sft aly Tyr Asn Tyr 

:5. 10 

<210> 317 
<211> 9' 
<212> DNA. 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<40.0> 	317 
ttgggttct 

-‹21.0> 	318 
<211> 3 
<21.2.> 	PRT 
<21:3> Artificial. SeqUencp 

<220> 
<223> Synthetic 

<400> 315 
Led Gly Sax' 
1 

<210> 3.19 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
c223> 	,hetic 

<400> '319 
attcaagttt aataaactcc gatCact 

210.:› 	320 
<211> 9 
<212> PRT 
‹213› Artificial Sequence. 

<220> 
<223> 	ynthetic 
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<400> 320 
Ile Gin Val Gin Gin Thr Pro lie Thr 
1 	 5 

4210> 321 
<211> 337 
<212> DNA 
4213> Artificial Sequence 

<22.0.> 
<2:23> Synthetic 

<400> 321 
gatattgtga tpactcagac tccactctcc tcacctgtca cccttggaca gccggcctcc 60 
acctcctgca ggtctagtca aagcctcgta cacagtgatg gaaacaccta cttgagttgg 120 
cttcagcaga ggccaggcca gcctccaaga ctcctaattt acaagatttc. taaccggttc 180 
tctggggtcc cagacagatt cagtggcagt ggggcaggga cagatttcac. actgaaaatc 240 
agcagggtgg aagctgagga tgtcggggtt tatttctgca tgcaagctac acaatttecT300 
tacacttttg gepaggggaC .caagctggag atcaaag 337 

<210> 3.22 
42.11 	112. 
<212> PRT 
4213.›. Attificfoal Sequence 

<220> 
<223>. Synthetic 

<400> 322. 
Asp Ile Val Met Thr Gin Thr Pro Len Ser Ser Pro: Val Thr Leu Gly 
1 	 5 	 10 15 
Gin Pro Ala Ser Tie Ser Cys Arg Ser Ser. Gln Ser Len Val His Ser 

20 	 25 30 
Asp Gly Asn Thr Tyr Len Ser Trp Len Gin Gin Arg Pro. Gly Gin Pro 

35 	 40 45 
Pro Atg Len Len Ile Tyr Lye Ile Ser Asn Arg Phe Ser Gly Val Pro 

50 	 55 :60 
Asp Arg Phe Ser Giy Ser Gly Ala ply Thr Asp Phe Thr Len Lys Ile 
65 	 70 	 75 80 
Ser Arg Val Gin Ala Gln Asp Val Gly Val Tyr Phe Cys Met Gin .Ala 

65 	 90 95 
Thr Gin Phe Pro Tyr Thr Phe ay Gin (ay Th.t.  Lys. Leu Gin Ile Lys 

100 	 105 110 

<2105.  323 
<211> 33 
4212.> DNA 
4213> Artificial Sequence 

42.20 
<223> Synthetic 

4400> 323 
caaagcptCg tapaCagtqa tggaaaCacC tac 33 

<210> 324 
<211> 11 
<212> PRT 
<:213> Artificial Sequence. 

<220›. 
<223> Synthetic 
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<LAO.> 324 
Gin Ser Leu Val His .Set Asp Gly Agn Thr Tyt 
1 	 5 10 

<2105... 325' 
<211> 9 
<212> ✓NA 
<213> Artificial Sequence 

<2205: 
<223:>. Synthetic 

<400> 	3.25 
aagatttct 

‹210), 	326 
<211> 3. 
.12> PRT 
<2135 Artificial Sequence 

<220> 
<22.3:› Synthetic 

<400> 326 
Lys Ile Ser 

1 

<210> 327. 
<211> 27 
<2125 DNA 
<213:> Artificial Sequence 

<220> 
‹223>. Synthetic 

<400> 327 
atgeaagaa cacaatttcc gtacact 

<210> 	32.8.  
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 328• 
Met Gin Ala Thr Gin Phe Pro Tyt-  Thr. 
1 	 5 

<210.5 329 
<21:1'5 8 
<2125 PRT 
<213> Artificial Sequence 

<220> 
c223> Synthetic 

<220> 
<221> VARIANT 
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<222> (1)...(1) 
<2:23> a Xaa = Gly 

<220> 
<221> VARIANT 
<222> 	(2).,,(2) 
<223> Xaa = Phe 

<220> 
<22.1> VARIANT 
<222> 	(3),..(3) 
<223>. Xaa - Thr 

<220> 
<221> VARIANT 
<222> 	(4),..k4) 
<223> Xaa = Phe 

<220> 
<221> VARIANT 
<222> 	(S). 	.(5) 
<223> Xaa 	Ser 

<220> 
<221> VARIANT 
<222> 	(6)..,(5) 
<223> Xaa = Ala or Ser 

<220> 
<221> VARIANT 
<222> 	(7)...(7) 
<223> Xaa = the or Tyr 

<220> 
<221> VARIANT 
<222> 	(8)...(8) 
<223> Xaa = Gly or Ala 

<4:00> 329 
Xaa: Xaa Xaa. Xaa Xaa Xaa Xaa Xaa 
1 	 q 

<21Q> .330  
<211> 8 
<212> pRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<220> 
4221> VARIANT 
<222> 	(1)...(1) 
<223> Xaa = Ile 

<220> 
<221> VARIANT 
'5222> 	(2).,,(2).  
<221> Xaa. 	Gly or Ser 
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<220> 
e221> VARIANT 
<222> 	(3)...(3) 
<223> Xaa = Tyr or Gly 

<220> 
<221.> VARIANT 
<22.2> 	(4)—(4) 
<223> Xaa = Ser or Asp 

<220> 
<221> VARIANT 
<222> 	(5)_(5) 
<221> Xaa . Gly 

‹.220› 
221>. VARIANT 
<222> 	(6)—(6) 
<223>. Xaa - Gly 

<220> 
<221> VARIANT 
<222> 	(7).,..(7) 
22'.3.> Xaa . Ser or Asn 

<220> 
<221> VARIANT 
,.2.22.> 	($)—(8) 
<223> Xaa - Ala or Glu 

<400> 330 
Xaa Xaa. Xaa Xaa. Xaa Xaa Xaa. Xaa 
1 	 5 

<210> 331 
<211> 13 
<2:12> PRT 
‹2.3 	Artificial Secmence 

<2205. 
<223> Synthetic 

<220> 
, 2.21> VARIANT 
2.2.2> 	(1)—(1) 
<22.3> Xaa =•Oer or Ala 

<220> 
<221> VARIANT 
<22 	(2) ... (2) 
<.223> Xaa = Thr or Lys 

<nl) 
<221> VARIANT 
<222> 	(3).„(31 
<223> Xaa = Asp or lie 

<1220> 
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<221> VARIANT 
<222> (4)—(4) 
<223> Xaa = Gly or Ser 

<220> 
<221> VARIANT 
<222> (5)...(5) 
<223> Xaa = Ala or His 

<220> 
<221> VARIANT 
<222> (6)—(6) 
<22.3> Xaa = Trp or Tyr 

<220> 
<221> VARIANT 
<222> (7)...(7) 
<223> Xaa = Lys or Asp 

<220> 
<221> VARIANT 
<222> (8)—(8) 
<223> Xaa = Met or Ile 

<220> 
<221> VARIANT 
<222> (9)—(3) 
<223> Xaa = Ser or Lou 

<220> 
<221> VARIANT 
<222> (10)....(10) 
<223> Xaa = Gly or Ser.  

