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N_Gene Symbol  Chr Gene name
1 ACE1 17 angiotensin I converting enzyme (peptidyl-dipeptidase A) 1
2 ACE2 X  anglotensin I converting enzyme {peptidyi-dipeptidase A) 2
3 ACTAL 1 actin, aipha 1, skeletali muscie
4 ACTA2 10 actin, alpha 2, smoeoth muscie, aorta
5 ACTN1 14 actinin, aipha 1
3 ADRALA 8  adrenergic, alpha-1A-, receptor
7 ADRA2B 2 adrenergic, alpha-28-, receptor
8 ADRB1 10 adrenergic, beta-1-, receptor
g ADRB2 5 adrenergic, beta-2-, receptor
10 ADRB3 8 adrenergic, beta-3-, receptor
11 AGT 1 angiotensinagen
12 AGTR1 3 angliotensin II receptor, type 1
13 AGTR2 X anglotensin I receptor, type 2
14 AQP2 12 aguaporin 2
15 ATP1Al 1 ATPase, Na+/K+ transporting, alpha 1 polypeptide
16 ATPLA2 1 ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide
17 ATP1A3 19  ATPase, Na+/K+ transporting, alpha 3 (+) polypeptide
18 ATP1A4 1 ATPase, Na+/K+ transporting, alpha 4 (+) polypeptide
19 ATP1B1 1 ATPase, Na+/K+ transporting, beta 1 polypeptide
20 ATP1B2 17 ATPase, Na+/K+ transporting, beta 2 polypeptide
21 ATP1B3 3 ATPase, Na+/K+ transporting, beta 3 polypeptide
22 ATP1IB4 X ATPase, Na+/K+ transporting, beta 4 polypeptide
23 BSND 1 Bartter syndrome, infantile, with sensorineurat deafness
24 CLCNKA 1 chioride channel Ka
25 CLCNKB 1 chioride channel Kb
26 CLTA 12 dathrin, light chain {Lca)
27 CLT8 4 clathrin, light chain (Lcb)
28 CLTC 17 clathrin, heavy chain (Hc)
29 CLTCLY 22 clathrin, heavy polypeptide-like 1 .
30 CYP11B2 8 cytochrome P450, family 11, subfamily B, polypeptide 2
31 DRDL 5 dopamine receptor D1
32 DRD3 3  dopamine receptor D3
33 DRD4 11 dopamine receptor D4
34 DRDS 4 dopamine receptor D5
35 EXYD1 19 FXYD domain contalning fon transport regufator 1
36 EXYD2 11 FXYD domain containing ion transport regutator 2
37 FXYD3 19 FXYD domain containing ion transport regulator 3
38 FXYD4 10 FXYD domaln contalning lon transport regulator 4
39 FXYDS 19 FXYD domain containing ion transport regulatar 5§
40 FXYD6 11 EXYD domain containing fon transport regulator 6
41 FXYD7 18  FXYD domaln containing fon transport regulator 7
42 FXYD8 X FXYD domain contalning lon transport reguiator 8
43 FYN & FYN oncogene refated to SRC, FGR, YES [
44 GNB3 12 guanine nucieotide binding protein (G protein), beta polypeptide 3
45 KCNIL 11 potassium inwardly-rectifying channef, subfamily J, member 1 (ROMK)
46 LYN 8 v-yes-1 Yamaguchi sarcoma viral related oncogene homolog
47 NCL 2 nucleotin
48 NEDD4 15 neural precursor cell expressed, developmentally down-reguiated 4
49 NEDD4L. 18 neural precursor cell expressed, developmentally down-requlated 4-iike
50 NKAINL 1 Na+/K+ transporting ATPase interacting 1
51 NKAIN2 & Na+/K+ transporting ATPase interacting 2
52 NKAIN3 8 Na+/K+ transporting ATPase interacting 3
53 NKAXN4 20 Na+/K+ transporting ATPase interacting 4
54 NOS3 7 nitric oxide synthase 3 {endothellal cell)
558 NPHS1 19 nephrosis 1, congenital, Finnish type (nephrin)
56 NPHS2 1 nephrosis 2, idiopathic, steroid-resistant (podocin)
57 PKD1 16 polycystic kidney disease 1 (autosomal dominant)
58 PKD2 4 polycystic kidney disease 2 (autosomal dominant)
59 REN 1 renin
60 RFX1 19 regulatory factor X, 1
61 RPH3A 12 rabphilin 3A homolog (mouse)
62 RPH3AL 17 rabphilin 3A-like (without C2 domains)
83 SCNN1A 12 sodium channel, nonvoltage-gated 1 aipha
64 SCNN1B 16 sodium channei, nonvoltage-gated 1, beta
65 SCNN1D 1 sodium channel, nonvoltage-gated 1, delta
66 SGK1 6 serumy/glucocorticoid regulated kinase 1
67 SLC1Z2AL 15 solute carrier family 12 (sodium/potassium/chioride transporters), member 1
68 SLC12A3 16  solute carrler family 12 (sodium/chioride transporters), member 3
69 SLCBAL 2 solute carrier family 8 (sodium/caldum exchanger), member 1
70 SYNPO S synaptopodin
71 SRC 20 v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog {avian)
72 TIP1 15 tight junction protein 1 (zona occludens 1)
73 umMoD 16  uromodufin
74 WRHNKI 12 WNK lysine deficient protein kinase 1
75 WNK4 17 WNK lysine deficlent protein kinase 4

FIG. 9
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Efficacy and safety data for new Antihypertensive Therapies:
comparison between Traditional and Innovative Pharmacogenomic Approaches

Traditional Pharmacogenomic

Parameter
{Rostafuroxia data)

Antihyperiensive Efficacy

{A Systolic BP mmHg, minus placeboy 8 /12 -14 4-23
Superiority among Drug Classes

{4 SBP. mmHg, in never treated patients) 0/-3 57111
Reduction of CV complications 20-30% not jet assessed,

st expected i be superior *

Safety ratio

fin preciinical modals) 1:20 — 1:40 = 1:10.000

n.b. The comparison between the tradifional and new approach, considers similar
treatment duration arxd basal BP levels of the patients.

* the improved prevention of CV complications is expected due to the better BP confrol
and the selective targeting of the genetic alterations {gene profite} responsible for the CV
complications.
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