<220> 
<221> VARIANT 
<222> (11)...(11) 
<223> Xaa = Leu or Gly 

<220> 
<221> VARIANT 
<222> (12)—(12) 
<223> Xaa = Asp or Met. 

<220> 
<221> VARIANT 
<222> (13)...(13) 
<223> Xaa = Val or Asp 

<220> 
<221> VARIANT 
<222> (14)...(14) 
<223> Xaa = Val or absent 
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<400> 331 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 10 

<210> 332 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<220> 
<221> VARIANT 
<222> 	(1)—(1) 
<223> Xaa = Gin 

<220> 
<221> VARIANT 
<222> 	(2)...(2) 
<223> Xaa = Asp or Gly 

<220> 
<221> VARIANT 
<222> 	(3)—(3) 
<223> Xaa = Ile 

<220> 
<221> VARIANT 
<222> 	(4)—(4) 
<223> Xaa = Ser 

<220> 
<221> VARIANT 
<222> 	(5)...(5) 
<223> Xaa = Asp or Asn 

<220> 
<221> VARIANT 
<222> 	(6)...(6) 
<223> Xaa = Tyr, or Trp 

<400> 332 
Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 

<210> 333 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<220> 
<221> VARIANT 
<222> 	(1)...(1) 
<223> Xaa = Thr or Ala 

<220> 
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<221> VARIANT 
<222> 	(2)...(2) 
<223> Xaa = Thr or Ala 

<220> 
<221> VARIANT 
<222> 	(3)...(3) 
<223> Xaa = Ser 

<400> 333 
Xaa Xaa Xaa 

1 

<210> 334 
c2].1> 	9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<220> 
<.221> VARIANT 
<222> 	(1)...(1) 
<223> Xaa = Gin 

<220> 
<221> VARIANT 
<222> 	(2)...(2) 
<223> Xaa = Lys or Gin 

<220> 
<221> VARIANT 
<222> 	(3)...(3) 
<223> Xaa = Ala or Tyr 

<220> 
<221> VARIANT 
<222> 	(4)...(4) 
<223> Xaa = Asp or Asn 

<220> 
<221> VARIANT 
<222> 	(5)—(5) 
<223> Xaa = Ser 

<220> 
<221> VARIANT 
<222> 	(6)...(6) 
<223> Xaa = Ala or Phe 

<220> 
<221> VARIANT 
<222> 	(7)—(7) 
<223> Xaa = Pro 

<220> 
<221> VARIANT 
<222> 	(8)....(8) 
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<223> Xaa = Leu 

<220> 
<221> VARIANT 
<222> 	(9)...(9) 
<223> Xaa = Thr 

<400> 334 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 

<210> 335 
<211> 330 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 335 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 
1 5 10 15 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Len Val Lys Asp Tyr 
20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Len Thr Ser 
35 40 45 

Gly Val His Thr Phe Pro Ala Val Len Gin Ser Ser Gly Len Tyr Ser 
50 55 60 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Len Gly Thr Gin Thr 
65 70 75 80 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 
Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 

100 105 110 
Pro Ala Pro Glu Leu Len Gly Gly Pro Ser Val Phe Len Phe Pro Pro 

115 120 125 
Lys Pro Lys Asp Thr .Leu Met Ile Ser Arg Thr Pro Gin Val Thr Cys 

130 135 140 
Val Val Val Asp Val Ser. His Glu Asp Pro Gin Val Lys Phe Asn Trp 
145 150 155 160 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 

165 170 175 
Gin Gin Tyr Asn Ser Thr Tyr Arg Val Val -Ser Val Len Thr Val Leu 

180 185 190 
His Gin Asp Trp Leu Am Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 

195 200 205 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 

210 215 220 
Gin Pro Arg Gin Pro Gin Val Tyr Thr Len Pro Pro Ser Arg Asp Glu 
225 230 235 240 
Leu Thr Lys Asn Gin Val Ser Len Thr Cys Leu Val Lys Gly Phe Tyr 

245 250 255 
Pro Ser Asp Ile Ala Val Giu Trp Gin Ser Asn Gly Gin Pro Glu Asn 

260 265 270 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 

275 280 285 
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn 

290 295 300 
Val Phe Ser Cys Ser Val Met His Gln Ala Leu His Asn His Tyr Thr 
305 310 315 320 
Gin Lys Ser Leu Ser Len Ser Pro Gly Lys 

325 330 
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<210> 336 
<211> 327 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 336 
Ala Set Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg 
1 5 10 15 

Ser Thr Sex-  Glu Set Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
20 25 30 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Sex' Gly Ala Leu Thr Sex 
35 40 45 

Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 
50 55 60 

Leu Ser Ser Val Val Thr Val Pro Set Ser Ser Leu Gly Thr Lys Thr 
65 70 75 80 
Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys 

85 90 95 
Arg Val Glu Set Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro 

100 105 110 
Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys 

115 120 125 
Asp Thr Len Met Ile Ser Arg Thr Pro Gin Val Thr Cys Val Val Val 

130 135 140 
Asp Val Ser Gln Glu Asp Pro Glu Val Gin Phe Asn Trp Tyr Val Asp 
145 150 155 160 
Gly Va]. Glu Val His Asn Ala Lys Thr Lys Pro Arg Gin Gin Gin Phe 

165 170 175 
Asn Ser Thr Tyr Arg Val Val Ser. Val Len Thr Val Leu His Gin Asp 

180 185 190 
Trp Leu Asn Gly Lys Gin Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu 

195 200 205 
Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg 

210 215 220 
Gin Pro Gin Val Tyr Thr. Leu Pro Pro Ser.  Gin Glu Glu Met Thr Lys 
225 230 235 240 
Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

245 250 255 
Ile Ala Val Glu Trp Gin Ser Asn Gly Gin Pro Gin Asn Asn Tyr Lys 

260 265 270 
Thr. Thr Pro Pro Val Len Asp Set Asp Gly Set Phe Phe Len Tyr Ser 

275 280 285 
Arg Len Thr Val Asp Lys Set Arg Trp Gin Glu Gly Asn Val Phe Ser 

290 295 300 
Cys Ser Val Met His Gin Ala Leu His Asn His Tyr Thr Gin Lys Ser 
305 310 315 320 
Leu Ser Len Ser Len Gly Lys 

325 

<210> 337 
<211> 327 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 337 
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Ala Ser Thr Lys Gly Pro Ser Val the Pro Len Ala Pro Cys Ser Arg 
J 1 	 ' 10 15 

Ser Thr Ser Glu Ser Thr Ala Ala Len Sly Cys Leu Val Lys Asp Tyr 
20 .25 30 

Phe Pro Glu. Pro Val Thr Val Ser Trp Ass Per Gay Ala Len Thr Set 
35 	 40 45 

Sly Vol His.  Thr Phe Pro .Ala Val Leu Gin Set Set Gay Len. Tyr Ear 
50 	 55. .60 

Len Set Set Val Val Thr.  Val Pro Ser Ser Set Lou Gly Thr Lys Thr 
E,-.5 	 70 75 80 
Tyr Thr Cys Asn. Val Asp His Lys Pro seA ken Thr Lye WI Asp Lys. 

85 RO 95 
Arg Val Glu Sre 	Lys. Tyr .Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro 

100 105 110 
Glu Phe Lou Giy Gly Pro Per Val She Len Phe 'Pro Pro Lys Pro Lys 

115 	 120 125:  
Asp Thr Len Met Ile Ser Arg Thr Pro Gin Val Thr .Cys Val Val Val 

130 	 135 140 
Asp Val Per Gin Gin Asp Pro Gin Val Gin Phe Ash Trp Tyr Val Asp 
145 	 150 155 160 
Sly Val Gin Val His Asn Ala Lys Thr Lys Pro Arg Gin Gin Gin Phe 

165 170 175 
ASn Ser Thr Tyr Arg Val Val Per Val Lou. Thr Val Len His Gin .Asp 

18() .185 190 
Trp Leu ASh (ay Lys Mu.  Tyr Lys Cys Lys Val SOr Ass Lys Gly Leu 

195 	 20.0 205 
Pro Ser Per. Ile Gin LyS Thr lie Ser Lys Ala Lys Gay Gin Pro Arg 

210 	 215 220 
Giu Pro. Gin Val Tyr Thr Len Pro Pro Ser Gin Gln Gin Met Thr 'Lys: 
2.25 	 230 235 240 
.Asn Gin Vol. Per Len Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp 

245 250 255 
Ile Ala Val Glu Trp Gin.  Per Asn Gly Gin Pro Gin Ass Als 	Tyr Lys 

260 2.6.5 270 
Thr Thr Pro Pro Val Leu .asp Ser Asp .Sly Ser Phe. Phe Len Tyr Ser 

275 	 2E1.0 .285 
Arg Leu Thr Val Asp Lys: Ser .Arg Trp Gin. Giu Gly ASh Val She Ser 

2:90 	 295 W 
Cys Ser Val Met His plU Ala LeU His Ast His Tyr Thr Gan Lys Ser.  
305 	 31.0 315 320 
Lea S'elr Lou Per Lou Sly Lys 

325 

<210> 338 
211'.› 112E 
c.2.1.2 > DNA 
<213.> Homo sapiens 

‹400› 	3.22 
atgcaaaaac tgcaactctg tgtttatatt tacctgttta tgctgattgt tgctggtcca 60 
gtggatptaa atgagaapag tgagcaaaaa gaaaatgtgg aaaaagaggg gctgtgtaat 120 
gcatgtactt ggagacaaea cactaaatct tcaagaatag aagocattaa gatacsaatc 180 
etcagtaaac ttcgtctgga aacagctect aacatcagca aagatgttat aagacaactt 240 
ttacccaaag ctcctccact cc.gggaactg attgatcagt atgatgtcca gagggatgac 300 
agcagegatg gctctttgga agatgapgat tatcacgcta caacggaaac aatcattacC 360 
atgcctacag agtctgattt tctaatgcaa gtggatggaa aacccaaatg ttg.cttcttt 420 
aaatttagct ctaaaataca atacaataaa gtaqtaaagg cccaactatg gatatatttg 480 
agacccgtcg agactectae aacagtgttt gtgcaaatcc tgagactcat caaacctatg 540 
aaagacggta eaaggtatac tggaatccga tctctgaaac ttgacatgaa cccaggcact 600 
ggtattLggc agagcattga tgtgaagaca gtgttgcaaa attggctcaa acaacctgaa 66Q 
tccaacttag gcattgaaat aaaagcttta gatgagaatg gtcatgatct tgctgtaacc 720 
ttcccaggac caggagaaga tgggctgaat ccgtttttag aggtcaaggt aacagacaca 780 
ccaaaaagat ccagaaggga ttttggtctt gactgtgatg agcactcaac agaatcacga 840 
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tgctgtcgtt accctctaac tgtggatttt gaagcttttg gatgggattg gattatcgct 900 
cctaaaagat ataaggccaa ttactgctct ggagagtgtg aatttgtatt tttacaaaaa 960 
tatcctcata ctcatctggt acaccaagca aaccccagag gttcagcagg cccttgctgt 1020 
actcccacaa agatgtctcc aattaatatg ctatatttta atggcaaaga acaaataata 1080 
tatgggaaaa ttccagcgat ggtagtagac cgctgtgggt gctcatga 1128 

<210> 339 
<211> 375 
<212> PRT 
<213> Homo sapiens 

<400> 339 
Met Gin Lys Leu Gin Leu Cys Val Tyr Ile Tyr Leu Phe Met Leu Ile 
1 5 10 15 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 30 
Val Glu Lys Giu Gly Len Cys Asn Ala Cys Thr Trp Arg Gln Asn Thr 

35 40 45 
Lys Ser Ser Arg Ile Glu Ala Ile Lys Ile Gin Ile Leu Ser Lys Len 

50 55 60 
Arg Leu Gin Thr Ala Pro Asn Ile Ser Lys Asp Val Ile Arg Gin Leu 
65 70 75 80 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu Ile Asp Gin. Tyr Asp Val 

85 90 .95 
Gin Arg Asp Asp Ser Ser Asp Gly Ser Len Glu Asp Asp Asp Tyr His 

100 105 110 
Ala Thr Thr Glu Thr Ile Ile Thr Met Pro Thr Giu Ser Asp Phe Leu 

115 120 125 
Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 
Lys Ile Gin Tyr Asn Lys Val Val Lys Ala Gin Len Trp Ile Tyr Leu 
145 150 155 160 
Arg Pro Val Gin Thr Pro Thr.Thr Val Phe Val Gin Ile Leu Arg Leu 

165 170 175 
Ile Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly Ile Arg Ser Leu 

180 185 190 
Lys Len Asp Met Asn Pro Gly Thr Gly Ile Trp Gin Ser Ile Asp Val 

195 200 205 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Gin Ser Asn Leu Gly 

210 215 220 
Ile Glu Ile Lys Ala Len Asp Giu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 

245 250 . 255 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Len Asp Cys 

260 265 270 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Vai 

275 280 285 
Asp Phe Giu Ala Phe Gly Trp Asp Trp Ile Ile Ala Pro Lys Arg Tyr 

290 295 300 
Lys Ala Asn Tyr Cys Ser Gly Gila Cys Giu Phe Val Phe Len Gin Lys 
305 310 315 320 
Tyr Pro His Thr His Len Val His Gin Ala Asn Pro Arg Giy Ser Ala 

325 330 335 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro Ile Asn Met Leu Tyr 

340 345 350 
Phe Asn Gly Lys Glu Gin Ile Ile Tyr. Giy Lys Ile Pro Ala Met Val 

355 360 365 
Val Asp Arg Cys Gly Cys Ser 

370 375 

<210> 340 
<211> 109 
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‹212› PRT 
c213> Homo sapiens 

<400> 340 
Asp Phe. GI:7y Leu Asp Cys Asp Gin 14s Ser Thr Glu Ser Arg Cys Cys. 
1 5 	 10 15 

Arg Tyr Pro Len Thr Val Asp: Pkae Glu Ala Phe Gly Trp ASig Trp Ile 
20 	 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Gin 
35 40 45 

Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Leu. Val His. Gin Ala 
50 55. 50 

Asn Pro: Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro .Thr Lys Met Ser 
65 70 	 75. 80 
Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Giu Gin Ile Ile Tyr Giy 

85 	 90:  95 
Lys Ile Pro Ala Met Val Val Asp Arg Cys Gly Cys Ser 

100 	 105 

‹2.10..> 	341 
<211> 1224 
‹21.2'› DNA 
<2.13> Porno sapienS 

<400> 341 
atggtgcteg cggcncragct gctgctgggc ttoctgetsc tcgccctgga gctgcggccc 60 
cggggggagg cggccgaggg ccccgcggcg 9cggcggcgg eggeggcggc ggcggcagcg 120 
gegggggtcg ggggggagcg etcsagesgg cnagceccgt ccgtggcgcc cgagccggac 180 
ggctgccccg tgtgcgtttg gcggcagcan agccgcgagc tgcgcctaga gagcatcaag 240 
tcgsagatct tgagcaaant acggctcaag gaggcgccca acatcagccg cgaggtggtg 300 
aagcagctgc tgcccaaggc gccgccgctg cagcagatcc tggaectaca cgacttccag 360 
ggicgacgcgo tgcagcccga ggaett.cctg gaggaggacg agtaccacgc Caecaccgag 420. 
accgtcatta gcatggccca ggagacggac ccagcagtac agacagatgg cagccctctc 4.80 
tgctgccatt tteanttcag gcncaaggtg atgttcacaa aggtactgaa ggCetagctg 540 
tgggtgtacc taeggcstgt annecgccca gccacagtct acctgcagat cttgcgacta 600 

aaaCtOctaa ctggggaagq gacogcaggg ggagggggca gaggccggcg tcacatCogt. 660 
atecgetcac tgaagattga gctgcactca cgctcaggcc attggcagag catcgactte 720 
aagcaagtgc tacacagctg gttccgccag ccacagagna actggggcat cgagatcaac 780 
gnetttgatc czagtggcac agacctggct gtcacCteCc tggggccggg agccgagggg 840 
ctgoaccat tcatggagct tcgagtccta gagaacacaa aacgttcccg gcggaacctg 900 
ggtctggact gcgacgagca ntCaagCgag tcccgctgct gccgatatnc sctoacagtg 96.0 
gactttgagg ctttcggctg ggactggatc atcgcaccta agcgctacaa ggccaactac 1020 
tgctccggcc agtgcgagta catgttcatg caaaaatatc cgcataccca tttggtgcag 1080 
caggccaatc caagaggctc tgctgggccc tgttgtacoc ccaccaagat gtccccaatc 1140 
aacatgetzt acttcaatga caagcagcag attatctacg gcaagatccc tggcatggtg 1200 
gtggatcgct gtggctgctc ttaa 1224 

<210? 342  
<211:> 407 
<212> PRT 
<213> Homo sapiens 

<400> 342 
Met Val Len Ala Ala Pro Len Len Leu Gly Phe Leu Leu Len Ala Len 
1 5 	 10 15 

Glu J.: u Arg Pro Arg Gly Gin Ala Ala Glu Gly Pro Ala Ala Ala Ala 
20 	 25 30 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Gly Val Gly Gly Giu Arg Ser.  
15: 40 4.5 

Ser.  Arg Pro Ala Pro Ser Val Ala Pro Glu Pro Asp Gly Cgs Pro Val 
50 55 60 

Cys Val Trp Arg Gin His Ser Arg Glu Leu Arg Len Glu Ser Ile tys 
65 70 	 75 '00 
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Ser Gin Ile Leu Ser Lys Leu Arg Leu Lys Gin Ala Pro Asn Ile Ser. 
85 90 95 

Arg Glu Val Val Lys Gin Leu Len Pro Lys Ala Pro Pro Leu Gin Gin 
100 105 110 

Ile Len Asp Len His Asp Phe Gln Gly Asp Ala Len Gin Pro Gin Asp 
115 120 125 

Phe Len Gin Glu Asp Gin Tyr His Ala Thr Thr Giu Thr Val Ile Ser 
130 135 140 

Met Ala Gin Glu Thr Asp Pro Ala Val Gin Thr Asp Gly Ser Pro Len 
145 150 155 .160 
Cys Cys His Phe His Phe Ser Pro Lys Val Met Phe Thr Lys Val Leu 

165 170 175 
Lys Ala Gin Leu Trp Val Tyr Len Arg Pro Val Pro Arg Pro Ala Thr 

180 185 190 
Val Tyr Leu Gin Ile Leu Arg Leu Lys Pro Leu Thr Gly Glu Gly Thr 

195 200 205 
Ala Gly Gly Gly Gly Gly Gly Arg Arg His Ile Arg Ile Arg Ser Leu 

210 215 220 
Lys Ile Gin 
225 

Len His Ser 
230 

Arg Ser Gil, His Trp 
235 

Gln Ser Ile Asp Phe 
240 

Lys Gln Val Len His Ser Trp Phe Arg Gin Pro Gin Ser Asn Trp Gly 
245 250 255 

Ile Giu Ile Asn Ala Phe Asp Pro Ser Giy Thr Asp Len Ala Val Thr 
260 265 270 

Ser Leu Gly Pro Gly Ala Glu Gly Len His Pro Phe Met Gin Len Arg 
275 280 285 

Val Len Gin Asn Thr Lys Arg Ser Arg Arg Asn Leu Gly Leu Asp Cys 
290 295 300 

Asp Gin His Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Len Thr Val 
305 310 315 320 
Asp Phe Gin Ala Phe Gly Trp Asp Trp Ile Ile Ala Pro Lys Arg Tyr 

325 330 335 
Lys Ala Asn Tyr Cys Ser Giy Gln Cys Gin Tyr Met Phe Met Gln Lys 

340 345 350 
Tyr Pro His Thr His Len Val Gin Gln Ala Asn Pro Arg Gly Ser Ala 

355 360 365 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro Ile Asn Met Len Tyr 

370 375 380 
Phe Asn Asp Lys Gin Gin Ile Ile Tyr Gly Lys Ile Pro Gly Met Val 
385 390 395 400 
Val Asp Arg Cys Gly Cys Ser 

405 

<210> 343 
<211> 109 
<212> PRT 
<213> Homo sapiens 

<400> 343 
Asn Leu Gly Leu Asp Cys Asp Glu His Ser Ser Glu Ser Arg Cys Cys 
1 5 10 15 

Arg Tyr Pro Len Thr Val Asp Phe. Gin Ala Phe Giy Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr. Cys Ser Gly Gln Cys Gin 
35 40 45 

Tyr Met Phe Met Gin Lys Tyr Pro His Thr His Len Val Gin Gin Ala 
50 55 60 

Asn. Pro Arg Giy Ser Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser 
65 70 75 80 
Pro Ile Asn Met Len Tyr Phe Asn Asp Lys Gin Gin Ile Ile Tyr Gly 

85 90 95 
Lys Ile Pro Gly Met Val Val Asp Arg Cys Gly Cys Ser 

100 105 
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c210› ;344 
211, 1503 

.212.› DNA 
213.:,  Homo spiant 

‹400> 344 
atgagattcc ctaaactcct cactttcttg ctttggtacc tggcttggct ggacctggaa 60 
ttcatetgCa ctgtgttggg tgcccctgac ttgggccaga gaccocaggg gacgaggcca 120.  
ggattggcca aagcagaggc caaggagagg occeacctgg cccggaacgt cttcagacta 180 
gggggtcaca gctatggtgg gggggccacc aatgc:caatg ccagggcaaa gggaggcacc 240 
gggcagacaggaggcctgac acagcccaag aaggatgaac ccaaaaagct gccccocaga Iqo 
ccgggeggco ctgaacccaa gccaggacac ccteccoaaa caaggcaggc tacagcccgg 360 
act:gtgacc.c caaaaggaca gcttcCcgga ggcaaggcad coccaaaagc aggatctgt.0 420• 
cccagetcct tcctgct.gaa gaaggccagg gagcccgggc ccccacgaga goccaaggag 490 
ccgtttcgcc Cacccctcat cacaccccac gagtacatgc tctcgctgta caggacgct.g 540 
tcggatgctg anagaaaggg aggcaacagc agcgtgaagt tggaggctgg cctggccaac 600 
accatcacca gctttattga Caaagggcaa gatgaccgag gtcccgtggt caggaageag 660 
aggtacgtgt ttgacattag tgccotggag aaggatgggc tgctgggggc CgagOtgcgg 72.0. 
atottaoggaagaaggcctz ggatacggcc aagccagcgq ccccCggaga cgggcgggct 780.  
gcccagctga agctgtccag ctgccccagc ggocggcago cggCCtcctt gctggatgtg 840 
cgctccgtgc caggcctqga cggatCtagc tgggaggtgt tcgacatcta gaagctcttc 900 
cgaaacttta agaaCtcggc ccagctgtgc ctggagctgg aggcctggga acggggcagg 960 
gccgtggacc tccgtggcct gggcttcgac cgcgccgcct ggoaggtcca cgaaaaggcc 1020 
ctgttcctgg tgtttggccg caccaagaaa cgggacctgt tctttaatga. gattaaggcc 1080 
cgctctggcc aggacgataa gaccgtgtat gagtacctgt tcaaccagcg gcgaaaacgg 1140 
cgggccccac tggccactog ccagggcaag cgacc:cagca agaaccttaa ggctcgctgc 1200 
agtcggaagg cactgcatgt caacttcaaa gacatgggct gggacgat.tg gatcatcgca 1260 
ccccttgagt acgaggcttt ccactgcgaa gggctgtgcg agttoccatt gcgctcccac 1320 
ctggaaccca cgaatcatgc agtcatccag accctgatga. actccatgga ccccgagtcc 1380 
acaccaccca cctgctgtgt goccacgcgg ctgagtccca. tcagcatcct. cttcattgac 1.440 
tctgccaaca acgtggtgta taag.Caqtat gaggacatgg tcgtggagtc gtgtqqctgc 1500 
agg 1503 

210› 	345 
2.11.› 	501 
<212> PRT 
e.213s Homo sapiens 

<400> S45 
Met Arg Lou Pro Lys Lou Leo Thr Phe Lou Lou Trp Tyr Lou Ala Trp 

. 	 5 	 10 15 
Lou Asp Lou Giu Phe Ile cys Thr Val Lou Gly Ala Pro Asp Lou Giy 

20 	 25 30 
Gin Arg Pro. Gin Gly Thr Arg Pro Gly Lou Ala Lys 24a. Giu Ala Lys. 

25. 	 40 4S. 
Glu Asp Pro Pro Lou Ala Asp Ash Val Phe Asp Pro Gly pay 10.s Ser 

50 	 55 60 
Tyr Gly Gly .G:ly Ala Thr Asn Ala Asn Ala Atg A.,a Lye Gly Gly Thr 
65: 	 70 	 75 80 
Gly Gin Thr Gly Gly Lou Thr Gin Pro Lys Lys Asp Glu Pro: Lys Lys 

PS 	 90 95. 
Lets: Pro Pro Arg Pro Gly Giy.  Pro Glu Pro Lye Pro Gly His Pro Pro 

100 	 105 110 
Gin Thr Arg Gin. Ala Thr Ala Arg Thr Val Thr Pro Lys. Gly GIn Leu 

115 	 120 1.25. 
Pro Gly Giy Lys Ala Pro Pro. Lys Ala Ply Ser Val Pro Ser Ser Phe 

12:0 	 135 14D 
Lou Leo Lys Lye Ala Arg G14 PrQ Ply Pro Pro Asp Glu. Pro. LyS GIU. 
145 	 150 	 155 160 
Pro Phe Arg Pro Pro Pro Ile Thr Pro His Glu Tyr Met. Lou Ser 40p 

165 	 170 175 
Tyr Arg Thr Leu Par Asp Ala Asp Arg Lys ply Gly Asn $ r per Val 
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180 185 190 
Lys Leu Glu Ala Gly Leu Ala Asn Thr Ile Thr Ser Phe Ile Asp Lys 

195 200 205 
Giy Gin Asp Asp Arg Gly Pro Val Val Avg Lys Gin Arg Tyr Val Phe 

210 215 220 
Asp Ile Ser Ala Leu Glu Lys Asp Gly Leu Leu Gly Ala Glu Leu Arg 
225 230 235 240 
Ile Leu Arg Lys Lys Pro Ser Asp Thr Ala Lys Pro Ala Ala Pro Gly 

245 250 255 
Gly Gly Avg Ala Ala Gin Len Lys Leu Ser Ser Cys Pro Ser Gly Arg 

260 265 270 
Gin Pro Ala Ser Leu Leu Asp Val Arg Ser Val Pro Gly Leu Asp Giy 

275 280 285 
Ser Gly Trp Gin Val. Phe Asp Ile Trp Lys Len Phe Arg Asn Phe Lys 

290 295 300 
Asn Ser Ala Gin Leu Cys Leu Gin Leu Glu Ala Trp Glu Arg Gly Arg 
305 310 315 320 
Ala Val Asp Lea Arg Gly Leu Gly Phe Asp Arg Ala Ala Arg Gin Val 

325 330 335 
His Gin Lys Ala Leu Phe Lela Val Phe Gly Arg Thy Lys Lys Axg Asp 

340 345 350 
Len Phe Phe Asn Glu Ile Lys Ala Arg Ser Gly Gln Asp Asp Lys Thr 

355 360 365 
Val Tyr Glu Tyr Leu Phe Ser Gin Arg Arg Lys Arg Avg Ala Pro Leu 

370 375 380 
Ala Thy Arg Gin Gly Lys Arg Pro Ser Lys Asn Leu Lys Ala Arg Cys 
385 390 395 400 
Ser Arg Lys Ala Len His Val Asn Phe Lys Asp Met Gly Trp Asp Asp 

405 410 415 
Trp Ile Ile Ala Pro Leu Gin Tyr Glu Ala Phe His Cys Gin Gly Leu 

420 425 430 
Cys Glu Phe Pro Leu Arg Ser His Leu Glu Pro Thr Asn His Ala Val 

435 440 445 
Ile Gin Thr Leu Met Asn Ser Met Asp Pro Glu Ser Thr Pro Pro Thr 

450 455 460 
Cys Cys Val Pro Thy Avg Leu Ser Pro Ile Ser Ile Len Phe Ile Asp 
465 470 475 480 
Ser Ala Asn Asn Val Val Tyr Lys Gin Tyr Glu Asp Met Val Val Glu 

485 490 495 
Ser Cys Gly Cys Avg 

500 

<210> 346 
<211> 120 
<212> PRT 
<213> Horno sapiens  

<400> 346 
Ala Pro Len Ala Thr Avg Gin Gly Lys Arg Pro Ser Lys Asn Leu Lys 
1 5 10 15 

Ala Arg Cys Ser Arg Lys Ala Leu His Val Asn Phe Lys Asp Met Gly 
20 25 30 

Trp Asp Asp Trp Ile Ile Ala Pro Leu Glu Tyr Glu Ala Phe His Cys 
35 40 45 

Glu. Giy Leu Cys Gin Phe Pro Leu Arg Ser His Leu Gin Pro Thr Asn 
50 55 60 

His Ala Val Ile Gin Thr Leu Met Asn Ser Met Asp Pro Glu Ser Thr 
65 70 75 80 
Pro Pro Thr Cys Cys Val Pro Thy Avg Leu Ser Pro Ile Ser Ile Leu 

85 90 95 
Phe Ile Asp Ser Ala Asn Asn Val Val Tyr Lys Gln Tyr Glu Asp Met 

100 105 110 
Val Vai Glu Ser Cys Gly Cys Avg 
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115 
	

120 

<210> 347 
.c211> 107 
<21.2.> ART 
<213> ArtifiCial Sequence 

<220> 
<223> Synthetic 

<4.00> 347  
Gin Ala Lys His'Lys: Gin Arg Lys Arg Leu Lys Ser Ser Cys Arg Ty- 
1 5 10 15 

Pro Leu Thr Val 4sp Phe Giu Ala She Gly Trp Asp Ttp ile Ile Ala 
20 25 30 

Pro Lys Arg Tyr Lys 41a Asn Tyr Cys Ser Gly Glu Cys GlU Phe Val 
35 40 45 

Phe Lau Gln Lys Tyr Pro His Thr His Len Val His Gin Ala Asa Pro 
50 55 60 

Arg Gly Ser Ala Gly Pro Cya Cys Thr Pro Thr Lys Met Ser Pro Ile 
65 70 75 80 
Asn Met Lau Tyr She Asn Gly Lys Gin Gin Ile Ile Tyr Gly Lys Ile 

85 90 95 
Pro Ala Met Val Val. Asp Arg Cys Gly Cys Ser 

100 105 

<210> 348 
<21.1> 109 
<21.2 	PRT 
<213> Artificial Sequence 

Z20 > 
<221.3> Sythetic 

<400> 	34:8 
Ala Leu Asp Thr Asn Ty.r Cys Phe Ser Ser Thr Gin Lys Asn Cys .Cys 
1 .5 10 15 

Arg Tyr Pro Len Thr Val Asp Phe G2u Ala Phe Gly Trp Asp Trp Ile 
20 25. 3.0 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu .Cys Glh 
35 40 AS 

Phe Val Phe Len Gin Lys Tyr Pro lids Thr His Len Val His Gin Ala 
50 55 60 

Asn Pro .Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser 
.65 .70 75 80 
Pro Ile Asn Met Len Tyr Phe Asn Gly Lys Glu Gin Ile lie Tyr Gly 

85 90 95 
Lys lie Pro NA 

i0:0 
Met Val Val Asp Arq 

105 
Cys  Gly Cys Ser 

<210> 349 
<211> 111 
<212> PRT 
<213.5 Artificial S quence 

<220> 
<221> Synthetic 

<400> 349 
Asp Php Gl.y. Leu Asp Cy$: Asp Gin HIS 50t Tht Glu Sre Arg Cys Cys 

5 10 15 
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Lys Arg His Pro Leu Tyr Val Asp Phe Ser. Asp Val Gly Trp Asn Asp 
20 25 30 

Trp Ile Val Ala Pro Pro Gly Tyr His Ala Phe Tyr Cys Ser Gly Giu 
35 40 45 

Cys Glu Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Leu Val His 
50 55 60 

Gin Ala Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro Thr Lys 
65 70 75 80 
Met Ser Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Glu Gin Ile Ile 

85 90 95 
Tyr Gly Lys Ile Pro Ala Met Val Val Asp Arg Cys Gly Cys Sex 

100 105 110 

<210> 350 
<211> 110 
<2.12> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 350 
Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser. Arg Cys Cys 
1 	 5 10 15 
Val Arg Gin Leu Tyr Ile Asp Phe Arg Lys Asp Leu Gly Trp Lys Trp 

20 25 30 
Ile His Glu Pro Lys Gly Tyr His Ala Asn Phe Cys Ser Sly Glu Cys 

35 40 45 
Glu Phe. Val Phe Leu Gin Lys Ty:r Pro His Thr His Leu Val His Glr 

50 55 60 
Ala Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro Thr Lys Met 
65 70 75 80 
Ser Pro Ile Asn Met Leu Tyr. Phe Asn Gly Lys Glu Gin Ile Ile Tyr 

85 90 95 
Gly Lys Ile Pro Ala Met Val Val Asp Arg Cys Sly Cys Ser. 

100 105 110 

<210> 351 
<211> 114 
<212> PRT . 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 351 
Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 
1 	 5 10 15 
Arg Tyr Pro Leu Thr Val Asp Pile Glu Ala Phe Gly Trp Asp Trp Ile 

20 25 30 
Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Pro 

35 40 45 
Phe Pro Leu Ala Asp His Leu Asn Ser Thr Asn His Ala Ile Val Gin 

SG 55 60 
Thr Leu Val Asn Ser Val Asn Ser Lys Ile Pro Lys Ala Cys Cys 'Mr 
65 70 75 80 
Pro Thr Lys Met Ser Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Glu 

85 90 95 
Gin Ile Ile Tyr Gly Lys Ile Pro Ala Met Val Val Asp Arg Cys Gly 

100 105 110 
Cys Ser 
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<210> 352 
<211> 112 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 352 
Asp Phe Giy Leu Asp Cys Asp Giu His Ser Thr Giu Ser Arg Cys Cys 
1 5 10 15 

Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Pro 
35 40 45 

Tyr Ile Trp Ser Leu Asp Thr Gin Tyr Ser Lys Val Leu Ala Leu Tyr 
50 55 60 

Asn Gin His Asn Pro Gly Ala Ser. Ala Ala Pro Cys Cys Thr Pro Thr 
65 70 75 80 
Lys Met Ser. Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Glu Gin Ile 

85 90 95 
Ile Tyr Gly Lys Ile Pro Ala Met Val Val Asp Arg Cys Gly Cys Ser 

100 105 110 

<210> 353 
<211> 109 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 353 
Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 
1 5 10 15 
Arg Tyr Pro Leu Thr Val Asp Phe Giu Ala Phe Gly Trp Asp Trp Ile 

20 25 30 
Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Giy Glu Cys Glu 

35 40 45 
Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Leu Val His Gin Ala 

50 55 60 
Asn Ser Val Asn Ser Lys Ile Pro Cys Cys Thr Pro Thr Lys Met Ser 
65 70 75 80 
Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Glu Gin Ile Ile Tyr Gly 

85 90 95 
Lys lie Pro Ala Met Val Val Asp Arg Cys Gly Cys Ser 

100 105 

<210> 354 
<211> 109 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 354 
Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 
1 5 10 15 
Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp Trp Ile 
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20 25 30 
Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Gin Cys Gin 

35 40 45 
Phe Val Phe Len Gin Lys Tyr Pro His Thr His Len Val His Gln Ala 

50 	 55 60 
Asn Pro Gly Ala Ser Ala Ala Pro Cys Cys Thr Pro Thr Lys Met Ser 
65 	 70 75 80 
Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Glu Gln Ile Ile Tyr Giy 

85 90 95 
Lys Ile Pro Ala Met Val Val Asp Arg Cys Gly Cys Ser 

100 105 

<210> 355 
<211> 109 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 355 
Asp Phe Gly Len Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 
1 	 5 10 1.5 

Arg Tyr Pro Leu Thr Val Asp Phe Gin Ala Phe Gly Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Gin Cys Glu 
35 40 45 

Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Len Val His Gln Ala 
50 	 55 60 

Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Val Pro Thr. Gin Len Ser 
65 	 70 75 80 
Ala Ile Ser Met Leu Tyr Len Asp Gin Asn Glu Lys Val Val Leu Lys 

85 90 95 
Asn Tyr Gin Asp Met Val Val Gin Gly Cys Gly Cys Ser 

100 105 

<210> 356 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 356 
Asp Phe Giy Len Asp Cys Asp Gin His Ser Thr Gin Ser Arg Cys Cys 
1 	 5 10 15 

Arg Tyr Pro Leu Thr Val Asp Phe Gin Ala Phe Gly Trp Asp Trp Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Gin Cys Glu 
35 40 45 

Phe Val Phe Len Gin Lys Tyr Pro His Thr His Len Val His Gln Ala 
50 	 55 60 

Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Val Pro Gln Ala Len Glu 
65 	 70 75 80 
Pro Len Pro Ile Val Tyr Tyr Val Gly Arg Lys Pro Lys Val Giu Gin 

85 90 95 
Len Ser Asn Met Ile Val Arg Ser Cys Gly Cys Ser 

100 105 

<210> 357 
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<211> 109 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 357 
Asp Phe Gly Leu Asp Cys Asp Giu His Ser Thr Glu Ser Arg Cys Cys 
1 	 5 10 15 

Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp Tip Ile 
20 25 30 

Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu 
35 	 40 45 

Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Leu Val His Gin Ala 
50 	 55 60 

Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Thr. Pro Thr Lys Met Ser 
65 	 70 75 80 
Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Glu Lys Val Val Leu Lys 

85 90 95 
Asn Tyr Gin Asp Met Val Val Glu Gly Cys Gly Cys Ser 

100 105 

<210> 358 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic . 

<400> 358 
Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 
1 	 5 10 15 
Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp Trp Ile 

20 25 30 
Ile Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu 

35 	 40 45 
Phe Val Phe Leu Gin Lys Tyr Pro His Thr His Leu Val His Gin Ala 

50 	 55 60 
Asn Pro Arg Gly Ser Ala Gly Pro Cys Cys Thr Pro Thr Lys Met. Ser 
65 	 70 75 80 
Pro Ile Asn Met Leu Tyr Phe Asn Gly Lys Lys Pro Lys Val Glu Gin 

85 90 95 
Leu Ser Asn Met lie Val Arg Ser Cys Gly Cys Ser 

100 105 

<210> 359 
<211> 360 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 359 
gaggtgcagg tgttggagtc tgggggagac ttggtacagc ctggggggtc cctgagactc 60 
tcctgtgcag cctctggatt cacctttagt gcctatgcca tgacctgggt ccgccaggct 120 
ccagggaagg ggctggagtg ggtetcagct attagtggta gtggtggtag cgcatactac 180 
gcagactccg tgaagggccg gttcaccatc tccagagaca attccaagaa cacggtatat 240 
ctgcagatga acagcctgag agccgaggac acggccgtat attactgtgc gaaagatggg 300 
gcctggaaaa tgtccggttt ggacgtctgg ggccaaggga ccacggtcat cgtctcctca 360 
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<210.> 360 
<:211> 120 
<212> PRT 
<213> Artitic al Sequence. 

<220> 
<223> Synthetic 

<400> 360 
Glu Val G:Ln Val Len Gln Ser Gly.  Gly Asp Len. Val Gin Pro Eby Gly 
1 5 10 15 

Spr LeU Arg Leu Sex Cys Ala Ala per Gly Phe Thr Phe Ser Ala TyX 
20 25  30 

Ala Met. Thr T Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp. Val 
35 40 45 

Set Ala Ile Ser Gly Set Giy Gly Ser Ala Tyr Tyr Ala APp Ser Val 
50 55 60. 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn ger Lys Asn Thr Val Tyr 
55 70 75 80' 
Leu. Gin Met Asn Ser Leu Arg Ala Gin Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 
Ala Lys Asp Gly Ala Trp Lys Met Ser Gly Leu Asp 1 Trp Gly Gin 

100 105 110 
Gly Thr Thr Val Ile Val Ser Ser 

115 120 

, 2.10..:, 	.361. 
<211> 24 
<212.> DNA 
<213> Artificial. Sequence 

<220> 
<223> Synthetic 

<400> 3.61 
ggattcacct ttagtgccta tgcc 

<210> 362 
<211> .8 
<212> PRT 
<213> ArCifiClal Sequence.  

<220> 
<22.3> Synthetic 

<100> 362 
Gly Ole Thr Phe Ser Ala Tyr Ala 

1. 5 

<210> 363 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<23> Synthetic 

<400> 363 
attagtggta ggst:9-gtag cgc4.  

24 

24.  
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<210> 364 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<22.0> 
<223> Synthetic 

<400> 364 
Ile Ser Gly Ser Giy Gly Ser Ala 
1 	 5 

<210> 365 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 365 
gcgaaagatg gggcctggaa aatgtccggt ttggacgtc 39 

<210> 366 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 366 
Ala Lye Asp Gly Ala Trp Lys Met Ser Gly Leu Asp Val 
1 	 5 	 10 

<210> 367 
<211> 321 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 367 
gacatccaga tgacccagtc tccagcctcc ctgtctgcat ctgttggaga cagagtcacc 60 
atcacttgtc gggcgagtca ggacattagc gattatteag cctggtatca gcagaaacca 120 
gggaaaattc ctaggctcct gat.ctatact acatccactt tgcaatcagg ggtcccatct 180 
cggttccgtg gcagtgggtc tgggacagat ttcactctca ccatcagcag cctgcagcct 240 
gaagatgttg caacttatta ctgtcagaag tatgacagtg ccccgctcac tttcggcgga 300 
gggaccaagg tggagatcaa a 321 

<210> 368 
<211> 107 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 368 
Asp Ile Gin Met Thr Gin Ser Pro Ala Ser Leu Ser Ala Ser. Val Gly 
1 	 5 	 10 15 
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Asp Arg Vai Thr Ile Thr. Cys Arg Ala Ser Gin Asp Ile Ser Asp Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ile Pro Arg Leu Leu Ile 
35 40 45 

Tyr Thr Thr Ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Arg Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 	 70 75 BO 
Glu Asp Val Ala Thr Tyr Tyr Cys Gin Lys. Tyr Asp Ser Ala Pro Leu 

85 90 95 
Thr. Phe Giy Gly Gly Thr Lys Val Glu Ile Lys 

100 105 

<210> 369 
<211> 18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 369 
caggacatta gcgattat 

<210> 370 
<211> 6 
<212> PRT 
<213> Artificial. Sequence 

<220> 
<223> Synthetic 

<400> 370 
Gin Asp Ile Ser Asp Tyr 
1 	 5 

<210> 371 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 371 
actacatcc 

<210> 372 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 372 
Thr Thr Ser 
1 

<210> 373 
<211> 27 
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<2.4.> DNA 
4.7213> Artificial Sequence 

<220›. 
<223.5 Synthetic 

<400> 373 
cagaagtatg acagtgccc.c gctcact 27 

<210> 374 
<211> 9 
<212.>.  PRT 
<2.1.3. Artificial Sequence 

<220> 
c22..3› Syrs.thetda 

<400 .› 374. 
Gin LyS: Tyr Asp Ser Ala Pro.  Leu Thr 
1 	 S 

.21.0› 	375: 
,<2.11>• 363 
012> DNA 
21.3> Artificial Sequence 

22Q... 
‹.22.3? Synthetic 

<400> 375 
caggtgcagc tgatIgagtc tgqgg5aqqc gtggtcCage ctgggaagtc cctgogactc. 6.0 
tcctgtgcag cgtctggatt caccttcagt: agttttggca tgcattgggt ccgccaggct 120 
ccaggoaagg ggctggaatg ggtggcagtt attgggtatg atggaggtaa tgaatactat 180 
gccgactCcg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgaat 240 
ctgcaaatga gcagcctaag agccgaagac acgqctgtgt attattgttc gactataag.t 300 
cattacgata ttttgagcgg tatggacgtc tggqgccgag ggaccacggt caccgtottc 30.  
ton 3..S3 

<210> 376 
<211> 121 
<212> PRT 
<213> Axtificial.Sequence 

<220> 
< 	3> Synthetic 

<400> 376 
Gin Val Gin Leu Val Glu 

.Ser :Gly Gly Gly Val Val Gin Pro. Gly. Lys. 
I 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe 
20 	 25 30 

Gly Met His Trp Val Arg Gin. Ala Pro Giy Lys Gly Len Gin Trp Val 
35 	 40 45 

Ala. Val Ile Gly Tyr Asp Gly Gly Asn Gin Tyr Tyr Ala Asp Ser Val 
50 	 55 GO 

Lys Gly Arg Phe Thr Ile Ser Arg Asp. Asn Ser Lys Asn Thr Len AS;1 
65 	 70 	 75 SO 
Len Gin Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cy8 

85 	 9:0. 95 
Ser Thr Ile Ser His Tyr Asp Ile Let Sex Gly Met ASp Val Trp Gly 

100 	 105 110 
Ares Gly Thr Mt Val.  Thr Val Str Ser 

115 	 120. 
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<210> 377 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 377 
ggattcacct tcagtagttt tggc 24 

<210> 378 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 378 
Gly Phe Thr Phe Ser Ser Phe Gly 
1 	 5 

<210> 379 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 379 
attgggtatg atggaggtaa tgaa 24 

<210> 380 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 380 
Ile Gly Tyr Asp Gly Gly Asn Glu 
1 	 5 

<210> 3.81 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 381 
tcgactataa gtcattacga tattttgage ggtatggacg tc 42 

<210> 382 
<211> 14 
<212> PRT 
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Artificial Sequence 

<220> 
.<2.23> Synthetic. 

<400> 382 
Ser Thr Ile Ser His Tyr Atp Ile Leu Ser Gly met Asp Val 
1 	 5 	 10 

<210> 383 
‹.211 	1.24 
<212.> DNA 
<.213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 383 
qacatccaga tgaccCagtc tccatcttcc gtgtOtgCat ctgtaggaga cagagtca.cc 60 
.atcacttgtc gggcgagtca qggtattagc aactggttag cctggtatca gcagaaacca 120 
gggaaagccc otaagctoct gatctttgct qcatccagtt tgcaaagtgg ggtcocatoa 180 
cggttcaacg gcagtacatc tgqgacagat ttcactctca ccatcaacag cctgcagcct 240 
gaagattttg caacttacta ttgtcaacag gotaaCagtt tcccgctcac ttteggcgga 300.  
gggapcaagg tggagatcaa acqa 324 

<210.> 384 
<211> 10.8 
<212.5 PS T 
<213> Artificial Sequence 

<220> 
4223> Synthetic 

<400> 384 
A8p Ile Gin Met Thr Gin Ser Prd per Set.  Val Ser Ala Ser Val Giy 
1. 	 5 	 10 15 

Asp Arg Val. Thr Ile. Tht CyaArst Ala Ser Gin Gly Ile Ser Asn Trp 
2.0 	 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 	 40 45 

Phe Ala Ala Oer. Sre 	Leu Gin Ser Gly Val Pro Ser Arg Phe Set Gly 
50 	 55 60 

Sex' Ala Ser Gly Thr Asp Phe Thr Len Thr Ile .Asn Ser Leu Gin Pro 
65 	 70 	 75 80 
Glu Asp Phe Ala Thr Tyr Tyr cy 	Gin Gin Ala Am.  Ser Phe Pro Leu 

85 	 90 95 
Thr She Gay Gly Gl-y Thr Lys Val Glu Ile 1,Ys .Arg 

100 	 105. 

c2.10> 385 
<211> la 
<212.> DNA 
<2:13> Ztti.fici.al  Sequence 

.22)› 
23> Synthetic: 

<.400> 	385 
cagggtatta gcaactgg 18 

<210> 386 
c.211> 6 
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<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 386 
Gin Gly Ile Ser Asn Trp 
1 	 5 

<210> 387 
<211> 9 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 387 
gctgcatcc 

<210> 388 
<211> 3 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 388 
Ala Ala Ser. 

1. 

<210> 389 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 389 
caacaggcta acagbttccc gctcact 

<210> 390 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 390 
Gin Gin Ala Asn Ser Phe Pro Leu Thr 
1 	 5 

<210> 391 
<211> 340 
<212> PRT 
<213> Artificial Sequence 

99 



<220> 
<225> Synthetic 

<400> 391 
Glu Ala Gin Thr Arg Giu Cys Ile Tyr Tyr Asn Ala Asn Trp Glu Len 
1 5 10 15 

Gin. Arg Thr Asn Gin Ser Gly Len Gin Arg Cy0. Giu Gly Gin Gin ASP 
20 25 30 

Lys Arg Len His Cys Tyr Ala Ser Trp ?la Aen SeX Iit Gly Thr Ile 
35 40 4:5 

Gin Len Val Lys Lys aly Cys Trp Len. Asp Asp. Phe Asn Cys Tyr Asp 

5.0 55 60 
.Arg Gin Gin Cys. Val Ala Thr GluGin. Asn PrO Gln Val Tyr Phe Cys 
651 70 75 WO 
Cya Cys. Gin sly Asn Phe Cys Asn GiU. Axg Phe Thr His Leu Pro Gln 

85 90 95 
Ala Gly Gly Pro Gin Val Thr Tyr Gin Pro Pro Pro Thr Ala Pro Ser 

100 105 110 
Sly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Gin Len.  Len 

115 120 125 
Gly Gly Pro Ser Val- Phe Leu Phe Pro Pro Lys Pro LyS Asp Thr Len 

130 135 1,0 
Met Ile ser Arg Thr Pro Gin Val Thr Cys Val Val Val Asp Val Ser 
145 150 155 160 
His Giu Asp Pro Gin Val .Lys Phe Asn Trp Tyr Val. Asp Gly Val Gin 

165 170 175 

Val HiS Ash Ala Lys Thr Lys Prd Arg plti G10. Gin Tyr Asn Ser Thr 
180 185 190 

Tyr Arg Val Val Sea: V I Len Thr Val Len His. Gin Asp Trp Len Asn 
195 200 205 

Gly Lys Gin Tyr Lys Cys Lys Val Her Asn Lys Ala Len Pro. Ala Pro 
210 :215. 220 

Ile Gin Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Gin Pro Gin 
225' 23:0 235 240 
Val Tyr Thr Len Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 

245 250 255. 

Ser Len Thr Cys Leu Val Lys ..Gly. Phe Tyr Pro Sex Asp Ile Ala Val 
26.0 265 270 

Giu Trp Gin Ser Asn Gly Gin Pro Glu A8n Asn Tyr LyS Thr Thr Pro 
275 .280 285 

Pro. Val Len Asp Se:r 4 p Gly Ser Phe Phe Len Tyr sex Lys Len Thr 
290 295 3.0.0 

Val App Lys Ser Arg Trp Gin 5Th Gly Asn Val ?he Ser Cys Ser. Val 
305 3.10 315 320 
Met His Gin Ala .Leu 

325 
His Asn His Tyr .Thr 

3.30 
Gin, Lys Ser Len Ser 

335 
Leu 

Ser Pro Gay Lys. 
340 


